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DNA, restriction endonuclease mapping, C-type virus 3429. 

DNA structure comparison, mitochondria, Zea mays 3887. 

DNA, use transformation, Streptococcus pneumoniae 2524. 

DNA, varicella-zoster virus 3915. 

DNA, X chromosome, lymphoblasts, man 1989. 

cDNA, 6-crystallin mRNA poly(A)-containing, chickens 4770. 

SON y-crystallin mRNA poly(A)-containing, fractionation, eye lens, mice 

ils 

cDNA, alcohol dehydrogenase genes, Zea mays 5097 

cDNA, al-antitrypsin mRNA induction, activity, nucleotide sequence 3553 

cDNA, coding hemagglutinin, matrix, proteins, mRNA, measles virus 4048. 

cDNA, gene libraries construction, hybridization analysis, genes, acetylcholine, 
receptors, a-subunit 5630. 

cDNA, gene libraries, fatty-acid synthetase genes, transcription, nutrition, gene 
regulation, Anser 5316. 

cDNA, gene libraries, whey phosphoproteins genes, mammary gland, rats 5474 

cDNA, histocompatibility gene H-2 L determinants 5395. 

cDNA, histocompatibility gene HLA DR region, man 5569. 

cDNA, hybridization analysis, hypoxanthene phosphoribosyltransferase genes. 
neuroblastoma cells, mice 5094. 

cDNA hybridization analysis probes 5638. 

cDNA, immunoglobulin G y-chain genes, lymphoma, cell lines 5397 

cDNA, interferon variants, fibroblasts, man, Escherichia coli 3534 

cDNA, kallikrein genes, gene libraries, mice 5462. 

cDNA nucleotide sequence, €-chain immunoglobulin E, rats 5450. 

cDNA, nucleotide sequence, proteins genes, adenovirus (human) 7 2328. 

cDNA, plasmid pBR322, nucicotide sequence, heavy chains genes, immunoglobulin A, 
mice 1894, 

cDNA, poly(A)-containing mRNA, Xenopus laevis 5460. 

cDNA, precalcitonin genes, thyroid, man 5621. 

cDNA, superoxide dismutase genes, man 5096. 

cDNA, use, transcription control proteins expression, mice 1977. 

Coy uvrC gene, plasmid pUV7, restriction endonuclease mapping, Escherichia coli 

double-stranded cDNA, thyroglobulin, man 4557. 

endodeoxyribonuclease EcoRI repeated sequence, genomes, man 2893. 

enterotoxins genes, Vibrio cholerae 5055. 

eurrma: coli, plasmids, glg gene, asd gene, gene mapping, gene expression 

Escherichia coli, prorennin, cattle 1976. 
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eukaryotes, use, SV40, reviews 4057. 

R factor R1162 3433. 

a-fetoprotein genes, mice 3955. 

fibrinogen a-chain, B-chain, y-chain genes, rats 5038. 

filaments proteins genes, trophoblasts, mice 5631. 

flagella proteins genes 5993. ; 

foot-and-mouth disease virus antigens, gene mapping 5587. 

galactose operon promoters mutants, Escherichia coli 3533. 

B gene, A gene, DNA recombinants, phage Mu 2505. - 

gene libraries, nucleotide sequence cDNA immunoglobulins constant region, 
A-chain, mice 5495. ; 

genes, cytochrome P-450, cDNA nucleotide sequence, liver, rats 4969. 

genes, Escherichia coli 6003. ; - 

genes, gene libraries, a-actin, a-tropomyosin, myasin, troponin C, 
troponin I, Cotumix coturnix 5104. 

genes, heat shock induction mRNA, Drosophila melanogaster 2521. 

genes, RNA mapping, biosynthesis, Bacillus subtilis 1168. 

genetic markers, eukaryotes 4538. 

genomes, baboon endogenous virus 2889. 

genomes, murine sarcoma virus 4435. 

genomes replication origin, Escherichia coli 4914. ; ' 

genomes, restriction endonuclease mapping, use plasmids, cytomegalovirus 3977. 

genomes, Zea mays 2511. 

gibbon-ape leukemia virus DNA, phage d 3528. . 

globin, fetuses, mice, plasmids, Escherichia coli, nucleotide sequence 1981. 

globin genes, cDNA, chickens, plasmid pMB9 1998. ; . 

p-globin genes, DNA nucleotide sequence, developmental genetics, chick 
embryos 957. 

Q-globin genes, man 1888. 

B-globin genes, man 2533. 9 

3-globin, pseudogenes, Lemuroidea, cDNA, nucleotide sequence, 5-globin 
pseudogenes, comparison man, evolution, Lemuroidea 3928. 

a-globulin genes, chromosomes location, mice 970. 

a2u-globulin, genes structure, transcription, liver, rats 5485. 

glucagon precursors genes, pancreas, Lophius americanus 2519. 

a-D-glucosidase genes, Saccharomyces carlsbergensis 3023. 

8-D-glucuronidase genes, preputial gland, rats 5103. 

glutathione, liver, rats 3018. 

glutathione, liver, rats 3018. 

glycoproteins genes, rabies virus 5441. 

glycoproteins mRNA, rats 3251. 

hemagglutinin genes, influenza virus RNA 3800. 

hemagglutinins genes, influenza virus, Escherichia coli 4552. 

hepatitis A virus genomes, plasmids, bacteria 5585. 

hepatitis B virus DNA, Escherichia coli 2506. 

herpes simplex virus 1 DNA 3393. 

herpesvirus (marmoset) thymidine kinase genes, gene mapping 4041. 

histocompatibility gene H-2, L determinants, spleen cells, mice 1979. 

histocompatibility gene H-2, mice 4456. 

histocompatibility gene HLA D region, cDNA, Raji cells, man 5568. 

histocompatibility gene HLA DR region, man 5571. 

histocompatibility gene HLA DR region, man 6001. 

histone HS genes, erythrocytes, chickens 3348 

histone HS genes, reticulocytes, chickens 1984. 

histones genes, characterization, myeloma cells, mice 3032. 

histones genes, gene libraries, man 4946. 

histones genes, gene mapping, cDNA hybndization analysis, genomes, chickens 
4421. 

histones genes, man 4535. 

B hordein genes, endosperm, hordeum vulgare 1329. 

hybridization analysis, restriction endonuclease mapping, nucleotide sequence, 
cDNA, epoxide hydrolase genes, liver, rats 5652. 

B-hydroxydecanoy| thioester dehydrase genes. methodology gene amplification, 
Eschenchia coli 2527. 

hypoxanthine phosphonbosyltransferase genes, man 6115. 

1aaM gene, Pseudomonas savastanoi 3371. 

ilv gene, Salmonella typhimurium 975. 

immunglobulins heavy chains switch regions, Drosophila 3978. 

immunoglobulin A light chains x gene, S107 cells 4416. 

immunoglobulin E genes, pseudogenes, man 5956, 

immunoglobulin M heavy chains diversity region genes, gene libraries, man 4889. 

immunoglobulins € chain genes, man 4053. 

immunoglobulins \ chain genes, mice cell lines 4430. 

immunoglobulins \ chains, man, Escherichia coli 3401. 

immunoglobulins y-chain genes families, gene libraries, man 4909. 

immunoglobulins k-chain genes, rabbits 4441. 

immunoglobulins heavy chains joining region genes, mice, transformed cells, 
Abelson leukemia virus 5995. 

immunoglobulins heavy chains variable region genes, mice 2883. 

influenza A virus, hemagglutinins genes, insertion SV40, expression. infected 
cells, monkeys 5090. 

influenza A virus x SV40 vectors, hemagglutinins. primates cells 966. 

influenza virus, DNA, nucleotide sequence, double-stranded association, 
hemagglutinins genes 4550. 

influenza virus hemagglutinins, gene expression, Escherichia coli, mammalian 
cells 5584. 

imation factor 2 genes, Escherichia coli 6123. 

insertion sequences, adenovirus (human) 5 3341. 

insulin A chain genes, methodology, man 4064. 

B-interferon genes, cell lines, mice 4059. 

B-interferon genes, fibroblasts, man 5037. 

interferon genes, leukocytes, man, antiviral activity 1488. 

a-interferon genes, man 4528. 

interferon, man 1992. 

interferon, man 2514. 

B-interferon, man 1986. 

y-interferon, man 3027. 

Klebsiella pneumoniae nif gene, use. Saccharomyces cerevisiae 959. 

a-lactalbumin, casein, genes, translation mRNA, mammary gland, rabbits 5338. 

aren dehydrogenase genes, plasmid plY2 characterization, Escherichia coli 


leukocytes, interferon, man 1987. 

loci relationship avian erythroblastosis virus erbB gene, DNA. chickens 3416. 
maltose operon, mal T gene, Escherichia coli 5944. 

mammary glond proteins genes, rabbits 2510. 


| Cloning, (continued) 
|‘ mammary tumor virus DNA, gene libraries, man 6121. 
_mammary tumor virus DNA, repeated sequence, promoters 3404. 
man cell lines genomes DNA, baboon endogenous virus repeated sequence 3870. 
metallothionein genes mRNA, HeLa cells 3777. 
methodology, a-globin, B-globin genes, reticulocytes, rabbits 3555. 
methodology, eukaryotes 3026. 
(2-microglobulin genes, mice 4910. 
mitochondria DNA, Paramecium primaurelia, Paramecium tetraaurelia 1370. 
mitochondria genomes DNA, Paramecium tetraurelia, Paramecium primaurelia 4411. 
mitochondria tRNA Ser genes, Saccharomyces cerevisiae 971. 
Moloney leukemia virus DNA, phage X, restriction endonuclease mapping, 
repeated sequence, insertion 2870. 
Moloney leukemia virus proviruses, infectivity, structure 4049. 
murine leukemia virus DNA, isolation, DNA, mice 3888. 
murine leukemia virus transformation genes, methodology 3031. 
myosin heavy chains genes, chickens 3349. 
myosin heavy chains genes, heart, chick embryos 4074. 
a-neo-endorphin, use Escherichia coli plasmid pK013 1988. 
neuraminidase genes, cDNA, nucleotide sequence, influenza virus 3781. 
neuraminidase genes RNA, influenza A virus 4761. 
nucleotide sequence, cDNA, metallothionein, liver, mice 3957. 
nucleotide sequence, cDNA, preprogastrin genes, pigs 5466. 
nucleotide sequence, lactose operon 2362. 
ompA gene, Escherichia coli 5089. 
onc gene, Moloney sarcoma virus 6131. 
ornithine carbamoyltransferase genes, Saccharomyces cerevisiae 3030. 
papilloma virus, DNA, Escherichia coli 4529. 
phage A, feline sarcoma virus proviruses, transformation genes, DNA 
testriction endonuclease mapping 4068. 
phage MS2 RNA 3278. 
phage Mu, plasmid pBR322, genomes, restriction endonuclease mapping 3024. 
phage PM 2, DNA, plasmid pBR322, restriction endonuclease mapping 2504. 
phage SP01, DNA, fragments, expression, Bacillus subtilis 609T. 
age TS promoters 961. 
phage TS promoters 3022. 
phenylalanine 4-monooxygenase genes, liver, rats 5627. 
phoB gene, phoRgene, Escherichia coli 4521. 
phoE gene, Escherichia coli 4537. 
plasmid pED806, F factors replication origin incorporation 5615. 
plasmid pTiC58, Agrobacterium tumefaciens, protein biosynthesis, Escherichia coli 
3037. 
plasmid TRP! RI circle 3551. 
plasmids, characterization, gene mapping, Thermus flavus 825. 
plasmids, colicins immunity, Escherichia coli 1503. 
plasmids DNA 3384. 
plasmids, recombinants, enterotoxins toxoids, Escherichia coli 1495. 
plasmids, str operon Escherichia coli 3646. 
plasmids, trpS gene, Escherichia coli 1498. 
poliovirus RNA genomes 4271. 
poliovirus 1, plasmid pBR322, restriction endonuclease mapping 3017. 
polyhedrin genes, nuclear polyhedrosis virus 6094. 
polyoma virus defective mutant DNA 2532. 
polyoma virus recombinants plasmid pBR322, DNA 1983. 
preproenkephalin genes, adrenal medulla, cattle 3950. 
preproenkephalin genes, adrenal medulla, cattle 4894. 
preproenkephalin genes, gene libraries, man 4906. 
preproenkephalin, pigs 5082. 
procollagen genes, man 6150. 
procollagen genes, use assays mRNA biosynthesis, chick embryos 1883. 
proglucagon genes, pancreas, Lophius piscatorius 5484. 
prolactin genes, pituitary, cattle 3258. 
Sees RNA polymerase II, C-type virus, Harvey sarcoma virus 3530. 
us mirabilis recA gene, use planmid pBR322 2540. 
proviruses DNA, Fujinami sarcoma virus 5101. 
proviruses DNA, Rauscher leukemia virus 5083. 
pyri gene, Escherichia coli 6143. 
pyruvate dehydrogenase genes, Escherichia coli 3522. 
ga gene, Neurospora crassa 2921. 
RAD3 gene, Saccharomyces cerevisiae 6110. 
fecB gene, recC gene, endodeoxyribonuclease V, purification, characterization, 
Escherichia coli 3532. 
renin mRNA, mice 1501. 
Tepeated sequence DNA, man 3430. 
replication ongin, ARG4 gene, chromosome 8, yeasts 4034. 
teplication origin, DNA, nucleotide sequence, phage ®X174 1482. 
Testriction endonuclease fragments, adenovirus (human) 12 4046. 
restriction endonuclease inhibitor genes, phage T4, lysogenization, mapping, 
Escherichia coli 4063. 
Testriction endonuclease mapping, plasmid Rts | deletion mutants 6005. 
restriction endonuclease mapping, transformation genes, T24 cells, carcinoma, 
urinary bladder, man 5449. 
retrovirus genes families, chimpanzees 5059. 
Tetrovirus genomes, identification, DNA, man 2820. 
nibosomal protein L29 cyh2 gene, cycloheximide resistance, Saccharomyces 
cerevisiae 3944. 
ribosomal proteins genes, Saccharomyces carlsbergensis 2517. 
ecnomies DNA, localization, transcription initiation, Tetrahymena pyriformis 
90. 
nibulosebisphosphate carboxylase subunits genes, secondary structure, nucleotide 
sequence, chloroplasts, Spinacea oleracea 850. 
RNA, cDNA nucleotide sequence, influenza A virus 1859. 
RNA genomes, foot-and-mouth disease virus 5068. 
RNA genomes, influenza A virus 4551. 
RNA genomes, poliovirus 3536. 
RNA genomes, tobacco mosaic virus 5065. 
__RNA, influenza virus 2898. 
RNA polymerase (RNA-dependent) genes, influenza A virus 3230. 
RNA 7S genes, gene libraries, mice 3779. 
__ RNA 7S, HeLa cells 2939. 
mRNA, endoplasmic reticulum, liver, mice 3035. 
mRNA genomes, cDNA nucleotide sequence, influenza B virus 3256. 
mRNA, herpes simplex virus 1 3236. 
mRNA poly(A)-containing, DNA polymerase (RNA-dependent), avian myeloblastosis 
Virus, cDNA, Bacillus subtilis 5607. 
_ mRNA, Semliki Forest virus 5024. 
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Cloning, (continued) 
tRNA genes, Dictyostelium discoideum 2526. 
tRNA 26S, rRNA 19S, rRNA 5.8S genes, Eschenchia coli, Physarum polycephalum 
1491. 
tRNA 28S genes, mice 3351. 
snRNA pseudogenes, cDNA nucleotide sequence. gene libraries, man 5482. 
tRNA genes, Dictyostelium discoideum 2428. 
tRNA Leu genes, DNA nucleotide sequence, introns, transcription, processing. - 
yeasts 979. 
tRNA loci, chloroplasts genomes, Euglena gracilis 5391. 
tRNA Tyr suppressors genes, Escherichia coli 2523. 
Saccharomyces cerevisiae, Neurospora crassa, gene expression, Escherichia coli 
5618. 
Saccharomyces cerevisiae, uracil permease genes, gene expression, membranes 3547. 
satellite DNA, cattle 1881. 
satellite DNA, Elaphe radiata 3932. 
satellite DNA methylation, tissues specificity, cattle 4959. 
serum albumin mRNA, man 3772. 
simian sarcoma virus +helper viruses 2384. 
somatostatin genes, carcinoma, rats 3540. 
spA gene, 
spleen focus-forming virus DNA 3963. 
sporulation genes, pBD64 plasmid, Bacillus licheniformis 452. 
Streptococcus pneumoniae DNA, aminopterin antibiotic resistance 2520. 
Streptomyces, plasmids, genetic engineering 5614. 
Streptomyces plasmids, use genetic engineering 5613. 
studies, embryogenesis, mRNA levels, Glycine max 151. 
SUC 2 gene, B-D-fructofuranosidase mRNA amino acid sequence, Saccharomyces 
cerevisiae 1991. 
sulfanilamide, antibiotic resistance genes, plasmid pKO101, Bacillus subtilis 
3040. 
suppressors, SUF2 gene, Saccharomyces cerevisiae 3008. 
suppressors (RNA genes, mammalian cells 6144. 
SV40 DNA, characterization, BALB/c 3T3 cells 1978. 
SV40, gene expression, integration, mice cells 5071. 
SV40, tetrahydrofolate dehydrogenase, DNA, coding, expression, mice, 
characterization 3029. 
tetracycline antibiotic resistance determinants, Streptococcus pneumoniae 3041. 
tetracycline antibiotic resistance promoters, use plasmid pBRH4 2528. 
tetracycline resistance regulation genes, transposon Tn10 3552. 
tetrahydrofolate dehydrogenase genes, phage T4 3016. 
Tetrahymena DNA, effects on nucleotide sequence 3317. 
thymidine kinase genes, herpes simplex virus, transcription, plasmids, 
Saccharomyces cerevisiae 4058. 
thyroglobulin genes, cDNA, nucleotide sequence, cattle 5080. 
thyroglobulin, man 1993. 
thyrotropin subunits genes, MRNA nucleotide sequence, mice 818. 
transcription termination factors, phage \ 3531. 
transformation DNA, mRNA hybridization, protein biosynthesis, characterization, 
herpes simplex virus 2 3277. 
trp2 gene, trp3 gene, Saccharomyces cerevisiae 4558. 
tryptophan operon promoters, Escherichia coli 4520. 
a-tubulin genes, brain, rats 3431. 
a-tubulin genes, gene libraries, Drosophila melanogaster 4073. 
a-tubulin genes, gene libraries, man 3919. 
tyrosine suppressors tRNA genes, amber mutant, Escherichia coli 972. 
tyrosine 3-monooxygenase genes, cell lines, rats 4072. 
nave NA synthetase genes, Escherichia coli, Bacillus stearothermophilus 
2 
Us region, chi gene, herpes simplex virus | 2530. 
uidA gene, uidR gene, Escherichia coli 3428. 
unc operon, Escherichia coli 5432. 
URAI gene, gene expression, role promoters, Escherichia coli, Saccharomyces 
cerevisiae 3560. 
uracil permease genes, cloning 5562. 
B-urogastrone genes, man 5060. 
use, phage C31, Streptomyces 5616. 
uteroglobin genes, rabbits 2516. 
uvsW gene, uvsY gene, phage T4, characterization 4525. 
varicella-zoster virus DNA 4928. 
vectors, construction, characterization, use plasmid pBR322 2536. 
vectors, constniction, phage M13 3563. 
vectors, construction, use phage \ promoters, gene regulation penicillinase, 
tryptophan synthetase, Escherichia coli 3013. 
vectors, construction, use plasmids 2535. 
vectors, gene regulation, phage \ 3014. 
vectors, plasmid pGV1106, transformation Rhizobium meliloti 3542. 
vectors, tryptophan operons, construction plasmid pBR313 2534. 
vectors, use, plasmid pBRN3 5433. 
viruses antigens, vaccines development, books 5730. 
vitellogenin genes, gene libraries, chickens 4895. 
Xenopus laevis recombinants plasmids 4066. 
zein genes, seedlings, Zea mays 3964. 
zein genes, Zea mays 2915. 
Clorobiocin, 
analogs, antibacterial activity, inhibition, DNA gyrase, Escherichia coli, 
structure-activity relationships 6236. 
Clostridium acidiurici, 
RNA polymerase, rifampicin resistance, purification, characterization 5117. 
Clostridium perfringens, 
DNA absorption, U.V. radiation 268. 
quinacrine binding, DNA, fluorescence, base pairs 275. 
Clostridium sticklandii, 
tRNA Glu purification, aminoacylation correlation selenium content 5223. 
Clostridium thermocellum, 
mutagenesis, U.V. radiation, a radiation, 
N-nitroso-N-methyl-N’-nitroguanidine, genetic engineering 4546. 
Clostridum pasteurianum, 
nitrogenase subunits amino acid sequence, comparison nifD gene nucleotide 
sequence 1347. 
Clover yellow mosaic virus, 
RNA encapsulation 6247. 
RNA proteins complex, maturation, 5° termines initiation 2761 
Clupeidae, 
evolutionary genetics, interspecific hybridization DNA, Salmonidae, Osmendae 
2415. 
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Cold shock, 
Escherichia coli, plasmids transformation, methodology 6134. 
Colicin A, 
biosynthesis, mRNA translation characterization, Escherichia coli 208 
structure genes, localization, restriction endonuclease mapping, plasmid ColA 
4902. 
Colicin E1, 
genes, DNA nucleotide sequence, location promoters, operators regions, 
Escherichia coli 2903. 
genes, nucleotide sequence DNA, Escherichia coli 5378. 


Colicins, 
col 1b plasmid, effects on, phage T7, protein biosynthesis, Escherichia coli 
4717. 
immunity, cloning plasmids, Escherichia coli 1503. 
Coliforms, 


rs phages, differentiation, use, endodeoxyribonuclease EcoRI fragments 3843 
D 
biosynthesis, fibroblasts, lung, dermis, triamcinolone diacetate effects on, 
neonates, rats 1754. 
genes, chickens, initiation transcription, cell-free system, HeLa cells 3541. 
genes, cloning, DNA nucleotide sequence, man 2938. 
genes, mRNA nucleotide sequence, promoters, chickens 641. 
mRNA levels, relationship protein biosynthesis, sheep 2144. 
Collagenase, 
precursors, mRNA biosynthesis, rabbits 1759. 
Colobus polykomos, 
Gales virus, DNA, isolation, cloning, restriction endonuclease mapping 2400 
, 
adenocarcinoma, assays, cytomegalovirus DNA, man 227. 
carcinoma, immunotherapy, RNA, tumors antigens, lymphoid cells, mice 2259 
Column chromatography, 
analysis, DNA, histones complex 500. 
DNA fractionation, calf thymus 3310. 
Compatibility, 
Plasmid pWS6, association stability, Escherichia coli, Salmonella typhimurium 


Complement, 


activation, cryoglobulins DNA complex, complement, systemic lupus erythematosus, 


man 5147. 

double-stranded DNA, antigen-antibody complexes parameters, systemic lupus 
erythematosus, man 483. 

+rheumatoid factor, effects on DNA, antibodies complex, complement, 
biodegradation, man 2499 

role, induction, DNA biosynthesis, proliferation, fibroblasts, man 2483. 


Complement C3, 


genes, cloning, cDNA nucleotide sequence, gene mapping, gene libraries, mice, man 


5452. 
Complement fixation, Aue 
DNA double-stranded antigen-antibody complexes characterization 4629. 
size correlation, double-stranded DNA, antigen-antibody complexes, man 482. 
Complementation, oy 
analysis, influenza A virus temperature-sensitive mutant 669. 
assays, DNA biosynthesis, use purification gene products, cde8 gene, 
Saccharomyces cerevisiae 6087. 
influenza A virus, P1 gene, temperature-sensitive mutant 4269. 
macrophages, thymus, RNA, hybridization, mice 3227. , ; 
transposons mutants, insertion sequence | mutants effects on integration plasmids 
5095 
Complex, 4 
DNA, histones, analysis, column chromatography, electron microscopy 500. 
pyrimidines platinum, temperature effects analysis, E.S.R. 8. 
Computer applications, 
chromosomes microscopy 6213. 
design intercalating agents, DNA 3858. 
electron microscopy, ribosomes, HeLa cells 4723. 
RNA, structure, tobacco mosaic virus 1695 
Computer programs, 
amino acid sequence 1311. 
analysis, C.D., thermal stability nucleic acids 1354 
comparison nucleotide sequence 3383. 
construction polynucleotides secondary structure, tRNA, replication origin 
regions, Escherichia coli, Salmonella typhimurium 2394. 
determination translation initiation sites, MRNA, Escherichia coli 3249. 
DNA homology, immunoglobulins x-chain genes, mice 1302. 
DNA hydrodynamics breakage 761. 
DNA, nucleotide sequence 867. 
DNA nucleotide sequence, 870. 
DNA nucleotide sequence 872. 
DNA, nucleotide sequence 1299. 
DNA, nucleotide sequence 1301. 
DNA nucleotide sequence 1304. 
DNA nucleotide sequence 1305. 
DNA nucleotide sequence 1306. 
DNA nucleotide sequence 1314. 
DNA nucleotide sequence, data banks 1298. 
DNA nucleotide sequence determination 871. 
DNA nucleotide sequence, genetic engineering 1300. 
DNA nucleotide sequence homology, SV40, polyoma virus 4951. 
DNA nucleotide sequence, location introns, extrons 868. 
DNA nucleotide sequence, restriction endonuclease, recognition sites 1313. 
DNA restnction mapping 1309. 
DNA, RNA nucleotide sequence 869. 
evolutionary genetics, analysis DNA nucleotide sequence 858. 
N.M.R., protons, RNA, DNA 1700. 
nucleic acids hybridization analysis 1861. 
nucleotide sequence 1307. 
nucleotide sequence 1308. 
nucleotide sequence 1310. 
nucleotide sequence analysis 4934. 
nucleotide sequence analysis 6023. 
nucleoude sequence, DNA 2916. 
oligodeoxyribonucleotides, U.V. spectroscopy 1611, 
predictions restriction endonuclease recognition nucleotide sequence, Haemophilus 
influenzae 1510. 
repetitive DNA, transposition, computer programs 1867. 
restriction endonuclease sites 1312. 
RNA nucleotide sequence, homology 1144. 
mRNA competition, initiation components, requlation protein biosynthesis 1673. 
mRNA secondary structure 1145. 
sedimentation coefficients, molecular weight determination, DNA, RNA 4468. 
7-Con-O-methyinogarol, 


effects on DNA biosynthesis, cell cycle, CHO cells, flow cytometry analysis 2480. 


Conalbumin, 
mRNA genes, cDNA nucleotide sequence, chickens 5290. 
Concanavalin A, 
+ hpopolysaccharides, stimulation DNA biosynthesis, immunoglobulins protein 
biosynthesis, lymphocytes, man 2995. 
Condensation, 
peptides, polynucleotides effects on 5728. 
Conductivity, 
DNA, ions binding effects on 3465. 
Condylomata acuminata, 
assays papilloma virus (human) 6 DNA, man 2285 
Conferences, 
bacteria, fungi, genetic engineering, books 5731. 
books, bacteria, R factors, antibiotic resistance, genetic analysis 5729. 
DNA repair role aging 6058. 
enzymes, chemical modification, plants, animals 4596, 
histocompatibility antigen HLA, DR determinants, light chains, heavy chains, 
mRNA, lymphoblastoid cell lines, lymphocytes B, man 2264, 
histocompatibility antigen HLA, mRNA characterization, BRI-8 cells 2181. 
influenza virus, structure, hemagglutinins, neuraminidase genes, cDNA, antigenic 
charactenstics 4689. 
Conformation, 
anticodon stem, anticodon loop nucleotide sequence effects on, tRNA Trp 5779. 
cesium fluonde effects on poly(dA-dC.dG-dT), C.D. 1618. 
chromatin DNA, relationship DNA biosynthesis, novobiocin effects on, mice cell 
lines 4655. 
chromatin, murine leukemia virus, proviruses genomes, tumors, mice 4154. 
chromatin, sites, transcription, liver, rats 5175. 
chromatin, transcription, deoxyribonuclease | sensitivity, alcohol dehydrogenase 
genes, Saccharomyces cerevisiae 5696. 
closed circular DNA, 4'-6-diamidino-2-phenylindole hydrochloride intercalation, 
calcium, cations effects on, fluorescence 3463. 
DNA, ~ anthramycin+ mitomycin binding effects on 3859. 


DNA, 4’ ,6-diamidino-2-phenylindole staining, yeasts, phage T4, phage T3, phage 


X, erythrocytes, chickens 1873. 
DNA, aggregation, solution 2894. 
DNA histones complex, salts effects on, HeLa cells 2062. 
DNA, hydroxy acetylaminofluorene binding effects on, role carcinogenesis 4174. 


Biochemistry Abstracts 2 vol. 12 


‘Conformation, (continued) 
DNA, interaction 1390. 
DNA, mathematical models 3386. 
es 3 eeylerminotioorene binding effects on, role carcinogenesis 
192. 

DNA, pH effects on, Raman spectroscopy, calf thymus 4467. 

DNA, poly(dA-dT), cesium, tetraalkylammonium, 
3a,5B,17B-dipyrrolidinum steroid dimethiodide 2953. 

DNA, proteins effects on 307. 

DNA, relationship nucleotide sequence, plasmids 1348. 

DNA, role electropotential, B-form Z-form transitions effects on, mathematical 
models 3989. 

DNA, temperature effects on, C.D. 4473. 

DNA, Z-form 2113. 

double-stranded oligodeoxyribonucleotides, N.M.R., theories 5770. 

histones, DNA interaction effects on 501. 

9-(2-hydroxyethoxymethyl)guanine, X-ray diffraction 3656. 

nucleocapsids proteins, RNA complex, Sendai virus 1019. 

poly(U), poly(C), N.M.R. 4199. 

poly(dA-dT), histone H1, ribonuclease interaction effects on, Raman spectroscopy 
4191. 

poly(dA-dC,dG-dT), cesium chloride, alcohol, temperature effects on, C.D. 1614. 

poly(dG-dC), magnesium chloride+ethanol effects on 2670. 

poly (dA-dT), evaluation physical properties, electrical properties 57. 

polynucleotides, energy analysis 555. 

proteins, polynucleotides, optical rotatory dispersion, C.D. 2114. 

relationship DNA nucleotide sequence, poly(dA-dT) 1356. 

ribosomes, initiation factor 3 binding effects on, U.V. spectroscopy, Escherichia 
coli 5822. 

RNA, models 4753. 

RNA, proteins effects on, reviews 1139. 

tRNA 16S, ribosomal subunit 30S, bacteria 2205. 

tRNA 23S, magnesium ions role, Escherichia coli 4752. 

tRNA 23S, ribosomal subunit 50S, Escherichia coli 2752. 

tRNA phe, aminoacylation effects on, yeasts 3160. 

tRNA Phe anticodon loop, relationship, aminoacylation, yeasts 1628. 

tRNA Phe, mathematical models 4706. 

tRNA Phe, ribosomes binding effects on, fluorescence, Escherichia coli 3163. 

Conformational analysis, 

3-acetyl-5-alkylpyridine nucleosides, 3-acetyl-5-alkylpyridine 5'-mononucleotides 
1591. 

acetylamino fluorene modification DNA 2317. 

2-acetylaminofluorene chemical modification deoxyribonucleosides 3678. 

adenine+uracil dimers, relationship adenine derivatives N.M.R. 5739. 

adeny|-(3' ,5’)-adenosine analogs, N.M.R., C.D. 5771. 

calf thymus DNA, ethanol, sodium chloride effects on, C.D. 3461. 

chromatin, nuclei isolation, erythrocytes, Xenopus 504. 


diguanosine monophosphate cis-platinum diamminodichloride adducts, N.M.R. 4702. 


dinucleotides, N.M.R. 2115. 
dinucleotides, comparison DNA 1091. 
dinucleotides, comparison tRNA Phe 1092. 
DNA 1088. 
DNA 1904. 
C.D., DNA 1089. 
DNA alkylation, models 2437. 
DNA, B-form, models 791. 
DNA, endonuclease S1 (aspergillus), relationship globin gene expression, 
erythrocytes, juveniles, chickens 4524. 
DNA fragments, N.M.R. 826. 
DNA, histones, I.R. spectroscopy 4434. 
DNA intercalation naphthylimides, naphthyl diimides, U.V. spectroscopy, C.D., 
viscosity 3462. 
DNA, light scattering, sodium chloride effects on 3468. 
DNA, mechanism, theories, competition, sites 3419. 
DNA, phosphorescence, calf thymus 4984. 
DNA restriction fragments 877. 
DNA, reviews 6031. 
double-stranded DNA, N.M.R. 2425. 
double-stranded DNA, electron microscopy, methodology 3365. 
double-stranded oligonucleotides, C.D., netropsin binding, B-form A-form 
transitions 1616. 
Z-form, B-form oligodeoxyribonucleotides 4193. 
C.D., Z-form B-form transitions, plasmid pRW 751 DNA 5467. 
Z-form diribonucleotides, U.V. spectroscopy, C.D., N.M.R. 5768. 
B-form DNA 560. 
B-form DNA 1865. 
B-form DNA, mathematical models 3387. 
B-form DNA, poly (dA.dT), poly (dG.dC) 1615. 
Z-form double-stranded oligodeoxyribonucleotides 3677. 
B-form Z-form transitions, polydeoxyribonucleotides, electric dichroism 3682. 
3-B-D-glucopyranosyluracil, anthelmycin, N.M.R. 1070. 
___ helix periodicity, DNA 1619. 
high mobility group proteins, DNA interaction, erythrocytes, chickens 6240. 
Magnesium, ionic strength effects on tRNA Ala, use chemical modification, light 
Scattering, yeasts 3162. 
_ mathematical models, B-form DNA 3151. 
| mathematical models, dinucleotides 3686. 
mathematical models, poly(U) 3689. 
_ mathematical models, polynucleotides 1090. 
_ mathematical models, polynucleotides 1612. 
__N.M.R., DNA, mathematical models 6036. 
_ 4nitroquinoline-1-oxide binding oligonucleotides 562. 
#. Mucleosides, nucleotides 535. 
Ducleosomes unfolding, calf thymus 6230. 
 fucleotides, mathematical models 5753. 
_ Bucleotides, nucleosides 2660. 
_ ligodeoxyribonucleotides, C.D., N.M.R. 553. 
__ 0ligodeoxyribonucleotides, N.M.R. 2119. 
__ Oligodeoxyribonucleotides, N.M.R. 5765. 
_ Gligodeoxyribonucleotides, A-form DNA, X-ray diffraction 3154. 
_ Oligodeoxyribonucleotides, B-form Z-form transitions, C.D. 3693. 
ligodeoxyribonucleotides, helix-coil transitions, N.M.R. 5764. 
_ ligodeoxyribonucleotides, helix-coil transitions, N.M.R. 5769. 
_ Oligonucleotides 556. 
Oligonucleotides, N.M.R. 2673. 
_ Oligonucleotides, mathematical models 5763. 


Conformational analysis, (continued) 
oligoribonucleotides, N.M.R., relationship tRNA Phe anticodon loop 3695. 
oligoribonucleotides, N.M.R., relationship tRNA Phe variable loop 3696. 
pH effects on double-stranded DNA, U.V. spectroscopy 3467. 
plasmid pBR322 restriction fragments DNA, electrical birefringence 3400. 
poly(dG-dC-dG-dC), N.M.R. 2671. 
poly(dG-dC), mathematical models 4196. 
polyd(A-T) 3691. 
polyd(G-C)-d(G-C) B-form Z-form transitions, chlorodiethylenetriamine 
platinum (II) chloride, B-form effects on, C.D. 3685. 
polyd(G-C)-d(G-C), polyd(G-C), tRNA Phe, poly(A)+oligo(U), yeasts 3684. 
polynucleotides 55. 
polynucleotides 2672. 
polynucleotides, mathematical models, comparison DNA Z-form 2120. 
pyrimidine nucleosides, N.M.R. 1068. 
quasielastic light scattering, poly(A) 3152. 
rRNA, use acridine orange binding, ribosomes, Escherichia coli 1652. 
tRNA 5S, N.M.R., Escherichia coli 4754. 
rRNA 5S, endonuclease $1 (Aspergillus) digestion, Escherichia coli 5283. 
tRNA SS, liver, rats 3775. 
tRNA Asp, Raman spectroscopy, yeasts 4203. 
tRNA phe, E.S.R., Escherichia coli 1632. 
tRNA, phosphorescence, Escherichia coli 3166. 
superhelical DNA, repeated sequence 3952. 
C.D., 2-thio-5-methyluridine, 5-methyluridine, 5-methylcytidine, 2-thiocytidine 
5748. 
water interaction B-form DNA, mathematical models 3385. 
1-a-D-xylofuranosyluracil nucleoside, 1-a-D-xylofuranosylcytosine, Oo,” 
2’-anhydro-1-a-D-xylofuranosyluracil nucleoside 1596. 
Conger, 
purine nucleotides assays, erythrocytes 1604. 
Conidia, 
cell cycle effects on DNA levels, Verticillium albo-atrum, Verticillium dahliae 
1781. 
gene mapping, gene expression, Aspergillus nidulans 2372. 
germination, DNA biosynthesis, 5-fluorocytosine effects on, Aspergillus fumigatus 
1448. 
germination, RNA biosynthesis, RNA polymerase, isolation, characterization, 
Aspergillus nidulans 1224. 
polyribosomes, isolation, Neurospora crassa 1118. 
Conjugation, 
chlorpromazine effects on, plasmids transfer, F’lac factor, R factors, pili, 
Escherichia coli 3509. 
chromosomes transfer, kinetics, mathematical models, Escherichia coli 446. 
DNA transfer, Pseudonomas morsprunorum 1487. 
Escherichia coli, R factors, integration 4539. 
IncJ plasmid, plasmid R391, integration, replication, Escherichia coli 3505. 
Streptococcus faecalis R factors, Staphylococcus aureus 5611. 
Connective tissue diseases, 
isolation, Sm antigen, ribonucleoproteins antigens, characterization, 
autoantibodies probes, RNA biosynthesis 6195. 
Construction, 
cloning, lactose operator 2513. 
cloning vectors, tryptophan operons, plasmid pBR313 2534. 
cloning vectors, use plasmid pBR322 2536. 
cloning vectors, use plasmids 2535. 
gene library, man 2533. 
Contact dermatitis, 
occupational exposure 2,6-dichloropurine, case reports, man 2619. 
Convulsions, 
effects on mRNA, brain, rabbits 2798. 


+ascorbic acid, induction DNA damage, melanoma cell lines, man 5941. 
bases adsorption 1569. 
binding, DNA, Euthynus pelamis 273. 
DNA daunomycin complex 765. 
effects on thymidine incorporation, DNA, N-nitrosodimethylamine, 
diethylnitrosamine, liver, rats 1453. : 
induction metallothionein-I genes transcription, mice 2249. 
interaction, nucleoproteins 1535. 
ions, interaction DNA+phospholipids 777. 
Tesistance genes, cloning, restriction endonuclease mapping, Saccharomyces 
cerevisiae 5982. 
Copper chloride, 
induction metallothionein mRNA transcription, liver, rats 3287. 
Coprinus cinereus, 
DNA polymerase multiple forms, correlation cell cycle 5682. 
Cordulia aenea, 
oocytes, ultrastructure, nucleolus, rRNA biosynthesis 2576. 
Core particle, 
heterogeneity, stability, chromatin, erythrocytes, chickens 4638. 


inege, 
binding DNA, chromatin, light effects on, Drosophila melanogaster 1252. 
Cornea, 
DNA repair, U.V. radiation induction, man 2476. 
ulcers, herpes simplex virus, 9-(2-hydroxyethoxymethyl)guanine treatment, man 
3137. 
Coronavirus (murine), 
genomes, RNA, cell-free system translation 4816. 
Corpus luteum, 
fractions effects on DNA biosynthesis, fibroblasts, mice, aorta, juveniles cattle 
443. 
membranes, adenylate cyclase, choriogonadotropin, guanine nucleotides effects on, 
cattle 45. 
Cortex, 
neurons, DNA characterization, brain, rats 4828. 
Cc 


y 

effects on DNA biosynthesis, thymus, spleen, epidermis, mice 1469. 

suppression «1-fetoprotein RNA biosynthesis, gene regulation, rats 5878. 

triamcinolone hexacetonide, effects on growth, DNA biosynthesis, RNA 
biosynthesis, protein biosynthesis, liver, neonates, rats 1936. 

Corticotropin, 

B-lij in precursors genes, isolation, DNA nucleotide sequence, placenta, 
man 3388. 

precursors genes, Alu family, DNA nucleotide sequence, man 1858. 

precursors genes, DNA nucleotide sequence, cattle 1857. 


55 


Subject Index 


Cortisol, 
effects on DNA biosynthesis, HeLa cells 3001. ‘ 
effects on mRNA, procollagen, embryos, calvaria, chickens 111. 
effects on repeated sequence DNA methylation, liver, rats 5987. 
effects on RNA biosynthesis, hepatocytes, rats 146. 
effects on RNA content, cells, spinal cord, rats 149. 
Corylus, 
poly (A) RNA biosynthesis, relationship storage effects, dormancy 188. 
Corynebacteri 


um, 
phage B, phage «, DNA characterization, gene mapping, integration 1828. 
Cor jum diphtheriae, . ‘ 
phage y-tsr-1, transduction, excision, DNA hybridization, genetic analysis 
978. 
phages, toxins genes, restriction endonuclease mapping 4455. 
toxins, genes, association, DNA fragments, identification, phage-B 948. 
toxins operons, localization, restriction endonuclease mapping, phage B DNA 792. 
Coturnix, 
cell lines, heat shock proteins gene expression, comparison hamsters, man 4514. 
Coturnix coturnix, 
genes, cloning, gene libraries, a-actin, a-tropomyosin, myasin, (roponin 
C, troponin I 5104. 
Coturnix coturnix japonica, 
DNA, RNA levels, oviduct, age effects 194. 
testosterone effects on RNA polymerase I, RNA polymerase II activity 470. 
Coturnix japonica, 
uropygial gland, androgen relationship RNA polymerase, DNA polymerase 1517. 


9 
development, DNA, RNA, characterization, Cicer arietinum 119. 
tRNA, tRNA synthetase, age effects, Glycine max 65. 
4-Coumaroyi-CoA synthetase, 
protein biosynthesis, Petroselinum hortense 2139. 
Coumermycin, 
analogs, antibacterial activity, inhibition, DNA gyrase, Escherichia coli, 
structure-activity relationships 6236. 
inhibition DNA gyrase, DNA biosynthesis, Escherichia coli 3637. 
Coupling, . 
cell walls, growth, chromosomes, replication, gram-positive bacteria 1023. 
Coupling factor 1, 
B-subunit, €-subunit genes, cloning, DNA nucleotide sequence, 
chloroplasts, Zea mays 4907. 
Coupling factors, 
genes, gene mapping, cloning, plastids, Spinacea oleracea 1868. 
Cowpea chlorotic mottle virus, 
coat protein mRNA, nucleotide sequence 2751. 
coat protein, N-terminus, interaction RNA 4164. 
RNA biosynthesis, temperature-sensitive mutant 677. 
Cowpea mosaic virus, 
genomes, RNA, location initiation codons 4774. 
purification, characterization, RNA polymerase (RNA-dependent), infection, 
leaves, Vigna unguiculata 4592. dy 
ribonucleoproteins, characterization, role replication 4290. 
RNA gene expression 4318. 
RNA, nucleotide sequence, translation 1176. 
RNA translation 1190. 
Cowpea mottle virus, 
plants infection, characterization double-stranded RNA 5832 
Cowpea severe mosaic virus, 
RNA, translation 716. 
Cox astrocytoma cells, 
alcohol+ cyloheximide effects on protein biosynthesis, RNA biosynthesis 1204. 
Coxsackievirus B, 
RNA, translation, gene products, rabbits reticulocytes, characterization 3820. 
Creatine kinase, 
genes, cloning, myoblasts, chickens 6116. 
Cricket paralysis virus, 
RNA, translation, cell-free system 714. 
Crithida lucilize, 
kinetoplasts DNA, complementary RNA, labelling 1787 
Crithidia fasciculata, 
kinetoplasts, DNA, restriction endonuclease mapping, hybridization analysis 5393. 
kinetoplasts, genomes, DNA nucleotide sequence, transcription, restriction 
endonuclease mapping, hybridization analysis 5472 
tRNA 18S nucleotide sequence 1162. 
tRNA 5.8S, nucleotide sequence 3235. 
Crithidia fasiculata, 
homology. rRNA 5S, nucleotide sequence, Euglena gracilis 644. 
Crithidia luciliae, 
heteroduplex, DNA, analysis, kinetoplasts 5464. 
kinetoplasts, DNA, restriction endonuclease mapping, hybridization analysis 5393. 
kinetoplasts, genomes, DNA nucleotide sequence, transcription, restriction 
endonuclease mapping, hybridization analysis 5472. 
Crithidia oncopeiti, 
genes localization, DNA 5977. 
kinetoplasts DNA cloning, restriction endonuclease mapping 5976, 
Cross-linkage, 
radiation, stabilization nucleoproteins 485. 
Cross-linking, 
capsid protein, RNA, U.V. radiation effects on, poliovirus 4167. 
DNA, bis(isopropylamine)-trans-dihydroxy-cis-dichloroplatinum 3856. 
Precis: plata diamminochloride, relationship cytotoxicity, fibroblasts, man 
DNA, cis-platinum diamminodichloride, CHO cells 2306. 
DNA, cis-platinum diamminudichloride, CHO cells 2307. 


DNA, hexamethylmelamine, pentamethylmelamine, formaldehyde, L-1210 cells 2308. 


Sekt metiy fone dimethanesulfonate induction, formaldehyde role, Yoshida sarcoma, 
cells ' 
DNA, mustine, phosphoramide mustard, melphalan, association lethality, C3H10T 1/2 
cells, mice 4383. 
DNA, psoralen, endodeoxyribonuclease BamiHl specificity 5368. 
nah eI ec Penicillium roqueforti botryodiplodin, mechanisms, mammalian cells 
histone H3+DNA, U.V. radiation, erythrocytes, chickens 5703. 
induction, U.V. radiation, chromatin, structure, adenovirus 4147 
nucleosomes proteins, characterization 1555. 
psoralen, rRNA 16S, nucleotide sequence identification, probes secondary 
structure, Escherichia coli 3764 


Cross-linking, (continued) 
reagents, proteins DNA, RNA 1826. 


ribosomal proteins+rRNA, ribosomal subunit 40S ribosomal subunit 60S interaction, , 


topography, ribosomes, liver, rats 3188. ¥ 
ribosomal proteins+rRNA 16S, ribosomal subunit 30S, use \ Mn 
4-azido-2,3,5,6-tetrafluoropyridine, 4-azido-3 ,5-dichloro-2,6-difluoropyridine, 
Escherichia coli 3715 mg / 
ribosomal proteins, rRNA, radiation, correlation uridine 5’-phosphate dimers, 
Escherichia coli 3183. er: ; 
ribosomal proteins rRNA 16S, rRNA 23S, ¥ radiation effects on, ribosomes 
structure, Escherichia coli 585. 
ribosomal subunit 40S proteins, identification interaction, liver, rats 1120. 
RNA proteins, methodology 4122. , ' 
mRNA+ribosomal proteins, use U.V. radiation, polyribosomes, liver, rats 2708. 
rRNA 5S, use phenyldiglyoxal, secondary structure, Escherichia coli 1698. 
tRNA Phe, ribosomes, Escherichia coli 4228. : 
use 2-iminothiolane, ribosomal subunit 40S proteins topography, reticulocytes, 
rabbits 2149. 
use lasers, Escherichia coli RNA polymerase, 
Croton oil, 
effects on DNA biosynthesis, Ehrlich ascites tumor cells 918. 
Croton tiglium, 
phorbol myristate acetate, induction sister chromatid exchange, CHO cells, man 
phorbol myristate acetate 6205. 
Crown gall, 
DNA, mutation, transcription, characterization, Agrobacterium tumefaciens 3525. 
DNA plasmids, correlation tumorigenesis, Agrobacterium tumefaciens, Nicotiana 
tabacum 3366. 
DNA, transcription, homology, characterization, Agrobacterium tumefaciens, 
Nicotiana tabacum 3368. 
Helianthus annuus, octopine synthase genes, location Ti plasmid, gene expression, 
Agrobacterium tumefaciens 4091. 
Helianthus annuus, RNA characterization plasmid pTi transcription 1722. 
Nicotiana tabacum, mRNA mapping, hybridization Agrobacterium tumefaciens Ti 
plasmid DNA 3788. 
relationship iaaP gene, restriction endonuclease mapping, Ti plasmid, 
Agrobacterium tumefaciens 5555. 
tumors, Ti plasmid, DNA biosynthesis 1400. 
Cruciferae, 
seedlings, light effects on rRNA biosynthesis 1218. 
Cryoglobulins, 
DNA complex, stimulation, leukocytes (polymorphonuclear) chemotaxis, nephritis, 
systemic lupus erythematosus, man 5147. 
Crypthecodinium cohnii, 
evolutionary genetics, rRNA 5S, rRNA 5.85 nucleotide sequence 664. 
Cryptocaria pleurosperma, 
cryptopleurine, binding ribosomes, effects on protein biosynthesis, Saccharomyces 
cerevisiae 3724 
Cryptococcus bhutanesis, 
association, DNA base composition, hybridization, evolutionary genetics, 
Cryptococcus vishniacii 4355. 
Cryptococcus laurentii, 
ribonuclease, purification, characterization, comparison, Tremella foliacea 3567. 
Cryptococcus vishniacii, 
DNA base composition, hybridization, evolutionary genetics 4355. 
Cryptopteurine, 
Cryptocaria pleurosperma, binding ribosomes, effects on protein biosynthesis, 
Saccharomyces cerevisiae 3724. 
Crystal violet, 
binding RNA, DNA 752 
Crystallin, 
mRNA biosynthesis, galactose effects on, eye lens, rats 3286. 
a-Crystallin, 
genes, nucleotide sequence, cloning, rats 958. 
mammals, relationship, heat shock proteins genes, DNA nucleotide sequence, 
Drosophila melanogaster 5486. 
6-Crystallin, 
genes, nucleotide sequence, cloning, rats 958 
mRNA, proteins, distribution, eye, chickens 209. 
8-Crystallin, 
genes, DNA, cloning, organization, brain, chick embryos 3546. 
mRNA poly(A)-containing, characterization, hybridization analysis, restriction 
endonuclease mapping, cloning, cDNA, chickens 4770 
y-Crystallin, 
cDNA nucleotide sequence, eye lens, Rana temporaria 5972. 
genes, nucleotide sequence, cloning, rats 958 
mRNA poly(A)-containing, fractionation, cloning, restriction endonuclease 
mapping. hybridization analysis, cDNA, eye lens, mice 5561. 
Crystallization, 
pbosomal protein L8 ribosomal protein L13 complex, Bacillus stearothermophilus 
nbosomal proteins, Escherichia coli, Bacillus stearothermophilus 1651. 
ribosomes, temperature effects, embryos, Lacertilia 584. 
4-thioundine 1594. 
Crystallography , 
TDP binding sites, nbonuclease 3566, 
C3H/10T1/2 cells, 
cerinmceg nametay ea methylation DNA precursors relationship mutagenesis 5367. 
, 
interface electrochemistry behavior 1081. 
CTP synthetase, 
activity, relationship RNA biosynthesis. rats, chickens 1205. 
Cucumber green mottle mosaic virus, 
RNA, transcription initiation sites, electron microscopy 3241. 
Cucumber mosaic virus, 
double-stranded RNA biosynthesis 4295. 
Prunus domestica isolates, RNA, purification. role. infection 614. 
RNA characterization, identification, virulence, Cucumis sativus 658. 
RNA, physicochemical properties 5850. 
RNA polymerase (RNA-dependent), enzymatic activity, cucumber mosaic virus, 
seedlings, Cucumis sativus 1191. 
RNA polymerase (RNA-dependent). induction infection Cucumis sativus 4589. 
RNA polymerase (RNA-dependent), purification, characterization 4591. 
5’-terminus mRNA, structure-activity relationships. protein biosynthesis 4819. 
Cucumis melo, 
satellite DNA, restriction endonuclease mapping, comparison Cucumis sativus 2423. 


Cucumis sativa, 
chloroplasts DNA, restriction endonuclease mapping, comparison Atriplex 
triangolanis, Spinacea oleracea 1890. 
‘Cucumis sativus, 
cucumber mosaic virus, RNA characterization, identification, virulence 658. 
RNA polymerase (RNA-dependent), induction, infection cucumber mosaic virus 4589. 
satellite DNA, restriction endonuclease mapping, comparison Cucumis melo 2423. 
seedlings, infection, cucumber mosaic virus, RNA polymerase (RNA-dependent), 
enzymatic activity 1191. 
Cucurbita pepo, 
nucleotides levels, metabolites, glycolysis, phloem 542. 


DNA, plasmids transformation, Saccharomyces cerevisiae 4077. 
plasmids DNA, Bacillus subtilis 725. 


Currents, 

oxidation, poly (I), correlation structure 54. 
Cutinase, 

mRNA, translation, cell-free system, Fusarium solani 2268. 
CVI cells, 


DNA rabbit pox virus expression, vaccinia virus mutants, 370. 


effects on tRNA methylation, Escherichia coli 5782. 
5-((Cyanomethylene)oxy ]-1,2’-deoxyuridine, 
synthesis, antiviral agents activity 2630. 


janophora xa, 

DNA characterization, genomes 346. 
5-Cyanouracil, 

synthesis 1568. 
Cycadaceae, 


nuts, methylazoxymethanol acetate effects on sister chromatid exchange, 
lymphocytes cell culture, bone marrow cells, rats 4648. 


analogs, effects on DNA biosynthesis, lymphoma 2490. 
analogs effects on prolactin mRNA levels, pituitary cell culture, rats 5307. 
binding DNA, characterization, Escherichia coli 3501, 
+catabolite activator protein, Escherichia coli, role transcription modulation 
4299. 
effects on DNA biosynthesis, germ cells, mice 413. 
effects on DNA biosynthesis, 3T3 cells 2485. 
effects on lysyl-tRNA synthetase phosphorylation, liver, myocardium, rats 76. 
effects on ribonuclease, activity, seeds, Vigna unguiculata 1506. 
effects on transcription, translation, lactose operon, operons, Escherichia coli 
412. 
modulation catabolite activator protein binding double-stranded DNA, Escherichia 
coli 6243. 
receptors proteins, binding promoters, plasmid pBR322 864. 
ase ornithine decarboxylase mRNA transcription, lymphocytes, guinea-pigs 
305. 
Cyclic AMP-binding protein, » at $ 
| binding sites ompA gene promoters, nucleotide sequence, Escherichia coli 1319. 
)) _ effects on DNA unwinding, Escherichia coli 3118. 
! Cyclic GMP, 
| effects on immunoglobulin E induction, rats 1083. 
inhibition, DNA polymerase I, Saccharomyces cerevisiae 1006. 
Cyclic UMP, 
effects on immunoglobulin E, induction, rats 1083. 


te, 
inosine phosphorylation 1067. 
Cyclobutane pyrimidine, , 7 oo 
dimers, DNA repair, role, endodeoxyribonuclease (apurinic or apynimidinic), 
models, Micrococcus luteus 5008. 


y ’ 

__ hydrolysis products, assays 24. 
Cyclohexane carboxaldehyde, 

inhibition DNA polymerase, Escherichia coli 6178. 

effects on nucleosomes segregation, Ehrlich ascites tumor cells, L cells 5714. 

€ffects on protein biosynthesis, DNA biosynthesis, chromatin, Physarum 
polycephalum 405. 

effects on RNA biosynthesis, Anopheles albimanus 3814. 

effects on, RNA polymerase activity, liver, rats 5130, 

cc's on transcription, RNA biosynthesis, salivary gland, Chironomus thummi 

809. 


+ heat shock, induction protein biosynthesis, Neurospora crassa 5804. 

inhibition DNA biosynthesis, Pisum sativum 6069. 

inhibition protein biosynthesis, ribosomes role circadian rhythms, Gonyaulax 
polyedra 3727. 

Tesistance, cyh2 gene, ribosomal protein L29, cloning, hybridization analysis, 
Saccharomyces cerevisiae 3944. 

Tesistant mutant, ribosomal protein L24 amino acid sequence, Saccharomyces 
cerevisiae 5803. 

*+tniodothyronine, effects on mRNA biosynthesis, liver, rats 2791. 

1-Cyclohexyi-3-(2-morpholinoethyl) carbodiimide metho-p-sulfonate, 

inactivation, chemical modification, endodeoxyribonuclease EcoRI, phage ®X174 

DNA protection, Escherichia coli 2012. 


cytotoxicity, neurobalstoma cells, man 730. 

toxicity, mutagenesis, excision deficient mutant, DNA damage, Saccharomyces 
cerevisiae 746. 

’ ximide, 
_ + alcohol effects on protein biosynthesis, RNA biosynthesis, cox astrocytoma 
* 
_ cells 1204. 

“yprinus carpio, 
‘Tibonuclease, eggs, purification, characterization 2008. 
-ystathionine B-lyase, 

i J Cloning, deletion mutant, Escherichia coli 4052. 


Tesidues, amino acid sequence, whey acidic protein, mice 3535. 
bernh, 
DNA measurements, polyploidy 214. 
Cytiditic acid, 


‘Modification, poly (I-C) interferon induction, rabbits, mice, man 62. 


“base stacking effects on I.R. spectroscopy 3655. 
*fluorine analogs, N.M.R, 3657. 
Buanosine, base pairs, characterization, N.M.R. 2648. 


Biochemistry Abstracts 2 vol. 12 


Cytidine, (continued) 
IR. spectroscopy 2649. 
palladium diethylenetriamine binding 2632. 
Cytidine 2’,3’-phosphate, 
hydrolysis, ribonuclease (pancreatic), role structure water, cattle 6158. 
Cytidine 3’-(S-methyl phosphorothioates), 
synthesis, ribonuclease, activity 1079. 
Cytidine deaminase, 
substrate specificity, kinetics, plasma, monkeys, kidney, mice 537. 
Cytidylyl 3’-5’-guanosine, 
interaction, 2-methyl-10-methoxy-7H-pyrido[4,3-c]carbazolium iodide, 
N.M.R. 4190. 
Cytochalasin B, 
effects on adenovirus (human) 12 temperature-sensitive mutant transformed cells, 
gene 401 function, rats 2969. 
effects on plasminogen activator levels, microtubules, DNA biosynthesis 3508. 


ytochemistry, 7 ; 
DNA, RNA, glycol methacrylate, light microscopy 110. 
ultrastructure, chromatin, SV40 4155. 
Cytochrome b, 
genes, DNA nucleotide sequence, mitochondria, Aspergillus nidulans 2315. 
genes, DNA nucleotide sequence, mitochondria, Saccharomyces cerevisiae 5974. 
mitochondria DNA, gene mapping, Saccharomyces cerevisiae 308. 
Cytochrome c, 
deficient mutant, cycl-11 gene DNA nucleotide sequence, Saccharomyces cerevisiae 
1375. 
genes, cDNA, hybridization analysis, genomes, mammals 4935. 
genes, isolation, use interspecific hybridization, nucleotide mapping, rats 2367. 
genes, RNA hybridization, mitochondria, yeasts 3221. 
genes, Schizosaccharomyces pombe, cloning, DNA nucleotide sequence, gene 
expression Saccharomyces cerevisiae 3420. 
mRMA, nucleotide sequence, Saccharomyces cerevisiae 1166. 
Cytochrome c oxidase, 
catabolite repression, precursors mRNA, Saccharomyces cerevisiae 3824. 
genes, isolation, DNA nucleotide sequence, mRNA splicing, Zea mays 2366. 
subunits, genes, mitochondria, DNA nucleotide sequence, evolution, comparison 
Rattus norvegicus, Rattus rattus 3936. 
subunits, MRNA, size, localization, polyribosomes, liver, rats 3752. 
Cytochrome P-450, 
genes, cloning, cDNA nucleotide sequence, liver, rats 4969. 
genes, DNA cloning, hybridization analysis, liver, rats, mice 5626. 
genes, restriction endonuclease mapping, cDNA, relationship genes induction, mice 
4436. 
hydroxylation 3-amino-1-methy-SH-pyrido[4,3-b]indole, induction 
mutagenesis, liver, rats 1277. 
mRNA, assays, translation, liver, mice 3223. 
mRNA biosynthesis, 3-methylcholanthrene effects on, liver, rats 2799. 
mRNA isolation, cloning cDNA, liver, rats 1489. 
a variants, mRNA translation, cell-free system, rats 5336. 
s 
chromosomes structure, Allium cepa 5162. 
chromosomes structure, Rosa 5160. 
heterochromatin variations, Uromys caudimaculatus 5710. 
sister chromatid exchange, reviews 5161. 
Cytokinin, 
ae gis-ribosylzeatin, 2-methylthio-ribosylzeatin, 
-(A*-isopentenyl)-adenosine, tRNA, Phaseolus vulgaris 1059. 
activity, ribonucleosides, (RNA, Phaseolus vulgaris 1060. 
+ anti, activity, 4-alkoxy-2-methylthiopyrrolo-[2,3-d]-pyrimidines 
3650. 
modification, chromatography 1573. 
Cytokinins, 
comparison, purines, urea, structure, biological activity 3129. 
effects on RNA biosynthesis, senescence, leaves, Hordeum 186. 
isoprenoid nucleosides, isolation, (RNA, Agrobacterium tumefaciens 567. 
Cytomegalovirus, _ 
antiviral activity, trifluorothymidine 540. 
DNA, assays, adenocarcinoma, colon, man 227. 
DNA, association, nucleosomes chromatin, cells infection 2582. 
DNA polymerase, pyrophosphate analogs inhibition 5135. 
DNA, restriction endonuclease mapping 836. 
DNA transcription; regulation, cells, man 901. 
fibroblasts infection, induction DNA biosynthesis, man 2465. 
gene libraries, cDNA restriction endonuclease mapping 4463. 
genomes, restriction endonuclease mapping, use plasmids 3977. 
infection, Fibroblasts, DNA biosynthesis, inhibition, 2-deoxy-D-glucose, man 
2451. 
infection, RNA, transcription, gene mapping 2228. 
interferon effects on RNA biosynthesis, protein biosynthesis, fibroblasts, man 
4288. 
Cytomegalovirus (guinea-pigs), 
DNA biosynthesis, ultrastructure, localization, cells, infection, guinea-pigs 
4019. 
Cytomegalovirus (human), 
DNA polymerase, purification, characterization 3087. 
cDNA, transformation regions, gene mapping, transformation 3T3 cells 4035. 
Cytomegalovirus (murine), 
antiviral activity, trifluorothymidine 540. 
Cytometry, 
analysis, DNA, adenovirus (human) 5 infected hepatocytes, mice 5903. 
Enchelys mutans, DNA content 4846. 
Cytopathogenesis, 
measles virus, BHK-21 cells DNA biosynthesis effects on 374. 
Cytopathology, : : 
Shope fibroma virus, chick embryos, cell lines, DNA, characterization 1837. 
Cytoplasm, 
difference capacity translation mRNA, polyribosomes, endoplasmic reticulum, 
oocytes, Xenopus 3292. 
DNA, characterization, Triticum, Secale, Hordeum, Avena 1350. 
mRNA processing, Physarum polycephalum 708. 
poly(A)-containing mRNA distribution, oocytes, Xenopus laevis 5280. 
protein biosynthesis, regulation, yeasts 5237. 
ribonucleoproteins, characterization, antigens, systemic lupus erythematosus 
1536. 
ribosomal proteins, fractionation, characterization, comparison chloroplasts, 
Nicotiana tabacum 4216. 


$7 


Subject Index 


Cytoplasm, (continued) 
ribosomes, physicochemical properties, Artemia 2147 
RNA inhibition protein biosynthesis, cell-free system, liver, rats 5325. 
RNA nucleotide sequence, comparison nuclei, evolutionary genetics, Friend cells 
646 


RNA particles, male sterility, Vicia faba 202. 
tRNA Leu, leucyl-tRNA synthetase, purification, Glycine max 1623. 
valyl-tRNA synthetase, leucyl-tRNA synthetase, comparison, chloroplasts, Euglena 
gracilis 5788. 
Cytoplasmic polyhedrosis virus, 
proteins, RNA, characterization, electrophoresis, Euxoa scandens 1676. 
5’-terminus mRNA, structure-activity relationships, protein biosynthesis 4819. 
transcription, guanosine 5’-tetraphosphate nucleotides cytoplasmic polyhedrosis 
virus 4699. 
transcription, RNA double-stranded 2222. 
Cytosine, 
adenine, base pairs, (RNA, codons, anticodons 71. 
base pairs, , adenovirus (human) 6, adenovirus (simian)7, guanine 876. 
DNA, transcription, inhibition, alc gene gene products, phage T4 2450. 
methylmercury interaction, models, DNA, melting, N.M.R. 4177. 
N.M.R. 2610. 
+nucleosides+nucleotides, fractionation, thin-iayer chromatography 3653. 
residues, methylation, DNA, relationship gene expression chonomammotropin, 
somatotropin genes, man 4509. 
tautomers, mathematical models 2087. 
Cytosine arabinoside, 
+daunorubicin, 6-thioguanine, treatment, leukemia, acute toxicity, man 33 
derivatives, synthesis, biological properties 2103. 
effects on DNA biosynthesis, acute myeloid leukemia, chemotherapy, man 404. 
effects on DNA biosynthesis, leukemia, man 38. 
effects on hemoglobin protein biosynthesis, chick embryos 3663. 
inhibition, DNA repair, fibroblasts 4498. 
inhibition DNA repair, fibroblasts, man 2477. 
phosphorylation, interaction deoxycytidine, effects on DNA biosynthesis, 
inhibition, myeloid leukemia, man 401. 
potentiation, 2’-deoxyadenosine, 2’-deoxyguanosine, hepatoma, fibroblasts cell 
culture, rats 406. 
+U.V. radiation effects on DNA repair, cell cycle, HeLa cells 5529. 
treatment, acute lymphocytic leukemia, man 40. 
uptake, metabolism, distribution, liposomes effects on, lymph nodes, rats 4181. 
Cytoskeleton, 
morphology, avian erythroblastosis virus transformed cells, revertants, rats cell 
lines 2455. 
Cytosol, 
proteins, effects on DNA biosynthesis, Ehrlich ascites tumor cells 3507, 
TRNA 3’-terminus nucleotide sequence, comparison mitochondria, Triticum, 
Escherichia coli 4252. 
Cytostatic agents, 
nucleosides analogs, synthesis, activity 2628. 
Cytotoxicity, 
alkylating agents, radiation, thymidine effects on, CHO cells 238. 
animal cells, 2'-deoxycytidine analogs, antiviral agents activity herpes simplex 
virus 2657. 
1-8-D-arabinofuranosyl-1-H-imidazo[4 ,5-c ]pyridine 1072. 
1-8-D-arabinofuranosylcytosine, 9-B-D-arabinofuranosyladenine, tubercidin 
phospholipids analogs, tumor cells, mice 3665. 
bleomycin, DNA repair, fibroblasts, man 1930. 
bleomycin, double-stranded DNA breaks 1451. 
bromoacetate, DNA damage, L-1210 cells, mice 780. 
caffeine effects on, cell culture, man, mice, hamsters 2849. 
cis-platinum diamminochloride, relationship DNA cross-linking, fibroblasts, man 
1819. 
cis-platinum diamminodichloride 1279. 
cis-platinum+ 5-fluorouracil, L-1210 cells, osteosarcoma, man, case reports 
39, 
cyclophosphamide, neurobalstoma cells, man 730. 
DNA alkylating agents, deoxy-CTP+deoxy-TTP pools effects on, CHO cells 246. 
5-fluorouracil, breast carcinoma cell lines, man 2096 
5-fluorouracil, small intestine, rats 1053. 
4-hydroperoxy-cyclophosphamide effects on, Saccharomyces cerevisiae 1263. 
induction DNA repair, mustine, monocytes, lymphocytes, man 2980, 
mercuric chloride, effects on DNA replication, CHO cells 2295. 
misonidazole, thymidine release, DNA 242. 
nitroimidazole, hypoxia, toxicity testing 1270. 
radiation, DNA damage chemicals, statistical analysis 1296. 
thymidine+ 5-fluorouracil+ deoxycytidine, HeLa cells 1579. 
U.V., radiation, 5-bromodeoxyuridine + dyes, CHO cells 1812. 


D-Type virus, 
infected cells, antigens inducers, role DNA 5690. 


, 
effects on DNA biosynthesis, DNA repair, cell culture, man 5015. 
Data banks, 
DNA nucleotide sequence, computer programs 1298. 
DNA nucleotide sequence, homology 1324 
nucleotide sequence 815. 
nucleotide sequence 1321 
nucleotide sequence 3398. 
rRNA nucleotide sequence, restriction endonuclease sites. evolutionary genetics, 
Kineotplastidae 1155. 
Data 5 
electron microscopy, DNA mapping 1854. 
Datura stramonium, 
infection, potato virus X, RNA biosynthesis localization 5871 
Daucus carota, 
DNA, RNA, proteins, content, plastids 721 
protoplasts, transfer, DNA, liposomes plastids 1497 
purification, characterization, endodeoxyribonuclease (apurinic or apyrimidinic), 
uracil-DNA glycosylase 5658 
mRNA, wheat germ cell-free system translation 4328. 
roots, ethylene regulation polynbosomes, mRNA levels 5324. 
Daunomycin, 
DNA copper complex 765. 
inhibition DNA polymerase, leukemia 3499. 


58 


Daunomycin, (continued) 
mechanisms binding DNA, liver, rats 1278. 
Daunorubicin, 
binding DNA, N.M.R. 1816. . S 
+cytosine arabinoside, 6-thioguanine, treatment, leukemia, acute toxicity, man 
33. 
effects on DNA biosynthesis, Ehrlich ascites tumor cells 918. 
uptake, DNA damage, leukemia cells, man 2312. 
streptozotocin interactions, N.M.R.., relationship inhibition DNA biosynthesis 
4183. 
DDT, ; a : 
effects on DNA biosynthesis, RNA biosynthesis, protein biosynthesis, Tetrahymena 
pyriformis 1933. ie, . 
inhibition, DNA biosynthesis, RNA biosynthesis, protein biosynthesis, cell 
division, Blepharisma intermedium 2803. 
Deacylation, ¥ 
tRNA fMet, prostatic enzymes, inhibition polyamines, rats 74. 
DEAP fluoranthene, ; 
binding, DNA, mechanisms, methodology, lymphocytes, man 2843. 
3-Deazaadenosine, 
analogs, antiviral activity 5217. 
Decay, ; : . 
radioisotopes, uracil fragmentation, S-iodouracil 15. 
Defective mutant, 
adenovirus (human) 5, effects on splicing transcripts, role mRNA biosynthesis 
3268. 
adenovirus (human) 5, transformation, Ela gene, mRNA characterization 1715. 
antigen T genes, DNA nucleotide sequence, relationship DNA biosynthesis, 
transformation, SV40 3376. 
att locus, nucleotide sequence, phage d 3958. 
avian leucosis virus, mRNA characterization 3734. 
characterization, RNA splicing, mitochondria, Neurospora 4308. 
DNA fragments, adenovirus 6040. 
DNA polymerase I effects on function, Escherichia coli 6180. 
Escherichia coli, protein biosynthesis, Escherichia coli 2142. 
gene mapping, RNA, avian sarcoma virus 3239. 
genomes, hybridization analysis, fingerprinting, avian sarcoma virus 5841. 
herpes simplex virus, DNA, cleavage, packaging, nucleocapsids, genomes, 
replication 5002. 
herpes simplex virus 1, gene mapping, gene expression 4452. 
immunoglobulins \1-chain constant region genes, DNA nucleotide sequence, mice 
5396. 
ionizing radiation, ultraviolet radiation effects on cells survival, Drosophila 
melanogaster 2475. 
phage SPQ, sup-3 gene, sup-44 gene, suppressors 1413. 
polyoma virus, DNA, cloning, transformation fibroblasts, rats 2532. 
replication, purification, characterization, cDNA, H-1! virus 4489. 
repressors, biological properties, phage 2 5208. 
tRNA, nucleosides composition, dihydrouridine, Saccharomyces cerevisiae 3701. 
sre gene, restriction endonuclease mapping, Rous sarcoma virus 4873. 
$V40, characterization, passage, cell lines, A172 cells 2958. 
transformation, RNA, characterization, Moloney sarcoma virus 2187. 
Defective-interfering particle, 
RNA biosynthesis, role nucleocapsids, vesicular stomatitis virus 1194. 
Defective-interfering particles, 
DNA, characterization, infected cells, herpes simplex virus | 4480. 
genomes, isolation, characterization, vesicular stomatitis virus 2196. 
herpes simplex virus 1, phage A hybrids, endodeoxyribonuclease EcoRI mapping 
2392. 
nucleocapsids, vesicular stomatitis virus, rabies virus, persistent infection, 
cell culture 3756. 
RNA genomes mapping, Sendai virus 4767. 
RNA genomes, nucleotide sequence, Semliki Forest virus 3773. 
RNA, pl gene, nucleotide sequence, influenza virus 4765. 
RNA vimuses, reviews 4691. 
role, persistent infection, temperature-sensitive mutant, Sendai virus 5872. 
semliki forest virus, RNA characterization 3742. 
vesicular stomatitis virus RNA templates, interaction, RNA polymerase 4103. 
Deficient mutant, 
7-bromomethylbenz(a)anthracene mutagenesis, DNA repair, CHO cells 5523. 
DNA repair, Drosophila melanogaster, use assays procarbazine induction 
chromosomes damage 1292. 
DNA repair, reactivation, phage T7, Escherichia coli 384. 
Eschenchia coli cell-free system, protein biosynthesis 3207. 
excision, cyclophosphamide, 4-hydroxyperoxy-cyclophosphamide, DNA, toxicity, 
muta Saccharomyces cerevisiae 746. 
recombination, DNA biosynthesis, phage T4, infection Escherichia coli 2469. 
Deglyco-bleomycin B2, 
iron, carbon monoxide, complex, degredation DNA 4364. 
Degradation, 
RNA, ozone effects on, antiviral activity, tobacco mosaic virus 3228. 
RNA, tRNA Phe, ozone. yeasts, tobacco mosaic virus 2745. 
A°-Dehydromalovetine, 
binding double - stranded DNA, U.V. spectroscopy 779. 
Deletion, 
DNA nucleotide sequence, hybrids, plasmid pSC101, phage \ 1893. 
DNA nucleotide sequence, restriction sites 330. 
insertion sequence 1, insertion sequence 2, recA gene, genetic analysis, 
Eschenchia coli 821. 
mutants, DNA nucleotide sequence, cauliflower mosaic virus 852. 
mutants, vesicular stomatitis virus, MRNA, characterization 636. 
Deletion mutant, 
anugen T, DNA biosynthesis, SV40 3792. 
chromosome aberrations, effects on DNA biosynthesis, hamsters 5545. 
cloning, cystathionine B-lyase, Escherichia coli 4052. 
cloning, spleen focus-forming virus 4004. 
construction, actin genes, mRNA splicing, Saccharomyces cerevisiae 5315. 
DNA, S’-terminus, nucleotide sequence, transcription, polyoma virus 4878. 
Escherichia coli plasmid pBR322+ Escherichia coli plasmid pC194 hybrids 
instability 6133. 
R factor R100, insertion sequence 1, DNA nucleotide sequence 5429. 
gene mapping. plasmid pTiB653, Agrobacterium tumefaciens 6004. 
genomes, env gene, src gene, avian sarcoma virus 4445. 


BlOvAn eens» cDNA nucleotide sequence, relationship hematological diseases, man 


Biochemistry Abstracts 2 vol. 12 


Deletion mutant, (continued) 
isolation, gene mapping, phage Mu 4410. 
plaques formation, size genomes DNA, phage ®C31 3470. 
_ polyoma virus, mlt gene effects on tumorigenesis 5077. 
relationship nucleotide sequence homology, Escherichia coli 4532. 
SV40, mixed infection, wild type, effects on RNA biosynthesis 3801. 
4-Demethoxy-daunorubicin, 
uptake, DNA damage, leukemia cells, man 2312. 
Demethylation, 
DNA, lymphocytes B cell lines differentiation, 5-azacytidine effects on, 
ges association 4548. 
estrogens induction, 5'-terminus, vitellogenin genes, liver, chickens 5620. 
_ Denaturation, 
assays, sequence relationship, Pisum sativum, Vigna radiata 315. 
DNA, binding, serum, Farr assay, dextran sulfate, calcium chloride, man 281. 
DNA, kinetics 5154. 
DNA, N-nitroso-N-methylurea effects on, Ehrlich ascites tumor cells 1251. 
effects on DNA, RNA density, electron microscopy (scanning) 131. 
mapping, phage T4, circular DNA 2866. 
temperature effects, ribonuclease, equilibrium intermediates, C.D. 457. 
temperatureeffects, double-stranded DNA, stabilization, lipids 356. 
Dendraster excentricus, 


polyribosomes, poly (A), mRNA, biosynthesis, developmental stages, embryos 587. 
ation 


effects on DNA content, skeletal muscle, rats 2281. 
Density, 

DNA, RNA, denaturation effects on, electron microscopy (scanning) 131. 
Density gradients, 

freeze-thawing, polyribosomes analysis, Raphanus sativus 92. 

Kinetoplasts DNA, Leishmania 1900. 

phage Mu, DNA, characterization 1403. 
Deoxribonucleoside 5’-monophosphates, 

synthesis 5755. 
2’-Deoxy-2’-azido-ATP, 

inhibition, DNA polymerase I, ascites tumor cells 5681. 
2-Deoxy-2’- 

inhibition polyoma virus DNA biosynthesis, fibroblasts 3136. 
5-(2-Deoxy--D-erythro-pentofuranosyl)-isocytosine, 

synthesis 2646. 
5-(2-Deoxy-B-D-erythro-pentofuranosy!)-I-methyluracil, 

synthesis 2646. 
§-(2-Deoxy-8-D-erythro-pentofuranosy!)-1,3-dimethyluracil, 

synthesis 2646. 
5-(2-Deoxy-B-D-erythro-pentofuranosyl)uracil, 

synthesis 2646. 
N-(2’-Deoxy-B-D-erythropentofuranosyl) formamide, 

N.M.R., ionizing radiation, 2’-deoxythymidine 1582. 
2’-Deoxy-1)-isocytidine, 

synthesis 1587. 
5’-Deoxy-5’-S-isobuty|-thicadenosine, 

effeets on S-adenosyl-L-homocysteine transport 4182. 
Deoxy-CTP, 


+deoxy-TTP pools, effects on cytotoxicity, DNA alkylating agents, CHO cells 246. 


6-Deoxy-D-allo-bromide, 
nucleosides synthesis 1589. 
Z-Deoxy-D-giucose, 
inhibition, DNA biosynthesis, Cytomegalovirus infection, Fibroblasts, man 2451. 
6-Deoxy-L-talo-furanosyl bromide, 
nucleosides synthesis 1589. 
Deoxy-TTP, 


+deoxy-CTP pools, effects on cytotoxicity, DNA alkylating agents, CHO cells 246. 


2’-Deoxy-1-methyl-:p-uridine, 
synthesis 1587. 
2?’-Deoxy-5-vinylcytidine, 
_ synthesis, antiviral activity, toxicity, animals, cell culture 5216. 
2’-Deoxy-5-vinyluridine, 
synthesis, antiviral activity, toxicity, animals, cell culture 5216. 
Deoxyadenosine, 
modification, neocarzinostatin chromophores DNA adducts 5933. 
Tesidues, identification, use silver, DNA 4345. 
2’-Deoxyadenosine, 
cytosine arabinoside potentiation, hepatoma, fibroblasts cell culture, rats 406. 
S-Deoxycitidine, 
ect on DNA biosynthesis, lymphocytes labelling, thymus, lymph nodes, mice 
139. 
Deoxycytidine, 
interaction, cytosine arabinoside, myeloid leukemia, man 401. 
fadioimmunoassay 4173. 
+ thymidine*+ 5-fluorouracil, cytotoxicity, HeLa cells 1579. 
2’-Deoxycytidine, 
analogs, antiviral agents activity herpes simplex virus, cytotoxicity animal 
cells 2657. 


guanosine, 
electrochemistry 1069. 
mboflavin interaction, U.V. radiation, characterization 42. 
?-Deox: 
_ cytosine arabinoside potentiation, hepatoma, fibroblasts cell culture, rats 406. 
guanylic acid, 
electrochemistry 1069. 
Deoxyguanylyl-3’ ,5’-deoxycytidne, 
-tactinomycin D complex, structure 5758. 


D “potentiation 5-fluorouracil effects on sarcoma 180, mice, carcinoma, man 1056. 
ucleoside-3’-phosphates, 
protected derivatives, synthesis 1078. 
eriboderrimi photolyase, 
_ DNA repair mechanisms 1527. 
uclease, 
ctivity, chromatin, Ehrlich ascites tumor cells, Guerin ascites tumor cells 
1512. 
_ activity, DNA, histones release role nucleosomes structure 3630. 
activity, genetic control, gene 46, gene 47, phage T4 3052. 
_ Activity, inhibition, Plasmodium knowlesi 1505. 
_ ativity, Raji cells, Epstein-Barr virus induction 2010. 
activity, relationship herpes simplex virus reactivation, Vero cells 4495. 
assays, methodology 4571. 


Deoxyribonuclease, (continued) 
assays, use radioactive labelling DNA 4566. 
characterization, electrophoresis, epidermis, juveniles rats 984. 
degradation alkylation DNA, seeds, Pisum sativum 1511. 
effects on chromatin, characterization, cells, embryos, Arbacia 516. 
effects on DNA biosynthesis, herpes simplex virus 2 4990. 
effects on spectrin, actin, erythrocytes, correlation, F-actin, skeletal muscle, 
man 462. 
genes, polyoma virus chromatin, gene mapping 2324. 
induction, association DNA biosynthesis, Epstein-Barr virus 2452. 
inhibition, effects on DNA biosynthesis, Pseudomonas aeruginosa 1953. 
inhibition, Elb locus gene products, gene mapping, adenovirus 4424. 
isolation, properties, lymphocytes 2014. 
levels, tubers, Solanum tuberosum 989. 
mitochondria, role, DNA repair, temperature-sensitive mutant, Saccharomyces 
cerevisiae 3493. 
purification, Bacillus cereus 990. 
purification, characterization, Streptomyces aureofaciens 2020. 
recA gene proteins effects on activity, Escherichia coli 2546. 
ribonuclease, DNA effects on growth, Ehrlich ascites tumor cells 3004. 
sensitivity, plasmid pBR322, SV40, herpes simplex virus 1, transfection stem 
cells 3105. 
Tetrahymena pyriformis, DNA, kinetics, methodology 983. 
Tetrahymena thermophila, DNA, micronuclei, macronuclei, kinetics, methodology 
983. 
Deoxyribonuclease I, 
chromatin hypersensitivity, reviews 2016. 
dimerization, ionic strength effects on activity, cattle 6162. 
gold labelled, use DNA localization, methodology 2273. 
hypersensitivity regions, restriction endonuclease mapping, 5’-terminus 
B-globin genes, chickens 3455. 
hypersensitivity sites, genes 5'-terminus, gene mapping, SV40 2876. 
hypersensitivity sites, identification, association Sgs4 gene, DNA, 5-terminus, 
Drosophila 4153. 
manganese stimulation, isolation, characterization, Bacillus subtilis 2018. 
+micrococcal endonuclease digestion chromatin, spermatozoa, man 1548. 
purification, activity, KB cells 982. 
purification, characterization, epidermis, guinea-pigs 3049. 
purification, characterization, Ustilago maydis 5657. 
sensitivity, alcohol dehydrogenase genes, chromatin conformation, transcription, 
Saccharomyces cerevisiae 5696. 
sensitivity, genes, relationship activity, development, cell lines, rats 4139. 
sensitivity, immunoglobulins x-chain genes, multipie forms, comparison liver, 
myeloma, mice 5165. 
sey ribosomes genes, association, histones acetylation, tetrahymena 
3626. 
sensitivity, vitellogenin genes, estradiol effects on, cDNA hybridization, 
Xenopus 5712. 
site location, chromatin, ribosomal proteins, genes, Drosophila melanogaster 
1032. 
substrate specificity analysis, double-stranded DNA nucleotide sequence effects 
on secondary structure 3411. 
thyrotropin effects on, digestion, DNA, nuclei, thyroid 4659. 
Deoxyribonuclease II, 
activity, temperature effects on, mutants, herpes simplex virus 2 1415. 
chromatin, fragments, globin, genes, erythrocytes, chickens 514. 
digestion, release histones, nuclei, liver, rats 6228. 
kinetics, mechanisms, Brevibacterium ammoniagenes 6168. 
nucleotide sequence specificity, pancreas, Achatina fulica 3062. 
purification, characterization, pancreas, Achatina fulica 3061. 
Deoxyribonucleoproteins, 
tertiary structure, sodium, potassium effects on, relationship regulation RNA 
biosynthesis, ascites tumor cells 5867. 
Deoxyribonucleosides, 
2-acetylaminofluorene chemical modification, conformational analysis 3678. 
benzo(a)pyrene adducts 2855. 
deuterium labelled, synthesis 2640. 
2’-Deoxyribonucleosides, 
synthesis 1063. 
Deoxyribonucleotides, 
ATGCAT, helix-coil transitions, energy value 52. 
concentration relationship DNA replication, phage T4, Escherichia coli infection 
5505. 
hydrolysis, DNA polymerase+ proteins, 44/62 gene, 45 gene, phage T4 4002. 
interaction, bleomycin 3697. 
polymerization, transfer, stereochemistry, DNA polymerase, phage T7, Escherichia 
coli 3478. 
protected derivatives, purification 1077. 
2’- Deoxythymidine, 
ionizing radiation, N-(2’-deoxy-B-D-erythropentofuranosyl) formamide, N.M.R. 
1582. 
Deoxythymidine kinase, 
5-(2-halogenovinyl)-2'-deoxyuridines affinity, herpesvirus 41. 
Deoxyuridine, 
analogs, U.V. radiation effects on, E.S.R. 525. 
analogs, inhibition herpes simplex virus 1, herpes simplex virus 2 replication 
3659. 
radioimmunoassay 4173. 
Deoxyuridinetriphosphatase, 
induction, activity, herpes simplex virus, infection, cells 3098. 
Dephosphorylation, 
nonstructural proteins, inhibition vesicular stomatitis virus transcription 4119. 
Depolymerization, 
microtubules, taxol, effects on thrombin, epidermal growth factor DNA 
biosynthesis, embryos, mice 1949. 
Deproteinization, 
ribosomal subunit 50S, effects on function, Escherichia coli 90. 
ribosomal subunits, sodium chloride, characterization, Escherichia coli 81. 
Dermis, 
fibroblasts, triamcinolone diacetate effects on collagen biosynthesis, neonates, 
rats 1754. 
Des-3-amino ethidium, 
binding DNA, N.M.R. 2436. 
Des-8-amino ethidium, 
binding DNA, N.M.R. 2436. 


i 


59 


ii 


: 


Se en 


ees 


ae 


Subject Index 


Detection, 
mammary tumor virus RNA, mammary gland, mice 606 
Detergents, ; : 
effects on puromycin proteins release, ribosomes, liver, rats 1130. 
determinants, 
histocompatibility gene H-2, cloning, spleen cells, mice 1979. 
5-Deuterio-3-deazauridine, 
synthesis 1585. 
Deuterium, 
labelled ribonucleosides, deoxyribonucleosides, synthesis 2640, 
Deuterium oxide, i 
neutron scattering, molecular weight, proteins, DNA, RNA 3460. 
Deuteriumoxide, 
effects on polynucleotides melting 557 
Development, 
acetylcholinesterase, DNA replication, embryos, Ascidiaceae 414 
brain, RNA biosynthesis, nutrition effects on, rats 157. 
dibutyryl cyclic AMP, hydrocortisone acetate induction transcription, tyrosine 
aminotransferase mRNA, liver, rats 4799. 
DNA (cytosine-5-)-methyltransferase activity, Xenopus laevis 2574 
effects on DNA biosynthesis, skeletal muscle diseases, pigs 1468. 
effects on elastin mRNA levels, lung, sheep fetuses 1210. 
effects on endodeoxyribonuclease activity, hepatocytes, rats 4576. 
effects on mRNA levels, DNA hybridization, Gossypium hirsutum 2734. 
effects on mRNA levels, Xenopus laevis 1239. 
elastin gene expression, use cDNA hybridization mRNA, blood vessels, chick 
embryos 4559. 
gene regulation, embryos, mice 5641. 
genes conformation relationship activity, chromatin, deoxyribonuclease | 
sensitivity, cell lines, rats 4139. 
macronuclei, rRNA transcription, Tetrahymena thermophila 156. 
meristems, RNA biosynthesis characterization, Pteris cretica 167. 
microtubules proteins mRNA translation, cell-free system, brain, rats 5890. 
placenta, relationship, choriogonadotropin, gene expression, man 5044. 
poly(A)-containing mRNA levels, hybridization analysis, Xenopus laevis 4238. 
relationship mRNA transcription, liver, mice 4785. 
relationship rRNA genes DNA methylation, rats 3841. 
telationslip phosphorylation ribosomal protein S6, Xenopus laevis 4730. 
RNA biosynthesis, protein biosynthesis, Acyrthosiphon pisum 197. 
mRNA characterization, ribosomal proteins, Artemia salina 2727. 
Developmental genetics, 
J chain genes expression, DNA methylation, lymphocytes B 977, 
p-globin genes, chick embryos 957. 
histocompatibility gene HLA, A region, B region, C region, gene expression, 
antigens, man 5573. 
Developmental stages, 
acetylcholine receptors developmental stages, Torpedo ocellata 5870 


association tRNA Asn isoacceptors aminoacylation, Dictyostelium discoideum 2694. 
polyribosomes, mRNA, nucleotide sequence, homology, Drosophila melanogaster 618. 
polyribosomes, poly (A), mRNA, biosynthesis, embryos, Dendraster excentricus 587. 


RNA biosynthesis, juvenile hormones effects on, Galleria mellonella 4800. 
RNA biosynthesis, transcription nucleoli, Balbiani rings, larvae 154. 
RNA content, oocytes, embryos, mice 100. 
RNA nucleotide sequence, poly (A), DNA cloning, Xenopus laevis 123. 
mRNA, poly(A), content, Drosophila melanogaster 201. 
transcription actin mRNA, Tetraphygus niger, embryos 5866. 
Dexamethasone 
effects on DNA biosynthesis, HeLa cells 3001. 
effects on RNA biosynthesis, protein biosynthesis, liver. rats 2240 
effects on transcription, B-globin genes, Friend erythroleukemia cells 5306 
induction. mammary tumor virus RNA, proteins, infection, rats cells, tumor cells 
1726. 
induction protein biosynthesis, kidney, rats 2140. 
+poly(I):poly(C), dextran sulfate, effects on DNA biosynthesis, fibroblasts, 
man 1963. 
regulation Harvey sarcoma virus gene p21 gene expression 3010. 
Dextran, 
inhibition, ribonuclease H 2005 
Dextran sulfate, 
+dexamethasone, effects on DNA biosynthesis, fibroblasts, man 1963. 
DNA binding, serum, denaturation, Farr assay, man 281. 
DGMP, 
Saepiocaocin interactions, N.M.R., relationship inhibiuon DNA biosynthesis 
Diabetes mellitus, 
mitochondria, phosphorylation, DNA biosynthesis, liver, rats 428. 
protein biosynthesis, RNA biosynthesis, small intestine, liver, rats 1738 
Diadenosine 3’-triphosphate 5’-phosphate, 
derivatives, 2',5’-oligo(A) synthesis, inhibition protein biosynthesis, Ehrlich 
ascites tumor cells 5222. 
Diadenosine 5’,5’’’-P", P"-tetraphosphate, 
inhibition, poly(ADP-ribose )polymerase, characterization 2124. 
Diadenosine tetraphosphate, 
role primers, DNA biosynthesis 4989. 
Diadenosinetetraphosphate-binding protein, 
purification, DNA polymerase I multienzyme complex, HeLa cells 2045 
4 ,6-Diamidino-2-phenylindole, 
staining, DNA conformation, yeasts, phage T4, phage T3, phage d, 
erythrocytes, chickens 1873, e es 
4’-6-Diamidino-2-phenylindole, 
fluorescence probes, DNA localization, chloroplasts, Triticum aestivum 1238. 
4’-6’-Diamidino-2-phenylindole, 
mithramycin staining, quantitation, DNA, nuclei, chloroplasts, phage T4, 
methodology 2830. 
4,6’-Diamidino-2-phen: f 
use DNA siaining, methodology 4851. 
4’-6-Diamidino-2-phenylindole hydrochloride, 
intercalation closed circular DNA, fluorescence, calcium, cations effects on 
conformation 3463. 
4’ ,6-Diamidino-2-phenyllindote, 
intercalation, DNA, probes, structure 5356 
Diamino pyrimidines, 
+D-glucony! isothiocyanate, D-gluco-pentyl pyrimidotriazepine. D-gluco-penty 
thiopyrimidine synthesis 2100 
3,8-Diamino-6-ethyphenanthridinium bromide, 
inhibition, RNA polymerase 2558 


60 


4,5-Diamino-9-(B-D-ribofuranosyl)pyrrolo|2,3-d:5,4-d’ }dipyrimidin-7-one, 


synthesis 1570 
1,2:5,6-Dianhydrogalactitol, 

alkylation, DNA, cell culture, Yoshida sarcoma 286 
Diazobicyclo (2.2.2.) octane, 

rotection DNA, U.V. radiation 767. 

5- il, 

effects on DNA repair induction, hepatocytes. rats 908. 
Dibutyryl cAMP, 


regulation phosphoenolpyruvate carboxykinase (GTP) mRNA levels, liver, rats 4333. 


Dibutyry! cyclic AMP, 
effects on DNA biosynthesis, smooth muscle, man, rats 1955. i 
induction transcription tyrosine aminotransferase mRNA, development, liver, rats 
4799. 
5,6-Dichloro- 1-8-D-ribofuranosylbenzimidazole, 
enhancement, premature, termination, transcription, DNA, SV40 4795. 
inhibition hnRNA transcription, L-cells, mice 5311. 
inhibition, resistance, DNA biosynthesis, polyoma virus 448). 
inhibition RNA polymerase II transcription, cell-free system, HeLa cells 3813. 
2,4-Dichlorophenoxyacetic acid, 
effects on rRNA, tRNA biosynthesis, Gossypium 1220. 
2,6-Dichloropurine, 
occupational exposure, contact dermatitis, case reports, man 2619 
3,3’- "i 
binding DNA, polyribonucleotides 5365. 
Dichroism, 
nucleosomes structure characterization 515. 
Diclofop-methyl, 
effects on DNA biosynthesis, Zea mays 930. 
Dictamnine, 
DNA binding, U.V. radiation 1811. 
Dictyostelium discoideum, 
cell surface interaction, induction gene expression, differentiation 4803. 
discoidin I genes, nucleotide sequence 1878. 
discoidin I, genes, nucleotide sequence 2371. 
DNA nucleotide sequence, mRNA linkage 832. 
DNA repair mutants 1424. 
ribosomal proteins biosynthesis, regulation 3178. 
RNA isolation 1137. 
mRNA purification, methodology 3219. 
tRNA genes, cloning, DNA nucleotide sequence 2526. 
rRNA 5S, secondary structure 2754. 
rRNA 5.8S, nucleotide sequence, comparison eukaryotes 3254 
tRNA Asn isoacceptors, association aminoacylation, developmental stages 2694. 


tRNA Trp genes, gene mapping, nucleotide sequence, cloning tRNA, Dictyostelium 


discoideum 2428. 
small nuclei RNA, isolation, characterization, nucleotide sequence 1157. 
spores, polyadenylated RNA, hybridization analysis 4745. 
Dicyclohexylcarbodiimide-binding protein, ; 
genes, association nucleotide sequence, DNA, mitochondna, Neurospora crassa 
6016. 
Didelphis albiventris, 
purification, characterization, DNA 6026. 
2’, 3'-Dideoxythymidine, 


enhancement ethylmethanesulfonate induction sister chromatid exchange, V-79 cells 


1261 
2',3’-Dideoxythymidine, 
+y¥ radiation, effects on cell death, DNA repair, CHO cells 1430. 
Diepoxybutane, 
cross-linking initiation factor 3 subunits rRNA 18S, liver. rats 1670. 
Diethyl pyrocarbonate, 
adenine, guanine, nucleotide sequence, DNA 341 
Diethyl pyrocarbonic acid, 
modification sites, rRNA SS, ribosomes, yeasts 5244. 
2-Diethylaminoethyl-2-2-diphenylvalerate-HCl, 
effects on RNA, liver, rats 616. 
Diethylmethane sulfonate, 
induction DNA damage, CHO cells 5917 
Diethylnitrosamine, 
thymidine incorporation, DNA, copper effects on, liver, rats 1453, 
Diethyinitrosoamine, 
age effects, carcinogenesis, liver, rats 241. 
Diethyisulfate, 
mutagenesis, DNA damage 766. 
Differential scanning calorimetry, 
coupe srandes oligodeoxyribonucleotides, helix-coil transitions, base stacking 
doubre arandes oligodeox yribonucleotides, helix-coil transitions, base stacking 
couble sanded oligodeox yribonucleotides, helix-coil transitions, base stacking 
1. 
Soup le sanded oligodeoxynibonucleotides, helix-coil transitions, base stacking 
tRNA, thermal stability, yeasts, Escherichia coli 4708. 
Differentiation, 
association, proteins, RNA content, Physarum polycephalum 4242, 
5-azacytidine, 5-aza-2’-deoxycytidine effects on, role DNA 
(cytosine-5-)-methyltransferase, Friend erythroleukemia cells 4180. 
co ures interaction, induction gene expression, Dictyostelium discoideum 
cells, DNA biosynthesis, amplidicolin effects on, Chaetopterus 1456. 
cells, regulation, RNA processing, effects on 132. 
coliforms phages, use, endodeoxyribonuclease EcoRI fragments 3843. 
DNA, content, nuclei, meiosis, Vicia faba 722. 


lymphocytes B cell lines, 5-azacytidine effects on, macrophages association 4548. 


macronuclei, DNA elimination, Tetrahymena thermophila 5018. 

myeloid leukemia, cell lines, association, DNA biosynthesis, mice 1467. 

myoblasts, protein biosynthesis, MRNA levels, juveniles, cattle 207. 

relationship DNA biosynthesis. Naegleria gruberi 4479. 

relationship tRNA methylation, Nicotiana tabacum 2135. 

role poly(ADP-ribose) synthetase suppression, 3T3-L1 cells 5665. 

thymidine effects on, chick embryos 1074. 

Ussue culture, epidermis, 12-O-tetradecanoy!-phorbol-13-acetate effects on. 
hamsters 920. 

tissues. correlation tRNA methylation, Nicotiana tabacum 4709. 

Uromyces phaseoli, protein biosynthesis, transcription, regulation 3821. 


. 4 


me 


ue 


Biochemistry Abstracts 2 vol. 12 


| Differentiation, (continued) 


___ zoospores, DNA biosynthesis, Allomyces arbuscula 1948. 
Differentration, 
embryos, relationship DNA methylation, rabbits 3308. 
Difubenzuron, 
DNA biosynthesis inhibition, pupae, Stomoxys calcitrans 915. 
a-Difluoromethylornithine, 
effects on polyamines, DNA biosynthesis, liver regeneration, rats 5535. 


modification DNA, endodeoxyribonuclease, phages 2019. 
te, 
cis-platinum diamminodichloride adducts, conformational analysis, N.M.R. 4702. 


15, 16-Dihydro-11-methylcyclopenta(a)phenanthren-17-one, 
_ reaction DNA, DNA repair, liver, lung, skin, mice 1280. 


| 3,4-Dihydro-2,2-dimethyi-2H-naphtholl 1,2-6]pyran-5,6-dione, 


___ inhibition DNA polymerase I, rats 5683. 
Dihydropyrimidines, 
¥y radiation, U.V. radiation effects on, E.S.R. 527. 
Dihydrotestosterone receptors, — : F 
binding mRNA poly(A)-containing, kidney, mice 5308. 


nucleosides composition, tRNA defective mutant, Saccharomyces cerevisiae 3701. 
t-7,t-8-Dihydroxy-t-9, 10-oxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
binding, DNA linkage regions, embryo cells, mice 2857. 
5,6-Dihydroxy-5,6-dihydrothymine, 
identification, high-pressure liquid chromatography, oxidation, -y radiation 
effects on DNA 3857. 
9,10-Dihydroxy-7,8-oxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
binding DNA, spectroscopy 3329. 
7a,8 B-Dihydroxy-9f ,106-epoxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
point mutation, lacl gene, DNA, Escherichia coli 5372. 
78, 8a-Dihydroxy-9a,10a-epoxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
DNA binding, conformational analysis, thymus, juveniles, cattle 3331. 
Ta8a-Dihydroxy-9a,10a-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene, 
DNA binding, immunofluorescence, cells, mice 2838. 
7,8-Dihydroxy-9,10-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene, 
-_ DNA adducts, N.M.R. 5929. 
7,8-Dihydroxy-9,10-oxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
binding DNA, spectroscopy 3329. 
Dihydroxyanthrequinone, , 
effects on chromatin structure, replication, SV40 infected mammalian cells 5167. 
3,4-Dihydroxybenzaldehyde, 
inhibition, DNA biosynthesis, HeLa cells, V79 cells, EJ-1 cells 1945. 
1,2-Dihydroxybenzene, 
inhibition, DNA biosynthesis, HeLa cells, V79 cells, EJ-1 cells 1945. 


| 9(2,3-Dihydroxybutyl)adenine, 


derivatives, synthesis, stereospecificity 3128. 
$-(4’,5’-Dihydroxypenty!)uracil, 

replacement, thymine, DNA, phage SP-15 3399. 
Diisopropyi-1,3-dithioi-2-ylidenemalonic acid, 

induction, RNA biosynthesis, protein biosynthesis, liver, rats 3811. 


deoxyribonuclease I, cattle 6162. 
1,3-dimethyl-5-chlorouracil, photolysis 13. 
tRNA Phe, codons binding effects on, yeasts 3699. 


9 
DNA, U.V. radiation, assays, characterization 1823. 
effects on, plasmids, replicons, recombination 939. 
formation, DNA, U.V. radiation, Escherichia coli 1822. 
Eeeouaines, excision, Saccharomyces cerevisiae, mutants, extracts 905. 
A, U.V. radiation, photoreactivation, embryos, Smittia 1687. 
tRNA, effects on phenylalanine biosynthesis, Escherichia coli 94. 
Sensitivity, DNA biosynthesis, Escherichia coli 2993. 
uracil, effects on uracil-DNA glycosylase activity, phage PBS2 1009. 
5,7-Dimethoxycoumarin, 
joaddition thymidine 32. 
9,10-Dimethy-1,2-benzanthracene, 
_ effects on DNA biosynthesis, Ehrlich ascites tumor cells 918. 
| Dimethyl sulfate, 
_ DNA damage, assays, methodology 5920. 


y 


i induction ADP ribosylation, histone H1, L1210 cells, mice 5702. 


methylation, DNA, sister chromatid exchange, chromosome aberrations, cell 
culture, hamsters 3613. 


) Dimethyl sulfoxide, 


effects on DNA biosynthesis, Ehrlich ascites tumor cells 918. 
effects on DNA, breakage, radiation, CHO cells 283. 
effects on mRNA, polyribosomes association, Friend erythroleukemia cells 210. 
1,3-Dimethyl-5-chlorouracil, 
» _ dimerization, photolysis 13. 
4Dimeth: ® 
effects on ribosomes activity, hepatoma, rats 1125. 
4,5’-Dimethylangelicin, 
binding, DNA, photochemistry 284. 
7,12-Dimethylbenz(a)anthracene, 
DNA adducts, characterization, rats 2848. 
. DNA binding, trans-stilbene oxide induction, mice, rats 783. 
DNA repair, formation DNA adducts, age effects, mammary gland, rats 3340. 
; 4 on DNA biosynthesis, gene amplification, $V40 transformed cells CHO cells 
: ZF 
| tumorigenesis, effects on RNA biosynthesis, mammary land rats 1216. 
__ tumorigenesis, relationship DNA biosynthesis, mammary gland, pregnancy, rats 421. 
7,12-Dimethylbenz{ajanthracene, 
pA binding DNA, DNA repair, mammary gland cell culture, rats 2297. 
OD yicarbamyl chloride, 
_, Feaction DNA, relationship carcinogenesis 4370. 
1,2-Dimethylhydrazine, 
" Garcinogenicity, role DNA methylation, rats 5913. 
_DNA methylation, fetuses, tissues, rats 255. 
__ ¢ffects on DNA biosynthesis, DNA repair, liver, rats 3488. 
"effects on DNArepair, liver, rats 1265. 
in yimaleic anhydride, 
c oo ribosomal proteins dissociation ribosomal subunit 50S, Escherichia coli 
i. 
_ induction, ribosomes proteins release, role, antibiotics, elongation factor G, 
Escherichia coli 5792. 
‘Modification, ribosomes, Escherichia coli 1686. 


Dimethyinitrosamine, 

effects on DNA, liver, rats 754. 

photoinduction reaction DNA 770. 
4,5’-Dimethylpsoralen, 

effects on DNA 5939. 
Dimethylsulfate, 

mutagenesis, DNA damage 766. 
1,3-Dimethyluracil, 

base stacking effects on I.R. spectroscopy 3655. 
Dinitrato(1R,2S-cyclohexanediamine)platinum, 

effects on DNA damage, Escherichia coli 2837. 
2,4-Dinitrophenol, 

effects on mitosis, DNA biosynthesis, RNA biosynthesis, protein biosynthesis, 

Nigella sativa 1447. 


Dinitrotoluene, 
DNA repair snSuceiguT fe pater ies rats 3482. 
Dinucleoside 5’,5’’-P* ,P*-tetraphosphate, 
N.M.R. 4184. 


Dinucleoside monophosphates, 

analysis, mass spectroscopy, methodology 5756. 
Dinucleoside ites, 
priming RNA biosynthesis, transcription, reovirus 5773. 
Dinucleotide pol: 7 

+ADP-ribose, poly(ADP-ribose) polymerase, histones effects on 1531. 
Dinucleotides, 
conformational analysis, N.M.R. 2115. 

conformational analysis, comparison DNA 1091. 

conformational analysis, comparison tRNA Phe 1092. 

conformational analysis, mathematical models 3686. 

ethidium bromide interaction, C.D. 3672. 
2,4-Dioxohexahydro-1,3,5-triazine, 

effects on RNA biosynthesis, levels tobacco mosaic virus, Nicotiana tabacum 1183. 
Dipeptides, 
binding, polynucleotides, equilibrium dialysis 53. 
interaction nucleotides, chirality, enantiomers effects on 44, 
Dipeptidy! carboxypeptidase, 

mRNA, poly(A) containing, translation, cell-free system, lung, testis, rabbits 

5331. 

Diphtheria, 

adenyl-(3',5’)-uridine 3'-monophosphate, binding 1605. 
3a,58,17B-dip um steroid dimethiodide. 

poly(dA-dT), DNA conformation 2953. 
Diribonucleotides, 

Z-form, synthesis, conformational analysis, U.V. spectroscopy, C.D., N.M.R. 5768. 
Discoidin I, 

genes, nucleotide sequence, Dictyostelium discoideum 1878. 

genes, nucleotide sequence, Dictyostelium discoideum 2371. 


carcinogens, DNA damage, sister chromatid exchange, reviews, man 522. 
skeletal muscle, DNA biosynthesis, development effects on, pigs 1468. 


elongation factor Tu elongation factor Ts GDP complex, Escherichia coli 2163. 

ribonucleoproteins, proteins+RNA, muscles, chick embryos 3099. 
Distamycin, 

binding sites, DNA, nucleotide sequence 6030. 

effects on plasmids, DNA, oligonucleotides, restriction endonuclease 1513. 
Distamycin A, 

binding, DNA, characterization 352. 

binding DNA, inhibition N-methyl-N-nitrosourea binding, liver, rats 1267. 

DNA binding, structure 2430. 
Distribution, 

DNA labelling, populations, cells 1905. 
Disulfide bonds, 

tole, development effects on chromatin structure 6226. 
Ditetrazolium salts, 

DNA complex formation, light scattering 3855. 
5,5’-Dithiobis(2-nitrobenzoic acid), 

RNA polymerase I, chemical modification, yeasts 4597. ~ 


, 

chemicals repair radiation damage DNA 2836. 
2,4-Dithiouracil, 

C.D., U.V. spectroscopy 2092. 
2,4-Dithiouridine, 

C.D., U.V. spectroscopy 2092. 


effects on DNA biosynthesis, DNA repair, cell culture, man 5015. 
DNA, 

Abelson leukemia virus, transfection fibroblasts 4043, 

absorption, U.V. radiation, wavelength, base pairs effects on 268. 

accumulation, trypan blue effects on, tissue culture, embryos, rats 222. 

N-acetoxy-2-acetylaminofluorene binding, effects on conformation, role 
carcinogenesis 4192. 

N-acetoxy-7-ethyl-N-acetylaminofluorene binding 787. 

acetylamino fluorene modification, conformational analysis 2317. 

4’-(9-acridinylamino)-methanesulfon-m-anisidine HCI binding, effects on secondary 
structure 775. 

actinomycin D analogs binding, E.S.R., calf thymus 1276. 

actinomycin D analogs binding, structure-activity relationships 3851. 

actinomycin D analogs synthesis, structure-activity relationships, P388 cells 
2296. 

activation dnaB gene protein, comparison single-stranded, double-stranded DNA, 
Escherichia coli 5180. 

activation poly(ADP-ribose) polymerase, $V40 6083. 

adducts, N.M.R., 9,10-expoxy-9,10,11,12-tetrahydrobenzo(e)pyrene, 
7,8-dihydroxy-9, 10-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene 5929. 

ae aflatoxin B1 Aspergillus flavus, DNA repair excision, fibroblasts, man 
1931. 

adducts, formation, 1’-hydroxysafrole, DNA repair, liver, mice, T98G cells, man 
744. 

adducts formation, DNA repair, 7,12-dimethylbenz(a)anthracene, age effects, 

gland, rats 3340. 

adeuete, Salmonella typhimurium, formation, 1-nitropyrene, reduction, effects on 
753. 

adenine, guanine, nucleotide sequence, diethyl pyrocarbonate 341. 

adenovirus, association nuclei, matrix, infected HeLa cells 4352. 

adenovirus (avian), hybridization, chromosomes, gene mapping, tumor cell lines, 


Subject Index 


62 


DNA, (continued) 


rats 1382. 

adenovinus (avian) 1, adenovirus (human) 2, hybridization, nucleotide sequence 
homology 3878. 

adenovirus (bovine) 3, isolation, properties, A31 cells 2819. 

adenovirus (human), integration, transcription, transformed cells, rats 3389. 

adenovirus (human) 12, cloning, plasmids, nucleotide sequence, association 
transformation 4530. 

adenovirus (human) 12, expression, transformed cells, tumor cells, revertants 
892. 

adenovirus (human) 12, integration, tumors, hamsters 3516. ae 

adenovirus (human) 12, methylation, hybridization analysis, restriction 
endonuclease mapping, sarcoma, hamsters 4840. ; 

adenovirus (human) 12, mutants, nucleotide sequence, gene amplification, tumor 
cell lines 1372. 

adenovirus (human) 12, transformation retina germ cells, man 6095. 

adenovinus (human) 2, RNA biosynthesis, HeLa cells extracts, characterization 
3265. 

adenovirus (murine), evolution variants 2868. 

adenovirus (murine) 12, integration, replication, tumor cells, mice 5046, 

aflatoxin B1 adducts detection, use monoclonal antibodies, toxicity testing 4859. 

aflatoxin B1 association, chemical characteristics, thymus, cattle 4358. 

aflatoxin B1 binding, carcinogenicity, reviews 5924. 

aggregation, solution, conformation 2894. 

Agrobacterium tumefaciens plasmid Ti, transformation, Nicotiana tabacum 6088. 

AKR leukemia virus, proviruses, 3'-terminus, hybridization, gene amplification, 
leukemia, mice 1502. 

AKR leukemia virus proviruses, characterization, chronic infection, minks cells 
2350. 

alkaline sensitivity sites, mitochondria, L cells, mice 823. 

alkylating agents, cytotoxicity, deoxy-CTP+deoxy-TTP pools effects on, CHO cells 
246, 


alkylation, Bacillus subtilis, caffeine effects on 5357. 

alkylation, deoxyribonuclease degradation, seeds, Pisum sativum 1511. 

alkylation, DNA repair, relationship carcinogenicity, reviews 6057. 

alkylation, enzyme-linked immunosorbent assay 3848. 

alkylation hepatocytes activation carbon tetrachloride, trichloroethylene, liver, 
rats 3322. 

alkylation, methyl bromide, Escherichia coli, mice 1260. 

alkylation, models, conformational analysis 2437. 

alkylation, N-ethyl-N’-nitrosourea, DNA repair, brain, liver, rats 1443. 

alkylation parthenolide, sesquiterpene lactones, HeLa cells 1257. 

alkylation, vinyl chloride metabolites effects on, liver, rats 251. 

alkylation, 1,2:5,6-dianhydrogalactitol, cell culture, Yoshida sarcoma 286. 

2-amino-4-(5-nitro-2-fury!)thiazole binding, rabbits, sheep 2299. 

9-aminoacridine intercalation, E.S.R. 4377. 

aminoanthraquinone analogs interaction, fluorescence polarization 5936. 

aminopterin antibiotic resistance, cloning, Streptococcus pneumoniae 2520. 

2-aminopurine mutagenicity, mechanism, T-lymphosarcoma cell lines, mice 5215. 

amplification, methotrexate resistance, cell lines, mice 2356. 

amplification, rearrangement, resistance cell lines, mice, 2358. 

analysis, electrophoresis, methodology 4343. 

analysis, hybridization, acholeplasma, Calliandra hoematocephalus, Citrus limon. 
Citrus paradisi 1383. 

analysis, polarography, plasmid Col El 1898. 

angelicin derivatives effects on, Escherichia coli, Ehrlich ascites tumor cells, 
guinea-pigs 5374. 

anthracycline derivatives binding 3335. 

+antibodies complex, phagocytosis, leukocytes (mononuclear), leukocytes 
(neutrophilic), man 4624. 

antibodies complex, rieumatoid factor, complement effects on phagocytosis, 
biodegradation, man 2499, 

+ antibodies complex, role size, phagocytosis, leukocytes (mononuclear), 
leukocytes (neutrophilic), man 4625. 

antibodies, induction, captopril, side effects, man 6194 

antigen T analogs binding, replication sites, SV40 4162. 

antigen T binding sites, mapping, polyoma virus 795 

antigen T binding, SV40 3639 

antigen T binding, SV40 4671. 

antigen T binding, SV40 5177. 

antigenic determinants 4518. 

antitumor agents binding, reviews 5940. 

apyrimidinic sites, stability, comparison apurinic sites 2432. 

assays, adipose tissue, hamsters, rats 4347 

assays, flow cytometry, carcinoma, epithelium, man 1244. 

assays, fluorometry, methodology 5907. 

assays, methodology 4344. 

assays, methodology, cells, eukaryotes 2284 

Cote methodology, plasmids, gram-negative bacteria, gram-positive bactena 

assays, thyroid diseases, flow cytometry, man 1778. 

assays, toxicity testing 2835. 

assays, X radiation, methyl methanesulfonate, CHO cells 379. 

association, membranes, isolation, characterization, Anacystis nidulans 6211 

association proteins, matrix, nuclei, erythrocytes, ducks 3605. 

+ ATP+ ADP binding, recA gene protein, Escherichia coli 6244 

Auromycin effects on 1943. 

autoantibodies, idiotypes, cross-reactivity, hybridoma, binding, mice 6198. 

avian sarcoma virus, env gene, src gene, nucleotide sequence 4950. 

re subtilis, homology, phage ®3T, phage pli, phage SPB, RNA 

Bacillus subtilis, injuries, heat, acids, induction, association, spore 
germination, DNA repair 4361. 

Bacillus subtilis spores, acids, heat, induction injuries 4360. 

taculovirus, characterization, isolation, Heliothis zea cells 2332. 

base composition, Amoeba proteus, Chaos carolinensis, Polychaos dubia 2276 

tae ease hybridization, evolutionary genetics, Cryptococcus vishniacii 

Le insert mycoplasma virus-laidlawii, high-pressure liquid chromatography 


base composition, Plasmodium falciparum 2294. 

base composition relationship mutation, prokaryotes 5927. 

base composition, transcription initiation sites, embryos, Rana pipiens 4443 

base pairs, quinacrine binding, fluorescence analysis 275. 

bases, evolution, Reptilia 1863. 

benzene binding, blood cells, bone marrow, mitochondria, liver, spleen, mice 615 


DNA, (continued) » m 4 
N-benzoyloxy-N-methyl-4 aminoazobenzene, N-acetoxy-2-acetylaminofluorene reactioi: 


guanine, carcinogenesis 3323. ; j 
benzo(a)pyrene, adducts, distribution, chromatin, mice 279: 
+benzo{a)pyrene adducts, DNA repair, fibroblasts, cell culture, man 5521. 
benzo(a)pyrene adducts formation, chromatin, lung, man 1818. 
benzo(a)pyrene adducts formation, epithelium, hamsters 1813. 
benzo(a)pyrene binding 5922. 
benzo(a)pyrene binding, endometrium organ culture, man 3865. 
benzo(a)pyrene binding histone H1 effects on interactions, calf thymus 6203. 
benzo(a)pyrene binding, lung, rats 5353. 
benzo(a)pyrene binding phage ®X174 3849. 
benzo(a)pyrene binding, urinary bladder, bronchus, man 3319. 
benzo(a)pyrene effects on, breast, man 747. 
benzo(a)pyrene effects on, Tethya lyncurium 4860. ' 
benzo(a)pyrene, 7,12-dimethylbenz(a)anthracene binding,tilbene oxide 
induction, mice, rats 783. 
benzo(a)pyrene-7 ,8-dihydrodiol binding, phage ®X174 5359. ; 
bis(aminoalky!)anthraquinones, bis(methylthio)vinylquinolinium iodides binding 
2300. ‘ 
+ 3,6-bis(dimethylamino)-10-methylacridinium chloride, electric dichroism 
6038. 
binding 4°-(9-acridinylamino)methane sulfon-m-anisidide, antitumor agents, 
potency relationship 2944. 
binding actinomycin D derivatives 2946. 
binding actinomycin D, ethidium, mepacrine, daunorubicin, tetralysine, N.M.-R. 
1816. 
binding, aflatoxin B1 metabolism correlation, hepatocytes, Salmo gairdnen: 5926.— 
binding antibodies, specificity, systemic lupus erythematosus, myeloma cell lines 
6200. 
binding antinomycin D analogs 1275S. 
binding, benzo(a)pyrene, epidermis, mice, rats 256. 
binding benzo(a)pyrene, liver, Parophrys vetulus 3852. 
binding, benzo(a)pyrene, metabolism, microsomes, liver, rats 3328. 
binding, cleavage, tripeptides effects on 328. 
binding copies parent, relationship radiosensitivity, hydroxyapatite 
chromatography, animal cells 2856. 
binding, cyclic AMP, characterization, Escherichia coli 3501. 
binding, denaturation, serum, Farr assay, dextran sulfate, calcium chloride, man 
281. 
binding estrogens, glucocorticoids receptors, RNA ribonuclease effects on, calf 
thymus, MCF-7 cells 5722. 
binding ethidium, des-3-amino ethidium, des-8-amino ethidium, N.M.R. 2436. 
binding ethylene dibromide, bromotrichloromethane, trichloroethylene, carbon 
tetrachloride, chloroform, 1,1,2-trichloroethane, calf thymus 5921. 
binding fragments, lac repressor, N.M.R., Escherichia coli 1040. 
binding lexA gene repressors, Escherichia coli 3124. 
binding magnesium, manganese, cobalt, N.M.R. 4378. 
binding manganese, cobalt, N.M.R. 4395. 
binding, metals, 
binding, metals, acridine orange, carcinogens effects on, acridine orange, 
fluorescence polarization 287. 
binding methylene-blue, coriphosphinege, acridine orange, light effects on, 
chromatin, Drosophila melanogaster 1252. 
binding, netropsin, distamycin A, structure 2430. 
binding nonhistone proteins, chromatin, testis, N.M.R., C.D., Salmo 2061. 
binding poliovirus RNA polymerase II, infection, elongation 4588. 
binding, protein biosynthesis, temperature effects, Bacillus subtilis 987. 
binding, proteinase, effects on activity, Escherichia coli 5552. 
binding proteins interactive, assays 2080. 
binding RNA polymerase, +a-subunit, effects on nfamycin binding, Escherichia 
coli 4602. 
binding RNA polymerase, effects on structure, Escherichia coli 4601. 
binding, RNA polymerase, RP4 plasmid, Escherichia coli 993. 
binding sites, integration proteins, electron microscopy, phage 6251. 
binding sites, mapping, antigen T, SV40 6242. 
binding specificity, antigen T, SV40 3111 
binding SV40 antigen T, phosphorylation effects on 3113. 
binding, terreic acid, liver, man, mice 5918. 
binding, testosterone, estradiol receptors, rats 35]. 
binding, violamycin BI, Streptomyces violaceus, electrophoresis 742. 
binding 
(3-(2'-(2-acetamidoethy])-2,4/-bithiazole-4-carboxamido ]propyl, 
N.M.R., fluorescence 2438. 
binding, 3-oxosteroid A’-dehydrogenase, kidney, mice 1010. 
binding, 4,5‘-dimethylangelicin, photochemistry 284. 
binging, 5-methoxypsoralen, 8-methoxypsoralen, oxygen production 1808. 
nding, 
7B ,.8a-dihydroxy-9a, 10a-epoxy-7,8 ,9, 10-tetrahydrobenzo(a)pyrene, 
9, 10-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene, 


9,10-epoxy-9, 10,11, 12-tetrahydrobenzo(a)pyrene, conformational analysis, thym 


juveniles, cattle 3331 

binding 
Ta8a-dihydroxy-9a, 10a-epoxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
immunofluorescence, cells, mice 2838. 

bisphenanthridinium derivatives interaction, viscosity 3861. 

BK virus, antigen T, association, plasma membranes, transformed cells, tumors, 
hamsters 2445. 

BK virus, characterization, hamsters transformed cells 5900. 

BK virus, cloning, Escherichia coli 949. 

BK virus, transformation, role, antigen T, antigen t, hamsters cells 2447. 

bleomycin A2 binding, models 4869. 

bleomycin effects on, role free radicals 4863. 

bleomycin iron(II) complex cleavage, hydrogen peroxide, superoxide, U.V. 
radiation induction, mechanisms 4366. 

bovine leukemia virus, integration, genomes, tumor cells, cattle 6096. 

breakage, glycerol, dimethyl sulfoxide effects on, CHO cells 283. 

breakage, nickel, CHO cells 1805. 

breaks, apurinic sites, nucleoids, methylmethanesulphonate effects on, mutants, 
Eschenchia coli 749. 

breaks, double-stranded, bleomycin cytotoxicity 1451. 

breaks, radiation effects on, epidermis, rats 266. 

5-bromodeoxyuridine interaction, inhibition, teeth precursors, rats 1938. 

butylation, radioimmunoassay 3847. 


CAD gene, cloning, electron microscopy mapping introns, hamsters cell lines 3394, 


calf thymus, binding antigen T proteins, SV40 4156. 


e 


noe 


RReeRneae 


wn 


“a 


Beonwuwgnarn 


ope 


WW a 


aa 4 


SZaAesara 


g 


iad. 42 ss 


A 


wo i FT A= 


eee s 


Biochemistry Abstracts 2 vol. 12 


DNA, (continued) 

calf thymus, binding phosphorylation histone H! 1547. 

calf thymus, electrochemistry 1069. 

calf thymus, interaction, B-propiolactone, 3-(2-carboxyethyl)cytosine 
production 4. 

calf thymus, methylmercuric nitrate, cis-platinum diamminodichloride, 
trans-platinum diamminodichloride binding, effects on B-form C-form transitions, 
Raman spectroscopy 3864. 

calf thymus, nucleotide sequence, nogalomycin, analogs interaction 357. 

calf thymus, polarography 1391. 

carcinogens adducts, characterization, man 245. 

carminomycin damage, Micrococcus luteus, mice 1798. 

pee DNA gyrase, DNA topoisomerase I, role spermidine, Escherichia coli 

cellulose, coupling, methodology 1297. 

centromeres, characterization, yeasts 4639. 

characterization, Bacteroides oralis 5901. 

characterization, baculovirus, heliothis zea 1792. 

characterization, chloroplasts, Codium fragile 2826. 

characterization, comparison, strains, Campylobacter 2880. 

characterization, cotyledons, development, Cicer arietinum 119. 

characterization, dissociation, SV40 513. 

characterization, endonuclease $1 digestion chromatin, chickens avian 
myeloblastosis cells, avian myeloblastosis virus infection 3636. 

characterization, Estigmene acrea, isolation, granulosis virus 3845. 

characterization, gene mapping, avian reticuloendotheliosis virus 2344. 

characterization, genomes, Cyanophora paradoxa 346. 

characterization, genomes, variants, adenovirus (murine) 4824. 

characterization, homology, strains, lesions specificity, papilloma virus 
(bovine) 2829. 

characterization, infected cells, defective-interfering particles, herpes simplex 
virus 1 4480. 

characterization, kinetoplasts, nuclei, Trypanosoma cruzi 1848. 

characterization, mice, homology Abelson leukemia virus 1327. ” 

characterization, neurons, cortex, brain, rats 4828. 

characterization, nucleoids, mitochondria, Saccharomyces cerevisiae 814. 

characterization, nucleotide sequence, Moloney leukemia virus 2345. 

characterization, papilloma virus, Alces alces 2862. 

characterization, papilloma virus (bovine), fibrosarcoma, hamsters 2275. 

characterization, phage SPP1, Bacillus subtilis, transduction 903. 

characterization, RF virus, transformation, Rodentia cells 3829. 

characterization, Rous sarcoma virus infected embryo cells 4834. 

characterization, Saccharomyces cerevisiae 367. 

characterization, temperature-sensitive mutant, SV40 2905. 

characterization, Uronema nigricans 731. 


characterization, Uronema nigricans, Parauronema virginianum, Parauronema acutum, 


Miamiensis avidus, Tetrahymena pyriformis, Paramecium octaurelia, Paramecium 
caudatum 2280. 

characterization, visna virus 2326. 

chemical modification effects on DNA repair 6053. 

chemical modification, hedamycin, probes, DNA proteins complex 4865. 

chemicals damage, cytotoxicity, statistical analysis 1296. 

chickens loci, avian myelocytomatosis virus MC29, gene mapping, nucleotide 
sequence, hybridization 2343. 

chickens loci, cloning, restriction endonuclease mapping, comparison avian 
erythroblastosis virus erbB gene 3416. 

Chlamydomonas reinhardtii chloroplasts, labelling 3315. 

chlordane binding, microsomes activation, mice 1799. 

chloroplasts, cell cycle effects on distribution, Acetabularia mediterranea 4341. 

chloroplasts, evolution, phylogenetics, restriction endonuclease mapping 5985. 

chloroplasts, isolation, characterization, Olisothodiscus luteus 1237. 

chloroplasts, mapping, Nicotiana tabacum, comparison Atropa belladonna, Petunia 
parodii, Spinacea oleracea 838. 

chloroplasts, purification, analysis, Triticum 3837. 

chloroplasts, recombination. restriction endonuclease analysis, Chlamydomonas 
eugametos, Chlamydomonas moewusii 1332. 

chloroplasts, restriction endonuclease mapping, Nicotiana accuminata, Nicotiana 
tabacum 6027. 

chloroplasts, rRNA genes, restriction endonuclease mapping, mutants, 
Chlamydomonas reinhardtii 5498. 

chloroplasts, Spinacea oleracea, RNA polymerase binding, Escherichia coli 299. 

chlorothalonil interaction, calf thymus 3337. 

chlorpromazine phototoxicity mechanisms 4862. 

chromatin conformation, relationship DNA biosynthesis, novobiocin effects on, 
mice cell lines 4655. 

chromatin, physicochemical properties, isolation, calf thymus 1386. 

chromatin, structure, yeasts 1029. 

chromatophores, inverted repeat, rRNA 23S, rRNA 16S, localization, Narcissus 
pseudonarcissus, Tropaeolum majus 1851. 

eooesoml proteins complex, y radiation dissociation, Ehrlich ascites tumor 
cells 5715. 

chromosomes, plants, content, function, reviews 729. 

Circular, denaturation mapping, phage T4 2866. 

circular, Epstein-Barr virus, nucleotide sequence, transformed cells 796. 

cis-platinum diamminodichloride, adducts, characterization, in vitro comparison 

_ Escherichia coli 5355. 
Cis-platinum diamminodichloride adducts characterization 5930. 
Cis-platinum diamminodichloride, dinitrato(1R,2S-cyclohexanediamine)platinum 
4 effects on damage, Escherichia coli 2837. 

Cis-platinum diamminodichloride modification, immunochemistry, rabbits 1286. 

cleavage, mechanisms, endodeoxyribonuclease Sall 5663. 

cleavage, packaging, nucleocapsids, replication, herpes simplex virus, defective 
mutant, genomes 5002. 

Cleavage sites, endodeoxyribonuclease (apurinic or apyrimidinic), chromatin, 
liver, rats 2017. 

Cleavage sites, mitochondria, cleavage, homology phage ®X174 1480. 

Clones, gene mapping, transformation antigens, polyoma virus 3359. 

Clones, nucleotide sequence, complementary, RNA, nuclei 332. 

clones, retrovirus, injection, mice zygotes, integration, expression 4054. 

Cloning, analysis, monkeys cell lines 3390. 

‘Cloning, bacteria, fungi, books, conferences 5731. 

cloning, characterization, avian myelocytomatosis virus 2347. 

ing, chromosomes, genetic analysis, plant breeding, reviews 980. 
Cloning, enterotoxins, Escherichia coli 3548. 
Cloning, enterotoxins genes, hybridization analysis, Vibrio cholerae 5610. 
‘ing, genes transformation, tumor cell lines, man 5092. 


DNA, (continued) 

cloning, hemagglutinins, neuraminidase genes, gene mapping, influenza A virus 
4262. 

cloning, hepatitis B virus, Escherichia coli 2506. 

cloning, hybridization analysis, cytochrome P-450 genes, liver, rats, mice 5626. 

cloning, methodology 1997. 

cloning, methodology 2518. 

cloning, methodology, cell lines, hamsters 3034. 

cloning, methodology, genes, histone H2A, histone H2B, constrution gene 
libranes, Saccharomyces cerevisiae 5565. 

cloning, murine sarcoma virus onc gene homology, transformed cells 6130. 

cloning, NS gene, gene mapping, influenza virus 4260. 

cloning, nucleotide sequence, proteins genes, adenovirus (human) 3 2329. 

cloning, oriT gene, finP gene, restriction endonuclease analysis, plasmid pBR322 
3550. 

cloning, Papilloma virus (human) 6, gene mapping, comparison, warts isolates 
2508. 


cloning, poly (A), RNA nucleotide sequence, developmental stages, Xenopus laevis 
123. 


cloning, restriction endonuclease mapping, baboon endogenous virus 2896. 

cloning, restriction endonuclease mapping, C-type virus 3429. 

cloning, restriction endonuclease mapping, Fujinami sarcoma virus 3875. 

cloning, restriction endonuclease mapping, kinetoplasts, Crithidia oncopelti 
5976. 

cloning, restriction endonuclease mapping, varicella-zoster virus 3915. 

cloning, use transformation, Streptococcus pneumoniae 2524. 

cloning, X chromosome, lymphoblasts, man 1989. 

closed circular, 4’-6-diamidino-2-phenylindole hydrochloride intercalation, 
calcium, cations effects on conformation, fluorescence 3463. 

closed circular, cloning, restriction endonuclease mapping, gibbon-ape leukemia 
virus 5066. 

closed circular, double-stranded, purification, characterization, assays 4845. 

closed circular, Epstein-Barr virus, characterization, chronic lymphatic 
leukemia, man 4933. 

closed circular, isolation, characterization, Streptomyces ambofaciens 4338. 

closed circular, isolation, characterization, Streptomyces ambofaciens 5902. 

closed circular, screening, Streptomyces 4830. 

closed circular superhelical, melting, thermodynamics, theories 2952. 

closed-circular, DNA-binding protein complex, structure, electron microscopy, 
replicative intermediates, phage ©29 4450. 

closed-circular double-stranded, melting, topography, phage ®X174 4476. 

cobalt effects on recA gene protein affinity, Escherichia coli 5721. 

comparison conformational analysis dinucleotides 1091. 

comparison, fluorescent antibody test, Farr assay 728. 

comparison interactions cis-platinum diamminodichlonde, trans-platinum 
diamminodichloride 4385. 

complex poly (lysine), poly (trimethyllysine), histones, C.D. 1018. 

composition, chloroplasts, genomes, Euglena gracilis, Spinacea oleracea 1838. 

composition, nucleosomes association, $V40 chromatin, electron microscopy studies 
4142. 

concatemers, transcription, thymidine kinase, herpes simplex virus | transformed 
cells 2531. 

conformation, C.D. 359. 

conformation, + anthramycin+ mitomycin binding effects on 3859. 

conformation, basic peptides effects on, X-ray diffraction 1897. 

conformation, mathematical models 3386. 

conformation, pH effects on, Raman spectroscopy, calf thymus 4467. 

conformation, poly(dA-dT), cesium, tetraalkylammonium, 
3a,58,17B-dipyrrolidinum steroid dimethiodide 2953. 

conformation, temperature effects on, C.D. 4473. 

conformation, transcription, phage ® effects on, Escherichia coli 5874. 

conformation, 4’ ,6-diamidino-2-phenylindole staining, yeasts, phage T4, phage T3, 
phage A, erythrocytes, chickens 1873. 

conformational analysis 1088. 

conformational analysis 1904. 

conformational analysis, C.D. 1089. 

conformational analysis, N.M.R., mathematical models 6036. 

conformational analysis, endonuclease S1 (aspergillus), relationship globin gene 
expression, erythrocytes, juveniles, chickens 4524. 

conformational analysis, helix periodicity 1619. 

conformational analysis, naphthylimides, naphthyl diimides intercalation, U.V. 
spectroscopy, C.D., viscosity 3462. 

conformational analysis, phosphorescence, calf thymus 4984. 

conformational analysis, reviews 6031. 

conformational analysis, sodium chloride effects on, light scattering 3468. 

content, analysis, flow cytometry 1773. 

content, assays, bacteria, yeasts, fungi 2822. 

content, carcinoma, benign epithelium, gastric mucosa 420. 

content, cell cycle, Enchelys mutans, cytometry 4846. 

content, cell cycle, Ophryoglena catenula 4844. 

content, cell division, xylem, Hordeum 368. 

content, characterization, carcinoma, cervix, man, case reports 235. 

content, clones, sarcoma, chromosomes, rats 233. 

content, denervation effects on, skeletal muscle, rats 2281. 

content, embryogenesis, Hyalomma dromedanii 3842. 

content, flow cytometry analysis, methodology 2831. 

content, flow cytometry methodology, embryo cells, Caenorhabditis elegans 2833. 

content, genomes, correlation, histones genes copies, Xenopus, Triturus, 
Ambystoma 509. 

content, hair, follicles, man 2827. 

content, HeLa cells, poliovirus vaccines 372. 

content, karyotypes characterization, Dugesia lugubnis 1243. 

content, karyotypes, testis, polyploidy, Orthoptera 1776. 

content, kinetics, Candida albicans 5351. 

content, light effects, incubation, embryos, chickens 181. 

content, mast cells, cell proliferation, rats 423. 

content, mating behavior correlation, Atta laevigata 237. 

content, methodology, kidney cells, rats 1779. 

content, methodology, testis, mice 2832. 

content, N-nitroso-N-ethylurea effects on, intrauterine exposure, brain, rats 
436. 

content, N-nitrosomorpholine, phenobarbitone, butylated hydroxytoluene effects 
on, liver, mice 732. 

content, neurons, central nervous system, man 236. 

content, nuclei, meiosis, differentiation, Vicia faba 722. 

content, nuclei, mitosis index, meristems, Fucus spiralis 216. 


Subject Index 


DNA, (continued) 

content, Oryza sativa, Oryza perennis 1786. 

content, plastids, Daucus carota 721. 

content, Pylaiella littoralis, Sphacellaria 349. 

content, regulation, macronuclei, Tetrahymena 425. 

content, sediments, assays 220. 

content, sleep (paradoxical) effects on, rats 189. 

content, spermatozoa, cervical mucus effects on, man 1783. 

content, thymidine effects on, melanoma cell lines, man 440. 

content, tumor cells stomach, small intestine, man 2825. 

content, tumors comparison, dogs 1782. 

content, variation, tissues, Arachis hypoglea 5349. 

content, vulva, carcinoma, squamous cells, man 219. 

content, water effects, drought, Hordeum 456. 

copper binding, Euthynus pelamis 273. 

cores, interaction H1 histone, nucleosomes linkage, thymus, cattle 1557. 

cross-linkage, methoxsalen+ radiation effects on, phage \ 1794. 

cross-linking, cis-platinum diamminochloride, relationship cytotoxicity, 
fibroblasts, man 1819. 

cross-linking, cis-platinum diamminodichloride 1279. 

cross-linking, cis-platinum diamminodichloride, CHO cells 2306. 

cross-linking, cis-platinum diamminodichloride, CHO cells 2307. 

cross-linking, cis-platinum diamminodichloride, DNA repair, cell culture 4386. 

cross-linking gene 5 proteins, U.V. radiation, phage fd 3332. 

cross-linking, hexamethylmelamine, pentamethylmelamine, formaldehyde, L-1210 
cells 2308. 

cross-linking, methylene dimethanesulfonate induction, formaldehyde role, Yoshida 
sarcoma, cells 4380. 

cross-linking, mustine, phosphoramide mustard, melphalan, association lethality, 
C3H10T1/2 cells, mice 4383. 

cross-linking, mutation, methoxsalen+ U.V. radiation, Aspergillus nidulans 274. 

cross-linking proteins 1826. 

crown gall, transcription, homology, characterization, Agrobacterium tumefaciens, 
Nicotiana tabacum 3368. 

cryoglobulins complex, stimulation, leukocytes (polymorphonuclear) chemotaxis, 
nephnitis, systemic lupus erythematosus, man 5147. 

crystal violet binding 752. 

curing, plasmids transformation, Saccharomyces cerevisiae 4077. 

cytochemistry, glycol methacrylate, light microscopy 110. 

cytomegalovirus. assays, adenocarcinoma, colon, man 227. 

cytomegalovirus, association, nucleosomes chromatin, cells infection 2582. 

cytomegalovirus, transcription, regulation, cells, man 901. 

cytometry analysis, adenovirus (human) 5 infected hepatocytes, mice 5903. 

cytoplasm, characterization, Triticum, Secale, Hordeum, Avena 1350. 

cytosine residues methylation, relationship gene expression choriomammotrpin, 
somatotropin genes, man 4509. 

cytosine, transcription, inhibition, alc gene gene products, phage T4 2450. 

D-type virus infected cells, role, antigens inducers 5690 

damage, y radiation, chromatin, Tetrahymena pyriformis 3320. 

damage, U.V. radiation, diazobicyclo (2.2.2.) octane protection 767. 

damage, U.V. radiation, DNA repair, CHO-K1 cells 2304. 

damage, U.V. radiation, effects on DNA polymerase I coding properties, 
Escherichia coli 4109. 

damage, U.V. radiation effects on, fibroblasts, man 748. 

damage, U.V. radiation, fibroblasts, man 2301. 

damage, U.V. radiation, fibroblasts, skin, man 271 

damage, U.V. radiation induction, correlation mutagenesis, lacI gene, Escherichia 
coli 4855. 

damage, U.V. radiation, photoreactivation induction DNA repair 5519, 

damage, alkylating agents induction, CHO cells 5917. 

damage, alloxan, streptozotocin effects on, pancreas, rats 3860. 

damage, ascorbic acid effects on, tryptophan pyrolysis products, 
3-hydroxyamino-1-methy1-SH-pyrido(4,3-6)indole, mutagenicity 4368. 

damage, assays, mammals cells 2278. 

damage, auramine O induction, liver, kidney, bone marrow, mice, rats 5915 

damage, benzo(a)pyrene mediation, aroclor 1254 effects on, fibroblasts, man 760. 

damage, benzo(a)pyrene metabolites effects on, hepatocytes, rats 1253. 

damage bromoacetate, cytotoxicity, L-1210 cells, mice 780. 

damage, carcinogens, sister chromatid exchange, diseases, reviews, man 522. 

damage, Cerenkov radiation induction, Escherichia coli 2313. 

damage, diethylsulfate, dimethylsulfate 766. 

damage, dimethyl sulfate, assays, methodology 5920. 

damage, DNA repair, N-nitroso-N-ethylurea, fibroblasts, aging, rats 1440. 

damage, doxorubicin, 4'-epi-doxorubicin, daunorubicin, 4-demethoxy-daunorubicin, 
Sane CARS N-tnifluoroacetyl doxorubicin-14-valerate, leukemia cells, man 

12, 

damage, doxorubicin metabolites 4856, 

damage, excision deficient mutant, cyclophosphamide, 
Pr AYGHORYDETORY CYclo pease: toxicity, mutagenesis, Saccharomyces cerevisiae 


damage, hydroxylamine, scdium nitrite, galactose oxime, hydrogen peroxide effects 
on, relationship stimulation DNA polymerase 2839. 

damage, induction alloxan, streptozocin, role poly(ADP-ribose) synthetase 
activation, pancreas, rats 5371. 

damage, induction, dopa, ascorbic acid+copper, melanoma cell lines, man 5941. 

damage, induction, indole-3-aidehyde, peroxidase, Escherichia coli 4853. 

damage, induction meso-tetra(p-sulfophenylOporphine, 
meso-tetra(p-carboxyphenyl)porphine, meso-tetra(4-N-methylpyndyl)porphine, 
photosensitization 1289. 

damage, interaction, 9-aminoacridine, U.V. radiation 763. 

damage, ionizing radiation effects on 1258. 

damage, light effects, CHO cells 750. 

damage, man, 4-quinoline 1-oxide, derivatives, xeroderma pigmentosum, 
fibroblasts, man 1796. 

damage, mutagenicity testing, Salmonella typhimurium, Proteus mirabilis 4390. 

damage, mutagens, assays 758. 

denagey mutagens, detection, suspension culture assays, use, Escherichia coli 

damage, N-ethyl-N-nitrosourea, brain, rats 911. 

damage, N-methyl-N’-nitro-N-nitrosoguanidine, tumor cells, man 782. 

damage, N-nitroso-bis(2-oxopropyl)amine, 
N-nitroso(2-hydroxypropy!)(2-oxopropyl)amine induction, pancreas, rats 5185, 

damage, N-nitroso-bis(2-oxopropyl)amine, persistance, pancreas, hamsters 5361. 

damage, N-nitroso-N-methylurethane, N-nitroso-N-methylurea, HeLa cells 2305. 

damage, N-nitrosodibutylamine fluorine analogs, Escherichia coli 4861 

damage, nickel carbonate induction, rats 5914. 


DNA, (continued) 
damage, nitrosocimetidine, lymphoblasts cell culture, leukocytes, man 4382. ; 
damage, nucleotide sequence specificity, auromomycin, bleomycin. neocarzinostatin 
3850. 
damage, 
damage, 
damage, 
damage, 
damage, 
damage, 
damage, 
damage, 


role aging, fibroblasts, cell culture, man 6059 

saccharin, neonates, rats 756 

triiodothyronine radioiodinition induction, cell lines, hamsters 5363. 

tritium, dosimetry, statistical analysis, oocytes, man 2847. 

ultrasound effects on, calf thymus 772. 

water radiolysis, y-radiation 272. 

X radiation, brain, immunochemistry, animals 263. 

X radiation, hyperthermia, effects on, cell culture, mice 265. 

damage, X radiation, immunology assays, rabbits 262. Pa 

damage, 4-hydroperoxy-cyclophosphamide effects on, Saccharomyces cerevisiae 1263. 

damage, 5-methylnicotinamide potentiation N-methy|l-N-nitrosourea effects on, 
L-1210 cells, mice 786. 

daunomycin copper complex 765. 

DEAP fluoranthene binding, mechanisms, methodology, lymphocytes, man 2843. 

degradation, bleomycin, iron, oxygen, complex 1814. 

degredation, deglyco-bleomycin B2 iron carbon monoxide complex 4364. 

demethylation, lymphocytes B cell lines differentiation, 5-azacytidine effects 
on, macrophages association 4548 

denaturation, N-nitroso-N-methylurea effects on, Ehrlich ascites tumor cells 
1251. 

density, denaturation effects on, electron microscopy (scanning) 131. 

deoxyadenosine identification, use silver 4345. 

deoxyribonuclease activity, histones release role nucleosomes structure 3630. 

deoxyribonuclease I digestion, thyrotropin effects on, nuclei, thyroid 4659. 

deoxyribonuclease, ribonuclease effects on growth, Ehrlich ascites tumor cells 
3004 

dependent, adenosinetriphosphatase, characterization, calf thymus 480. 

detection, herpesvirus (bovine) 1 experimental infection, ganglia, juveniles, 
cattle 2834. 

detection methodology, tritium, Aspergillus nidulans, cattle 5898. 

detection, papilloma virus (human) 6, restriction endonuclease mapping, 
papilloma, larynx, man 6020. 

4’ ,6-diamidino-2-phenyllindole intercalation, probes, structure 5356. 

3,3'-dichorobenzidine, binding, polynbonucleotides 5365. 

dictamnine binding, U.V. radiation 1811. 

7,8-dihydroxy-9, 10-oxy-7,8,9, 10-tetrahydrobenzo(a)pyrene, 
9,10-dihydroxy-7 ,8-oxy-7,8,9,10-tetrahydrobenzo(a)pyrene binding. spectroscopy 
3329. 

dimers. U.V. radiation, assays, characterization 1823. 

dimers formation, U.V. radiation. Escherichia coli 1822. 

7,12-dimethylbenz(a)anthracene adducts, characterization, rats 2848. 

7,12-dimethylbenz{a anthracene binding, mammary gland cell culture, rats 
2297. 

dimethylcarbamy! chloride reaction, relationship carcinogenesis 4370. 

dimethylnitrosamine effects on, liver, rats 754 

4,5'-dimethylpsoralen effects on 5939. 

dimethylsulfoxide, sodium butyrate effects on, HL-60 cells, K-562cells, Fnend 
erythroleukemia cells 773 

disposition, avian leukosis virus proviruses, effects on c-myc gene gene 
expression, lymphoma 5069. 

distamycin A binding, characterization 352. 

distamycin A binding. inhibition N-methyl-N-nitrosourea binding, liver. rats 
1267 

distribution, carcinoma, cervix, stomach 735. 

ditetrazolium salts, metals complex formation, light scattering 3855. 

DNA proteins coding regions nucleotide sequence, mathematical models 6032. 

DNA reaction 759 

DNA-binding protein complex, neutron scattering, phage fd 4670. 

DNA-binding protein transfer kingtics. Escherichia coli 5720. 

double - stranded, malouetine, A~-Dehydromalovetine, N, 
N'-Dimethylconessine binding, U.V. spectroscopy 779. 

double stranded breakage, , U.V. radiation, cell culture, DNA repair 1927. 

double-stranded, antibodies antigen-antibody complexes, size, complement fixation 
correlation, man 482. 

double-stranded, antibodies antigen-antibody complexes, complement parameters, 
systemic lupus erythematosus, man 483. 

double-stranded, antibodies assays 6197. 

double-stranded, antibodies, assays, man 2274. 

double-stranded, antigen-antibody complexes characterization, physicochemical 
Properties, antigen-antibody interactions, complement fixation 4629. 

double-stranded, Autographa californica nuclear polyhedrosis virus, orientation, 
comparison, restriction endonuclease, mapping 2398. 

double-stranded, B-form, models 3988. 

double-stranded, bean golden mosaic virus, purification, Phaseolus vulgaris, 
characterization 3356. 

doiple-seancesh binding tetrahydrofolate dehydrogenase, Lactobacillus casei 

double-stranded breakage, radiation dosage rates effects on, Saccharomyces 
cerevisiae 258. 

Soule stranded breaks, single-stranded breaks, N-nitroso-N-methylurea effects on 

double-stranded, catabolite activator protein binding, cyclic AMP modulation, 
Eschenchia coli 6243. 

double-stranded, catabolite activator protein recognition, role tertiary 
sah. comparison lactose repressor, galactose repressor, Escherichia coli 

double-stranded closed-circular, structure, models 4912, 

double-stranded, conformational analysis, electron microscopy, methodology 3365, 

double-stranded, conformational analysis, N.M.R. 2425. 

double-stranded, endodeoxyribonuclease Hinf I substrate specificity 3571. 


double-stranded, Escherichia coli phage 186, orientation 2949, 

double-stranded, extrachromosal, purification, molecular weight, Pisum sativum 
3311. 

double-stranded. interaction catabolite activator protein, electron microscopy. 


Eschenchia coli 6234. 

double-stranded, isolation, methodology. cell culture, tissue culture 218. 

double-stranded, monoclonal antibodies, binding specificity, systemic lupus 
erythematosus, mice 6196. 

double-stranded, monoclonal antibodies specificity, mice 4628. 

double-stranded, nucleotide sequence effects on secondary structure, 
deoxyribonuclease | substrate specificity analysis 3411. 

double-stranded, pH effects on, conformational analysis, U.V. spectroscopy 3467. 


Biochemistry Abstracts 2 vol. 12 


DNA, (continued) 

double-stranded, phage ®X174, Escherichia coli, proteins promotion, strands 
exchange 894. 

double-stranded, platelets aggregation, polynucleotides effects on, man 445. 

eee wanded, purification, physicochemical properties, phage a1, phage 
Cs c 

eee recA gene protein binding, electron microscopy, Escherichia coli 

double-stranded replication, initiation sequence, plasmid ColE1 3998. 

double-stranded, structure, physicochemical properties, ligands interaction, 
reviews 3938, 

double-stranded, temperatureeffects denaturation, stabilization, lipids 356. 

doxorubicin, daunomycin binding, mechanisms, liver, rats 1278. 

doxorubicin interaction, Raman spectroscopy 4375. 

drugs fibers interaction, linear dichroism 4376. 

drugs interaction, statistical analysis, reviews 4374. 

drugs intercalation, binding, chemical modification, strands breakage 3854. 

echinomycin interaction 751. 

effects on integration, association, Pneumococcus transformation 3519. 

effects on liposomes membrane fluidity, fluorescence 4200. 

effects on mitosis, X radiation, Vicia faba 4029. 

effects on RNA polymerase, liver, rats 997. 

effects on transformation, Bacillus subtilis 1481. 

electric fields effects on electric dichroism 4472. 

electric fields effects on light scattering 4647. 

electric potential effects on structure, electrodes 3951. 

electron microscopy, reverse transcription, retrovirus (avian) 4874. 

electron microscopy, reviews 1. 

elimination, macronuclei differentiation, Tetrahymena thermophila 5018. 

encapsidation, protein biosynthesis, U.V. radiation effects on, SV40 2479. 

endodeoxyribonuclease Hap II mapping, phage PM2 3051. 

endodeox yribonuclease HindIII repeated sequence, cloning, nucleotide sequence, 
man 3914. 

endodeoxyribonuclease HindIII repeated sequence, organization, genomes, man 3916. 

endodeoxyribonuclease Sall cleavage, substrate specificity, plasmid pMB9 5664. 

endogenous murine leukemia virus, integration, Mus musculus chromosomes, 
stability, restriction endonuclease mapping 3868. 

endonuclease $1 sensitivity, temperature-sensitive mutant, 3T3 cells, CHO cells 
5481. 

env gene, deletion mutant, cloning, spleen focus-forming virus 4004. 

9, 10-epoxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
9,10-epoxy-9, 10,11, 12-tetrahydrobenzo(a)pyrene adducts, characterization 2842. 

Epstein-Barr virus, methylation, Ramos cells 4833. 

Epstein-Barr virus, repeated sequence, transcription, association, infection 


page virus, restriction endonuclease mapping, comparisan, lymphoid cell 

ines 2919. 

Escherichia coli analysis, plasmid RP1, plasmid RP4, plasmid RK2, plasmid R68, 
plasmid R68.45 1381. 

ethidium bromide binding, chromatin, relationship histone H1, histone HS, 
erythrocytes, chickens 784. 

ethidium bromide binding, nucleosomes, mathematical models 764. 

ethidium bromide intercalation effects on binding sites cis-platinum 
diamminodichloride, plasmid pBR 322 4867. 

ethidium bromide staining 4825. 

ethylmethanesulfonate binding, Escherichia coli 5919. 

pipes gracilis, chloroplasts, mutagenesis induction, streptomycin, effects on 
4391. 

evolutionary genetics, divergence, Citellus 4081. 

excision, amplification, role antigen T, polyoma virus transformed cells 4789. 

excision, polyoma virus, mice transformed cells, hybrids repeated sequence 
characterization 6092. 

exodeoxyribonuclease sensitivity, relationship size, phage ®X174 3301. 

R factor RSF 0885, transformation, Haemophilus influenzae 3512. 

R factor RSF1010, replication, Escherichia coli, Pseudomonas aeruginosa cell-free 
system 5502. 

feline sarcoma virus proviruses transformation genes, restriction endonuclease 
mapping, cloning, phage \ 4068. 

feline sarcoma virus, transformation, fibroblasts, mice 973. 

flow cytometry, time effects on, CHO cells 738. 

fluorescence, assays, Chlamydomonas 1232. 

fluorescence, 5-bromodeoxyuridine effects on, U.V. radiation 5932. 

5-fluoro-2’-deoxyuridine incorporation, effects on DNA biosynthesis, 
lymphoblasts, man 2656. 

5-fluoro-2’-deoxyuridine incorporation, L1210 cells 3138. 

7-fluoro-2-acetamidofluorene, 2-acetamidofluorene binding, relationship 
carcinogenesis, liver, rats 4369. 

fluorometry, micromethods, thiobarbituric acid 225. 

fluoroquinacrine binding, effects on helix-coil transitions, fluorescence, N.M.R. 
4381. 

foldback sequence, mapping, herpes simplex virus 1 3375. 

Z-form, B-form comparison, poly(dG-dC) physicochemical properties 5221. 

Z-form B-form transitions, conformational analysis, C.D., plasmid pRW 751 5467. 

A-form, B-form transitions, Raman spectroscopy, thymus, juveniles, cattle 3949. 

Z-form, conformation 2113. 

B-form, conformational analysis 560. 

B-form, conformational analysis 1865. 

Z-form, conformational analysis comparison polynucleotides, mathematical models 
2120. 

B-form, conformational analysis, mathematical models 3151. 

B-form, conformational analysis, mathematical models 3387. 

B-form, conformational analysis, models 791. 

B-form oligodeoxyribonucleotides, hydration role structure 3150. 

B-form, oligodeoxyribonucleotides, nucleotide sequence effects on secondary 
structure 3149. 

A-form, oligodeoxyribonucleotides, X-ray diffraction, conformational analysis 
3154. 

B-form, poly (dA.dT), poly (dG.dC), conformational analysis 1615. 

B-form, structure, phage fd 4415. 

B-form, water interaction, conformational analysis, mathematical models 3385. 

B-form Z-form conversion, methylation effects on, C.D, 559. 

B-form Z-form transitions effects on electropotential, mathematical models 3989. 

D-forms, models comparison, X-ray diffraction, structure poly(dA-dT), 
poly(dI-dC) 5767. 

fractionation, characterization, chromatin, calf thymus 3628. 

fractionation, column chromatography, calf thymus 3310. 


DNA, (continued) 

fractionation, electrophoresis 4838. 

fractionation, methodology 736. 

fractionation, size, chromatography 3307. 

fragmentation, aromatic amines, derivatives, toxicity testing, Salmonella 
typhimurium 1795. 

fragments, N.M.R., conformational analysis 826. 

fragments, defective mutant, adenovirus 6040. 

fragments, feline sarcoma virus, transformation 3T3 cells 1995. 

fragments, identification, phage-B, association, genes, Corynebacterium 
diphtheriae, toxins 948. 

fragments, length determination, methodology 4466. 

fragments, mammary tumor virus, hormones stimulation, cell culture, carcinoma, 
mice 1725. 

fragments, polymorphism, insulin genes, man 830. 

fragments role, transformation, Abelson leukemia virus 6118. 

fragments, synthesis, methodology 3146. 

fragments, transfection, expression, Epstein-Barr virus antigens, tissue culture 
2460. 

gels, electrophoresis 105. 

gene expression, Marek’s disease virus, tumor cells, neurons, hybridization 2962. 

gene libraries, hybridization analysis, restriction endonuclease mapping, 
chromosome 22, man 4981. 

gene mapping, genetic analysis, herpes simplex virus 1, eye diseases, rabbits 
2397. 


gene mapping, polyoma virus integration sites, transformed cells LPT cells 1344. 

genes, gene mapping, Drosophila melanogaster 845. 

genes, immunoglobulin G, heavy chain, restriction endonuclease mapping, rabbits 
6006 


genes localization, Crithidia oncopelti 5977. 

genes transfer, histocompatibility antigen HLA, B7 determinant, A2 determinant, 
expression, lymphoblastoid cell lines clones, man 6138. 

genomes, avian sarcoma virus, microinjection, integration, eggs, embryos, 
Drosophila melanogaster 6135. 

genomes, cauliflower mosaic virus, ligation, recombination, infectivity 5084. 

genomes, cDNA hybridization kinetics, avocado sunblotch disease viroid 4983. 

genomes, characterization, restriction endonuclease mapping, physicochemical 
properties, baculovirus 3892. 

genomes characterization, tomato golden mosaic virus 4836. 

genomes, cloning, adeno-associated virus 5075. 

genomes, cloning, herpes simplex virus 5063. 

genomes, cloning, hybridization analysis, restriction endonuclease mapping, 
papilloma virus (human) 4925. 

genomes, cloning, hybridization analysis, restriction endonuclease mapping, 
ground squirrel hepatitis virus 4972. 

Benes cloning, restriction endonuclease mapping, tomato golden mosaic virus 
4927. 

genomes damage, restriction endonuclease mapping, methodology, Streptomyces 
glaucescens 3920. 

genomes, gene mapping, use mRNA translation, Autographa californica nuclear 
polyhedrosis virus 4922. 

genomes, hexones genes, gene mapping, adenovirus (simian) 5957. 

genomes, hybridization analysis, homology herpesvirus (equine) 1 subtypes 5379. 

genomes, mitochondria, Schizosaccharomyces pombe 5556. 

genomes organization, globin loci, chickens, Drosophila 4915. 

genomes, papilloma virus (bovine) 1, insertion, Escherichia coli, protoplasts, 
plasmids, fusion, mammalian cells 6104. 

genomes, replication origin sites, characterization, polyoma virus 4931. 

genomes, restriction endonuclease mapping, avian myeloblastosis virus 3956. 

genomes, restriction endonuclease mapping, ecotropic B-type virus 4975. 

genomes, restriction endonuclease mapping, electron microscopy analysis, 
Mycoplasma hyorhinis 4917. 

genomes, restriction endonuclease mapping, nuclear polyhedrosis virus mutants 
4958. 

genomes, restriction endonuclease mapping, replication, reviews, herpesvirus 
4992. 

genomes, restriction endonuclease mapping, structure, electron microscopy, frog 
virus 3 5380. ‘ 

genomes, RNA hybridization, comparison, avian myeloblastosis virus, avian 
leucosis virus E26 3840. 

genomes, me gene hybridization analysis, Escherichia coli 5988. 

genomes, structure, isolation, tumor cell lines, transformed cells, Herpesvirus 
saimiri, Herpesvirus ateles 4850. 

genomes, variable region, characterization, Epstein-Barr virus 4968. 

gibbon-ape leukemia virus, cloning, phage d 3528. 

Gossypium barbadense, microinjection Gossypium hirsutum, effects on genetic 
variance 6153. 

guanosine-5'-diphospate-3'-diphosphate inhibition penicillinase synthesis, 
plasmid BR322 3145. 

haloalkanes damage, lymphocytes, man 755. 

hamsters, homology, genes, Mus musculus 333. 

harman, norharman binding 2852. 

Harvey sarcoma virus, Kirsten sarcoma virus, hybridization analysis ras gene, man 
cell lines 4849. 

helix interaction, thermodynamics, sedimentation analysis 343. 

helix, reviews 1043. 

hepatitis B virus, detection, carcinoma, liver, man 2283. 

hepatitis B virus, integration, liver carcinoma cells man 2454. 

herpes simplex virus, sedimentation rates, cell culture effects on 234. 

herpes simplex virus, structure, repeated sequence, inversion 2918. 

herpes simplex virus 1, analogs incorporation, 
E-5-(2-bromovinyl)-2'-deoxyuridine, E-5-(2-iodovinyl)-2'-deoxyuridine, antiviral 
activity 3140. 

epee. simplex virus 1, cloning phage X, restriction endonuclease mapping 


herpes simplex virus 1, detection, brain, man 734. 

herpes simplex virus 1, gene mapping, gene products, glycoproteins 3890. 

— simplex virus 1, herpes simplex virus 2, nucleotide sequence, comparison 
2. 

herpes simplex virus 1, restriction endonuclease mapping, eye isolates, man 3924. 

heterochromatin, nucleotide sequence, evolution, reviews 4896. 

heteroduplex, analysis, kinetoplasts, Crithidia luciliae 5464. 

heteroduplex, interaction endodeoxyribonuclease EcoK, Escherichia coli 3055. 

histone HI complex, reconstitution, electron microscopy 5174. 

histone H1 interaction, C.D. 2584. 

histone H1 interaction, quaternary structure 506. 


65 


Subject Index 


DNA, (continued) 6 

+histone H3 cross-linking, U.V. radiation, erythrocytes, chickens 5703. 

histones binding, nucleotide sequence selectivity 2593. 4 

histones complex, analysis, column chromatography, electron microscopy 500. 

histones complex, reconstruction, structure, HeLa cells 2063. 

histones complex, ultrastructure, electron microscopy, spermatozoa, sheep 2589. 

+ histones, conformational analysis, I.R. spectroscopy 4434. 

histones, interaction, aflatoxin B2, liver, rats 1282. 

histones interaction, calcium, magnesium effects on 502. 

histones interaction, chromatin models, electrochemistry properties 2592. 

histones interaction, effects on conformation 501. 

histones interaction, nucleosomés, chromatin 4141. 

histones interaction, nucleosomes formation 1030. 

histones ratio, age effects on, Triticum durum 1470. 

histones, trypsin hydrolysis, release, characterization, lymphocytes, man 1804, 

homology, avian reticuloendotheliosis virus, C-type virus 1320, 

homology, computer programs, immunoglobulins k-chain genes, mice 1302. 

homology, endodeoxyribonuclease EcoRI fragments, hepatoma cell lines, rats 3830. 

homology, Fusobacterium necrophorum 213. 

homology, genetic relationship, A-type particles, Mus musculus, Mus cervicolor, 
retrovirus (murine) 2349, 

homology, hybridization analysis, Epstein-Barr virus, cells, sequence 5997. 

homology, Pedomicrobium taxonomy 2881. 

homology, plasmids, Agrobacterium rhizogenes, Agrobacterium tumefaciens, 
tumorigenesis 2907. 

homology, plasmids Rhizobium, Agrobacterium tumefaciens, hybridization, 
restriction endonuclease mapping 2928. 

homology, plasmids, virulence, Yersinia enterocolitica, Yersinia pestis 1343. 


hybridization, Agrobacterium tumefaciens Ti plasmid mRNA, crown gall, Nicotiana 


tabacum 3788. 

hybridization analysis, Bh gene mRNA, erythroleukemia cells, mice 5277. 

hybridization analysis, hnRNA, lymphocytes precursors comparison leukemia cells, 
man 3753. 

hybridization analysis, nuclei RNA, larvae, Drosophila 3747. 

hybridization analysis, rats tumor cell lines, adenovirus (avian) 4884. 

hybridization analysis, ribulosebisphosphate carboxylase, subunits genes, 
chloroplasts, Euglena gracilis, comparison Zea mays, Chlamydomonas reinhardtii 
3948. 

hybridization, evolution, Muntiacus reevesi, Muntiacus muntjak vaginalis 1353. 

hybridization, fluorescence RNA, Drosophila melanogaster, Drosophila hydei 1367. 

hybridization, genomes analysis, herpesvirus saimiri, herpesvirus ateles, tumors 
lymphoid cell lines 3839. 

hybridization, genomes, foot-and-mouth disease virus 5344. 

hybridization, herpes simplex virus RNA detection, cervix neoplasm, man 2731. 

hybridization, homothallism Neurospora 1856. 

hybridization, juveniles, cattle 300. 

hybridization, kinetics, mathematics 3980. 

hybridization, methodology 1780. 

hybridization, mRNA levels, development effects on, Gossypium hirsutum 2734. 

hybridization, nucleotide sequence, proteins, K12 cells, hamsters 808. 

hybridization, phage y-tsr-1, Corynebacterium diphtheriae, transduction, 
excision, genetic analysis 978. 

hybridization, phages 2950. 

hybridization, rRNA 16S polarity, psoralen cross-linking, Escherichia coli 5294 

hybridization, taxonomic significance, Spiroplasmataceae 318 

hybridization, Yersinia pestis, Yersinia pseudotuberculosis, characterization, 
species 229. 

hydralazine, 2-aminofluorene effects on, relationship acetylator phenotypes, 
lupus erythematosus, hepatocytes, rabbits 4362. 

hydration, phase transition 1388. 

hydration, thermodynamics 4465. 

hydrazine mustard, E.S.R. 2858. 

hydrodynamics breakage, computer programs 761. 

hydrodynamics, DNA concentration effects on, flow birefringence, phage T7 4474 

hydrodynamics, phage T7 3458. 

hydrogen peroxide effects on 1820. 

hydrogen peroxide, superoxide, hydroxyl radicals effects on, ColE! plasmids 5925. 

hydrolysis, acids solubility, sarcoma cell lines 3503. 

hydrolysis, age effects on, chondrocytes, rabbits 1809. 

hydrolysis, denaturation, kinetics 5154. 

hyatoxy acetylaminofluorene binding, effects on conformation, role carcinogenesis 
4174 

N-hydroxy-2-acetylaminofluorene adducts, radioimmunoassay, liver, rats 5366 

2-hydroxyamino-3-methylimidazolo{4,5-f]-quinoline reaction 759 

du ena meiiyl ts 8 srimetby psoralen adducts, purification, characterization 


5-hydroxymethyldeoxyuridylate modification, phage SP10 3652. 

1’- hydroxysafrole chemical modification, liver, mice 1824. 

LR. spectroscopy, Staphylococcus 6035. 

+immunoglobulin G, complexes, formation, polyamines effects on 6191 

immunoglobulins «-chain (uci, rearrangement, recombination, plasmacytoma, 
lymphocytes 5404. 

incomplete particles, characterization, adenovirus 2416. 

incorporation, nucleosides analogs, role DNA polymerase, herpes simplex virus 
infected HeLa cells 6181, 

incorporation, 6-thioguanine, CHO cells 5173, 

induction double-stranded breakage, DNA repair X radiation damage. cell lines, 
hamsters 4858. 

injection, genomes, nuclei, embryos, mice 4047. 

injections, role, antibodies, induction, bacteria lipopolysaccharides 4028. 

insertion erythroblasts, endocytosis, use transferrin, genetic engineering 4562, 

insertion sequence 5, gene expression, transcription, Escherichia coli 5603. 

insertion sequence 5, nucleotide sequence, Escherichia coli 5945. 

insertion sequence 5, nucleotide sequence, phage \ 4921. 

insertion sites, R factor, phage HP1, lysogency, Haemophilus influenzae 1417. 

integration, bovine leukemia virus proviruses, restriction endonuclease mapping. 

__ hybridization analysis, leukemogenesis. lymphoid cells 5637 

integration, characterization, transformed cells, adenovirus (human) 2, 
adenovirus (human) 5 329. 

integration, excision, recombination, phage \ 4006. 

integration MSB-| cells, role src gene, deficient mutants, Rous sarcoma virus 

interaction, chlordane derivatives, microsomes, liver, mice 3496. 

interaction chromium, carcinogenesis 769. 

interaction, conformation 1390. 

interaction DNA-binding protein, ultracentrifugation, electron microscopy, phage 


DNA, (continued) 

X174 5723. 

interaction, ethidium analogs, biological activity 2990. 

interaction, harmine, harmaline, calf thymus 355. 

interaction helicase, Escherichia coli 5187. 

interaction helicase, replication forks, phage ®X174 5193. : 

interaction, high mobility group proteins, conformational analysis, erythrocytes, 
chickens 6240. 

interaction histidine, X-ray diffraction 1387. 

interaction histones, chromatin structure 1024. 

interaction histones, nucleosomes reconstitution, E.S.R., erythrocytes, chickens 
4138. 

interaction histones, salts effects on complex conformation, HeLa cells 2062. 

interaction iron+bleomycin, E.S.R. 3336. 

interaction nucleoproteins, cell cycle effects on, chromatin, animals 1810. 

interaction, O-acetyl-4-hydroxyaminoquinoline-1-oxide, 
O,0’-diacetyl-4-hydroxyaminoquinoline-1-oxide, endonuclease $1, micrococcus 
luteus extracts effects on 3325. 

interaction peptides, fluorescence 4464. 

interaction, peptides, histones, Raman spectroscopy 4640 

interaction proteins, drugs, N.M.R., reviews 1389. 

interaction, proteins models 1903. 


interaction proteins, recA gene protein, DNA-binding protein, DNA topoisomerase, 


reviews 4158. 

interaction quinacrine, chloroquine, ethidium bromide, thermodynamics, 
calorimetry 4392. 

interaction, RNA polymerase. characterization, SV 40 2550 

interaction triiodothyronine receptors, nuclei, liver, rats 2601. 

interaction, 2-nitronaphthalene, mutagenicity testing, Salmonella typhimurium 
757 

interactions, magnesium, N.M.R. 3990. 

interaction+ thyroxine receptors proteins, nuclei 3614. 

intercalating agents, computer applications design 3858 

intercalation, neocarzinostatin chromophores, viscosity, electric dichroism 2439. 

intercalation, 9-aminoacridine lysyl-lysine derivative, E.S.R. 5911. 

interferon cDNA nucleotide sequence, man 4248. 

intermediates, transposition, phage Mu 4531. 

interspecific hybridization, evolutionary genetics, Salmonidae, Osmendae. 
Clupeidae 2415. 

interspecific hybridization, population genetics, Drosophila 1326 

ionic strength effects on light scattering, erythrocytes, chickens 350. 

ions binding, effects on conductivity 3465. 

iron chloride induction damage, nuclei, liver, rats 4866. 

isolation, characterization, avian erythroblastosis virus genes, chickens 2292. 

isolation, characterization, chloroplasts, Olisthodiscus luteus 1245. 

isolation, characterization, chromatin. Saprolegnia ferax, Achlya ambisexualis 
1540. 

isolation, characterization, herpesvirus (equine) 3 4469. 

isolation, characterization, phage 42 4470. 

isolation, characterization, proteinase effects on, Ehrlich ascites tumor cells 
2288. 

isolation, characterization, recombination, HeLa cells infection, adenovirus 
(human) 2 851 

isolation, characterization, reproductive statis effects on, Chrysanthemum tumer 
2279, 

isolation, cloning, restriction endonuclease mapping, Colobus polykomos C-type 
virus 2400 

isolation, coordination DNA biosynthesis, methodology 4478 

isolation, methodology 230. 

isolation, methodology 3846. 

isolation, MRNA hybridization, kidney, mice 2282. 

isolation, SV40 4357. 

jatrophone binding, Escherichia coli, Micrococcus luteus 2433 

Junctions, nucleotide sequence. polyoma virus, transformed cells 4920. 

kinetoplasts, characterization, homology, Trypanosoma gambiense, Trypanosoma 
equiperdum 1850. 

kinetoplasts, Cnthida luciliae, complementary RNA, labelling 1787. 

kinetoplasts, DNA gyrase analysis, Trypanosoma cruzi 3973 

pee ee enzymes characterization, Trypanosoma cruzi, Trypanosoma rangeli 
1870. 

kinetoplasts, nucleotide sequence hybndization, taxonomic significance, 
Leishmania tropica major, Leishmania aethiopica, Leishmania 325. 

kinetoplasts, restriction endonuclease analysis, Trypanosoma brucei 1315. 

Klebsiella pneumoniae mutants, replication, relationship, cell walls elongation, 
mecillinam effects on 1937. 

labelling, distribution, populations, cells 1905. 

labelling. retinol effects on, rats 776. 

lac operon promoters, thermal stability, point mutation effects on 2850. 

lacl gene, point mutation, 7a,8 
B-dihydroxy-9B, 10B-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene. 
3,4-epoxycyclopentapyrene, Escherichia coli 5372. 

lactoferrin binding, man 2605. 

lactose repressor binding activity, tetranitromethane chemical modification 
effects on, Escherichia coli 5204. 

length, methodology 342. 

ee N-nitroso-N-ethylurea effects on, relationship cell proliferation, rats 

levels, adenovirus (human) 5 infection, hepatocytes, mice 2960. 

levels, bone marrow, cattle 2287. 

levels, carcinogenesis effects on, man 740. 

levels, carcinoma cells, lung, stomach, mammary gland, man 2824. 

levels, cell cycle effects on, conidia, hyphae, Verticillium albo-atruam, 
Verticillium dahliae 1781. 

levels, effects on transcription, Escherichia coli 3263. 

levels, flow cytometry, Trypanosoma cruzi 4847. 

levels, fluorescence, phage T4, phage x. phage T7, phage ©29 1248. 

levels. metamorphosis effects on, Bombyx mon 934. 

levels, nuclei, Echinostelium minutum 1231. 

levels, oviduct, age effects, chickens, Cotumix cotumix japonica 194. 

levels, pH effects, Euglena 724. 

levels, pituitary tumors, correlation histopathology, man 2828. 

levels relationship polypolidy, Euglena terricola, Peridinium tabulatum 5904. 

levels, silk gland, Philasamia cynthia ricina 1790. 

levels, spermatozoa, sheep 2823. 

levels, stump-tailed macaque virus, 12-O-tetradecanoylphorbol-|3-acetate effects 
on, cell lines 1793 


7 RRR RRA RS 


ba 
te 
ey 
te 
my 
my 
Be 
ee 
bea, 


_ 2 


Be BR 


a 


a 


a 


a a ee 


Biochemistry Abstracts 2 vol. 12 


DNA, (continued) DNA, (continued) 
} levels, synovial fluid, serum, arthritis, man 231. methylation, relationship gene expression, polyoma virus 4016. 
i levels, thyroid papilloma, flow cytometry assays, man 1241. methylation, RNA biosynthesis, polytene chromosomes, Sciara coprophila 5073. 
1 levels, variations, carcinoma, man 5910. methylation, role gene regulation, reviews, eukaryotes 2512. 
dexA operon, binding lexA gene Asse products, Escherichia coli 3125. methylation, role genomes activation, Moloney leukemia virus 4490. 
ri ligands interaction, theories 3459 methylation, role regulation gene expression, oocytes, Xenopus laevis, adenovirus 
linkage, age effects on, hamsters ‘1860. (human) 2 transformed cells 2529. 
| linkage regions, r-7,t- 8-dihydroxy- t-9,10-oxy-7,8,9, 10-tetrahydrobenzo(a)pyrene methylation, role RNA biosynthesis, Xenopus laevis 2247. 
binding, embryo cells, mice 2857. methylation, role viruses gene regulation, eukaryotes, reviews 5048. 
sty linkage RNA, role initiation replication, Bacillus subtilis 3471. methylation, role, 1,2-dimethylhydrazine carcinogenicity, rats 5913. 
3 localization, chloroplasts, 4’-6-diamidino-2-phenylindole, fluorescence probes, methylation, role, 5-aza-2'-deoxycytidine reactivation, inactivation X chromosome 
" Triticum aestivum 1238. linkage gene HPRT, man 5643. 
Ay localization, methodology, use gold labelled deoxyribonuclease I, electron methylation, rRNA genes, relationship development, rats 3841. 
i iH microscopy 2273. methylation, S-adenosylmethionine 3333. 
| localization, use fluorescence microscopy 1791. methylation, S-adenosylmethionine, necrosis, chemicals, liver, rats 3327. 
a lymphocytes, characterization, bleomycin effects on, aplastic anaemia, man 269. methylation, sequence, effects on restriction endonuclease, cleavage 463. 
Bias lysyl-tryptophyl-c-lysine cleavage 4365. methylation, SV40 transformation effects on, fibroblasts, man 6079. 
7 lysyl-tryptophyl-c-lysine cleavage, apurinic sites, relationship mechanisms methylation, 1,2-dimethylhydrazine, fetuses, tissues, rats 255. 
endodeoxyribonuclease (apurinic or apyrimidinic) 4572. methylation, 5-azacytidine inhibition effects on hemoglobin protein biosynthesis, 
macronuclei, characterization, Ciliata 4340. baboons 5218. 
macronuclei, chromosomes, processing, Oxytricha nova 4027. methylation, 5-azacytidine reactivation, role, inactivation X chromosome, cell 
mammary gland tumors, mammary tumor virus, carcinogens, transformation 3T3 cells, lines, cell hybrids, man 5654. 
si, | restriction endonuclease inactivation, mice, man 3559. 5-methylcytosine assays, man 2625. 
mammary tumor virus, hybridization analysis, mice 4852. 5-methylcytosine distribution, animals, plants 5352. 


, | mammary tumor virus, nucleotide sequence, endodeoxyribonuclease EcoRI, mice 2342. mice, transformation fibroblasts cells, murine leukemia virus enhancement 4085. 
tumor virus, nucleotide sequence, tumorigenicity, adenocarcinoma, mammary micrococcal endonuclease digestion, heat shock locus 67B, Drosophila melanogaster 


mammary 
gland, mice 4412. 3454. 
mammary tumor virus proviruses, association leukemogenesis, restriction micrococcal endonuclease sensitivity, thyrotropin effects on, thyroid 5364. 
mm endonuclease mapping, hybridization analysis, mice 4832. microwave radiation absorption 4389. 
| mammary tumor virus, proviruses, repeated sequence, characterization 3910. minute virus of mice, single stranded conversion replicative form, DNA polymerase 
man cell lines genomes, detection, hybridization, cloning baboon endogenous virus I, Ebrlich ascites tumor cells 4114. 
Tepeated sequence 3870. mitochondria, aflatoxin B1 interaction, animals 2992. 
manganese binding 4394. mitochondria, Aspergillus amstelodami, rgd 1 gene mutants, replication, 
i) manganese binding, N.M.R. 4393. characterization 3442. 
, mapping, characterization, retrovirus (avian) infection chick exibryos 1338. mitochondria, association characterization tRNA genes 3367. 
i mapping, electron microscopy, data processing 1854. mitochondria, characterization, mutants, Neurospora crassa 212. 
mapping, phage P22 801. mitochondria, chloramphenicol resistance genes, cell culture, man 444. 
ie h mapping, plasmid pNE131, Staphylococcus epidermidis 1369. mitochondria, cloning, restriction endonuclease mapping, comparison Paramecium 
tl mapping, shope papilloma virus, correlation papilloma virus (bovine) 1378. primaurelia, Paramecium tetraaurelia 1370. 
Marek’s disease virus, characterization, attenuation, chick embryos fibroblasts mitochondria, cytochrome b, gene mapping, Saccharomyces cerevisiae 308. 
2331. mitochondria, electrophoresis, Vicia faba 1772. 
Marek’s disease virus, herpesvirus (turkey), nucleotide sequence, repeated mitochondria, endodeoxyribonuclease Hpal mapping, race differences, evolution, 
q sequence, genomes 4919. man 1361. 
a maturation, SV40 1410. mitochondria, evolution, nucleotide sequence, Zea mays 828. 
. j| measurements, polyploidy, Cystopteris bemh 214. mitochondria, genes, mapping, Kluyveromyces lactis, Saccharomycopsis lipolytica 
as mechanism conformational analysis, theories, sites competition 3419. 1316. 
» mechanisms hydralazine effects on, role systemic lupus erythematosus, man 4363. mitochondria genomes, restriction endonuclease mapping, cloning, Paramecium 
melting, electron microscopy, replicative form, phage ®X174 3457. tetraurelia, Paramecium primaurelia 4411. 
4 melting, models, methylmercury interaction cytosine, N.M.R. 4177. mitochondria, HeLa cells, protection, cross-linking, psoralen 335. 
rr | melting, pH effects on 3464. mitochondria, homology, gene amplification, Podospora anserina 1485. 
i melting, thermal stability, polycations, complex 354. mitochondria, introns association evolution, reviews, yeasts 5732. 
ie f metabolism, 5-fluorouracil effects on, cells, melanoma 5744. mitochondria, levels, isotopes dilution, methodology, Saccharomyces cerevisiae 
ij, metals effects on breakage, CHO cells, hamsters 5184. 2818. 
Ce 8-methoxypsoralen, 4,5’ ,8-trimethylpsoralen binding, U.V. radiation 4384. mitochondria, levels, mice rats hybrids cells 4349. 
sat | N-methyl-4-aminoazobenzene binding, liver, rats 4371. mitochondria, localization chloramphenicol antibiotic resistance genes, HeLa 
elite methylangelicins interactions 1827. cellsx HT1080 cells 4060. 
*" i) methylation, adenine phosphoribosyltransferase genes, hamsters; effects on gene mitochondria, maternal inheritance, polymorphism, fibroblasts, man 211. 
t\ expression, L-cells 5623. mitochondria, Neurospora crassa variants, characterization 3354. 
| methylation, adenine phosphoribosyltransferase genes, hamsters, effects on gene mitochondria, nucleotide sequence, genetics variation, comparison, apes, man 817. 
| expression, L-cells, mice 5623. mitochondria, nucleotide sequence, genomes, Aspergillus nidulans 313. 
methylation, assays, Neisseria gonorthoeae 3303. mitochondria, nucleotide sequence homology, Nicotiana tabacum, Zea mays, 
methylation, assays, Stylonychia mytilus 4848. Phaseolus vulgaris 3364. 
methylation, association, latency, herpes simplex virus 5001. mitochondria, nucleotide sequence, mice 2357. 
i) methylation, BHK 21 HS 5 cells 2500. mitochondria, nucleotide sequence, phylogeny, Mus musculus 1839. 
) ) methylation, cimetidine metabolites, nitrosocimetidine, comparison mitochondria, nucleotide sequence rRNA, tRNA genes, Neurospora crassa 2402. 
mene if N-nitroso-N-methy]-N’-nitroguanidine, carcinogenesis, rats 4372. mitochondria, nucleotide sequence rRNA 15S genes, ochre mutant, yeasts 5383. 
} methylation, comparison plants, animals 5989. mitochondria, nucleotide sequence, tRNA, genes, nucleotide sequence 1365. 
| methylation, differentration relationship, embryos, rabbits 3308. mitochondria, proteins, complex, isolation, characterization, liver, rats 1562. 
) methylation, effects on DNA cleavage, restriction endonuclease, Thermus mitochondria, replication, age effects, liver, rats 416. 
a thermophilus 3569. mitochondria, replication, nucleotide sequence, mice, man 884. 
) methylation, effects on, proviruses, expression, murine leukemia virus 5557. mitochondria, restriction endonuclease analysis, Rattus norvegicus, Rattus rattus 
ft | methylation, estradiol, calcium effects on, age, brain, rats 484. 1836. etal 
#| methylation, ethionine effects on, V79 cells 3485. mitochondria, restriction endonuclease, electrophoresis, nucleotide sequence, 
ih methylation, fibroblasts, man 5896. population studies 292. 
wea methylation, function, Myxococcus xanthus 1767. mitochondria, restriction endonuclease mapping, comparison Drosophila 
methylation, genes activity, animal cells 2999. melanogaster, Drosophila virilis 2378. 
methylation, herpesvirus saimiri, tumor cells 4871. mitochondria, restriction endonuclease mapping, hybridization analysis, Zea mays 
methylation, hydrazine, mice 774. 6012. 
methylation, hydrazine, rats 1250. mitochondria, restriction endonuclease mapping, Podospora anserina 3891. 
methylation inheritance, Xenopus laevis 5554. mitochondria, restriction endonuclease mapping, strains comparison, Zea mays 
methylation, inhibition, N-methyl-N-nitro-N-nitrosoguanidine, Raji cells 1944. 3904. 
methylation, J chain genes expression, lymphocytes B 977. mitochondria, restriction endonuclease mapping, viruses transformed cells, 
methylation, L-ethionine effects on, P-815 cells 1287. comparison control cells 2395. 
si ' methylation, levels, benzo(a)pyrene, 3-methylcholanthrene, transformed cells, mitochondria, restriction endonuclease mapping, Xenopus laevis 5478. 
cell lines, mice 4944. mitochondria, ribosubstitution, mice 2382. 
methylation, lymphoid tissue, immune response, rats 430. mitochondria, role senescence, Podospora anserina 5550. 
methylation, mammary tumor virus, correlation tumorigenesis, mice 5022. mitochondria, Torulopis glabrata, Kloeckera africana, nucleotide sequence 
methylation, man 5-globin, B-globin genes, fibroblasts, mice 5052. ‘ rearrangement, hybridization, Saccharomyces cerevisiae 3440. 
methylation, Moloney leukemia virus proviruses, expression, embryos carcinoma mitochondria, transformation, Saccharomyces cerevisiae 5563. 
} cells, mice 5079. mitochondria, tRNA genes, nucleotide sequence, liver, rats 2927. 
|| methylation, Mycobacterium tuberculosis, Mycobacterium smegmatis 1235. mitomycin C binding, calf thymus 3985. 
methylation, N-nitroso-N-methyl-N’-nitroguanidine, DNA repair effects on, modification, chromatin, SV40 1419. 
Salmonella typhimurium 3497. modification, cis-platinum diamminodichloride 1285. 
methylation, N-nitroso-N-methylurea, dimethy] sulfate, sister chromatid exchange, modification, endodeoxyribonuclease digestion, phages 2019. 
chromosome aberrations, cell culture, hamsters 3613. modification, lung, benzo(a)pyrene, 2-aminoanthracene, 4-nitroquinoline-1-oxide, 
lation, N-nitrosodimethylamine, catabolism 7-methylguanine, rats 267. 
-methylguanine, rats 1283. modification, relationship endodeoxyribonuclease activity, bacteria 1965. 
methylation, N-nitrosodimethylamine, hepatocytes, rats 1284. molecular weight, age effects on, lymphocytes, man 4354. 
methylation, nitrosocimetidine, Raji cells 1256. molecular weight, chloroplasts, mitochondria, Brassica 348. 
methylation, nucleotide sequence specificity, plants 3931. molecular weight effects on hydrodynamics, optical properties, viscosity 4475. 
methylation, regulation gene expression, thymidine kinase genes herpes simplex molecular weight, electron microscopy characterization, phage PK1 4985. 
virus, deficient mutant, L cells, mice 6146. molecular weight, neutron scattering, deuterium oxide 3460, 
i _ methylation, relationship gene expression, fibroblasts, man 4084. Moloney leukemia virus, cloning, phage }, restriction endonuclease mapping, 
Ls methylation, relationship, gene expression, infectivity Moloney leukemia virus, repeated sequence, insertion 2870. 
mice 297}. mos gene, nucleotide sequence, biological properties, Moloney sarcoma virus 3374 


methylation, relationship gene expression, J chain genes, lymphocytes B 3020. murine leukemia virus, Content, lymphoma tissues, mice 4337 


Subject Index 


DNA, (continued) Ree ’ 

murine leukemia virus, genomes, restriction endonuclease mapping, isolation, Mus 
musculus castaneus 2869. 

murine leukemia virus, isolation, mice DNA, characterization 3888. 

murine leukemia virus, mink cytopathic focus-forming virus, homology, gene 
mapping, restriction-modification 1384. ‘ 

mutagenesis methodology, tetracycline antibiotic resistance genes, plasmid pKB280 
2316. 

mutagenesis, N-nitroso-N-methyl-N’-nitroguanidine, methylmethanesulfonate, cell 
lines, hamsters 5447. 

mutants, transfection, tumorigenesis, fibroblasts, CHO cells 5653. 

mutation, isolation, methodology, Drosophila melanogaster 739. 

mutation methodology 5560. ; 

Mycobacterium leprae, thymidine incorporation, macrophages, factors affecting 
926. 

neocarzinostatin, chromophores adducts, deoxyadenosine modification 5933, 

nicking enzymes, aromatic tripeptides 2597. 

1-nitropyrene binding, xanthine oxidase activation 3334. 

4-nitroquinoline 1-oxide binding, chromatin, WI-38 cells 771. 

nitrosamines alkylation, carcinogenesis, mutagenesis 2311. 

N-nitroso-N-methyl-N’-nitroguanidine adducts, induction 06-methylguanine 
acceptors proteins, HeLa cells 5209. 

N-nitrosodiethylamine, phenobarbitone effects on, liver, rats 5373. 

N-nitrosopyrrolidine adducts formation, liver, rats 4864. 

nogalamycin, ethidium bromide binding, calf thymus 781. 

nonhistone proteins binding, liver, rats 3629. 

nuclear polyhedrosis virus, transfection Spodoptera frugiperda cell lines 5650. 

nuclei levels, assays 1236. 

nuclei matrix, benzo(a)pyrene binding, liver, rats 1281. 

nucleosomes charactenzation, fluorescence anisotropy, chromatin, ethidium 
binding 491. 

nucleosomes, histones, liver, rats 2065. 

nucleosomes, RNA polymerase, complex, characterization, nuclei, liver, rats 5131. 

nucleosomes structure, chromatin, use micrococcal endonuclease probes, monkeys 
4140. 

nucleotide sequence, a-actin genes, chickens 3960. 

nucleotide sequence, p-globin genes, cloning, developmental genetics, chick 
embryos 957. 

nucleotide sequence, a-globin genes, ducks 3909. 

nucleotide sequence, B-globin genes, embryos, mice 3410. 

nucleotide sequence, B-globin genes flanking regions, thalassemia effects on, 
man 3347. 


DNA, (continued) 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


computer programs 1304. 
computer programs 1305. 
computer programs 13066. 
computer programs 1314. 


computer programs 2916. ; ; 
computer programs analysis, evolutionary genetics 858. 


nucleotide sequence conservation, role inverted repeat, chloroplasts, 
angiospermae 4409, oon ; 
nucleotide sequence conservation, tuf gene, Escherichia coli 1841. Leds 
nucleotide sequence, correlation, gene mapping, lacI gene mutation, Escherichia 
coli 5446. 
nucleotide sequence, corticotropin B-lipotropin precursors genes, placenta, 
man 3388. 
nucleotide sequence, corticotropin lipotropin precursors genes, cattle 1857. 
nucleotide sequence, coupling factor | B-subunit, €-subunit genes, 
chloroplasts, Zea mays 4907. , 
nucleotide sequence, cycl-11 gene, cytochrome c deficient mutant, Saccharomyces 
cerevisiae 1375. 
nucleotide sequence, cytochrome b genes, mitochondria, Aspergillus nidulans 2315. 
nucleotide sequence, cytochrome b genes, mitochondria, Saccharomyces cerevisiae 
5974, 
nucleotide sequence, cytochrome c oxidase, adenosinetriphosphatase, (RNA genes, 
mitochondna, liver, rats 3927. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


cytochrome c oxidase genes, Zea mays 2366. 

data banks, computer 1298. 

deletion, hybrids, plasmid pSC101, phage A 1893. 
deletion mutant, insertion sequence | R factor R100 5429. 
deletion, mutants, cauliflower mosaic virus 1840. 

deletion mutants, cauliflower mosaic virus 852. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


3880. 


nucleotide sequence, 


3882. 
nucleotide sequence, 


a-putrescinylthymine levels, phage ®W-14 2403. 

actin genes, gene libraries, skeletal muscle, rats 5943. 
actin genes, Strongylocentrotus tus 4401. 
adenosinetriphosphatase genes, Escherichia coli 4454. 
adenosinetriphosphatase subunits genes, Escherichia coli 


adenosinetriphosphatase subunits genes, Escherichia coli 


adenosinetriphosphatase subunits genes, comparion 


mitochondna, nuclei genomes, Neurospora crassa 5382. 

nucleotide sequence, adenovirus (human) 12 insertion sequences, transformed cells 
4875. 

nucleotide sequence, adenovirus (human) 5 insertion sequences, hamsters 
transformed cells 3453. 

nucleotide sequence, alanyltRNA synthetase genes, comparison amino acid 
sequence, Escherichia coli 2879. 


nucleotide sequence 

nucleotide sequence. 

nucleotide sequence. 
1858. 

nucleotide sequence 


, albumin genes, rats 3409. 
, alkaline phosphatase genes, Escherichia coli 1831 
, Alu family corticotropin lipotropin precursors genes, man 


, ampC gene, Escherichia coli 1373. 


nucleotide sequence, analysis, chromatin, methodology 3352. 

nucleotide sequence analysis, methodology, y-globin 1325. 

nucleotide sequence, antigen T genes, defective mutant, SV40 3376. 

nucleotide sequence, araB gene, araC gene, Salmonella typhimurium 2412. 

nucleotide sequence, arabinose promoter promoters multiple forms, cloning, 
Escherichia coli 5443. 

nucleotide sequence, aroG gene, Escherichia coli 4432. 

nucleotide sequence, asd gene, Escherichia coli 3435. 

nucleotide sequence, association dicyclohexylcarbodiimide-binding protein genes, 
DNA, mitochondria, Neurospora crassa 6016. 


nucleotide sequence deletion, restriction sites 330. 

nucleotide sequence determination, computer programs 871. 

nucleotide sequence, determination, gels, electrophoresis 228. 

nucleotide sequence determination, methodology 3976. 

nucleotide sequence determination, methodology 4461. 

nucleotide sequence, determination, methodology 4938. 

nucleotide sequence determination, methodology 5377. 

nucleotide sequence determination, reviews 2886. 

nucleotide sequence, DNA nucleotidylexotransferase synthesis 
polydeoxyribonucleotides 6187. 

nucleotide sequence, DNA-binding protein genes, adenovirus (human) 2 4932. 

nucleotide sequence duplication, hybridization, fibroin, Bombyx mori, 
strongylocentratus purpuratus 2891. 

nucleotide sequence effects on DNA polymerase I 4617. 

nucleotide sequence, evolution, Strongylocentrotus purpuratus 1349. 

nucleotide sequence, F factor, homology replication origin Escherichia coli, 
Salmonella typhimurium 3452. 

nucleotide sequence, fibroblasts interferon genes, man 2359 

nucleotide sequence, flanking regions, immunoglobulin C genes, myeloma cells 
4462. 

nucleotide sequence, frdA gene, Escherichia coli 5424. 

nucleotide sequence, gene cob, mitochondria, yeasts 4451. 

nucleotide sequence, gene Q, phage \ 3382. 

nucleotide sequence, genes 5-subunit adenosinetriphosphatase, loci, gene 
mapping, Escherichia coli 5493. 

nucleotide sequence, genes homology, transposition, Drosophila melanogaster 860. 

nucleotide sequence, genes, parathyroid hormone, cattle 2925. 

nucleotide sequence, genomes, papilloma virus (bovine) 1 5952. 

nucleotide sequence, genomes, phage fl, comparison phage M13, phage fd 4978. 

nucleotide sequence, heat shock genes, Drosophila melanogaster, Drosophila 
simulans 4965. 

nucleotide sequence, heat shock proteins genes, Drosophila melanogaster, 
relationship a-crystallin, mammals 5486. 

nucleotide sequence, heat shock proteins genes, Drosophila melanogaster 5492. 

OG sequence, heavy chains, immunoglobulins constant region genes, mice 

nucleotide sequence, hemagglutinins genes, comparison fowl plague virus, 
influenza virus 4256. 

nucleotide sequence, hemagglutinins genes, fowl plague virus 4442. 

nucleotide sequence, hemagglutinins genes, influenza A virus 4258. 

nucleotide sequence, hemagglutinins, neuraminidase genes, influenza A virus 4257. 

nucleotide sequence, herpes simplex virus, transfection, association thymidine 
kinase genes 4483. 


nucleotide sequence, 
nucleotide sequence, 
4979. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
1886. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


binding sites, netropsin, distamycin, actinomycin 6030. 
¢-myc locus, comparison v-myc gene, avian leukosis virus 


cauliflower mosaic virus 1328. 

characterization, electron microscopy, frog virus 3 1371 
characterization, murine leukemia virus 2351. 
characterization, polyoma virus 334. 

chloropiast, Euglena gracili, comparison Escherichia coli 


chymosin genes, stomach, juveniles cattle 3527. 
cistrons, phage T4 3907. 
cleavage sites, SV40, DNA topoisomerase I, eukaryotes 3406. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
4886. 
nucleoude sequence, 
nucleotide sequence, 


homology, lymphocytes B antigens amino acid sequence, man 6014. 
nucleotide sequence, histocompatibility gene H-2, K region, heavy chain, mice 


6007. 


herpes simplex virus 1 1184. 

herpes simplex virus 1 1879. 

herpes simplex virus 1 5953. 

Herpesvirus saimiri, tumor cells 2323. 

his 3 gene, role promoters mutants, Saccharomyces cerevisiae 


histocompatibility antigen H-2 L determinants, mice 1842. 
histocompatibility antigen HLA DR determinants genes, 


nucleotide sequence, clones, hepatitis B virus 294. 

nucleotide sequence, cob gene introns, mitochondria, Aspergillus nidulans 5983. 

nucleotide sequence, colicin El genes, Escherichia coli 5378. 

nucleotide sequence, colicin El genes, location promoters, operators regions, 
Escherichia coli 2903. 

nucleotide sequence, collagen gene, Drosophila melanogaster 5390. 

nucleotide sequence, collagen genes, man 2938. 

ego sequence, comparison proteins amino acid sequence, adenovirus (human) 

nucleotide sequence, comparison proteins amino acid sequence, phage f1 2878. 

nucleotide sequence, comparison RNA polymerase subunits amino acid sequence, 
Escherichia coli 2877 

nucleotide sequence, comparison RNA polymerase subunits amino acid sequence. 
Escherichia coli 2877. 

nucleotide sequence, computer programs 867. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


x GGG | 


68 


computer programs 869. 
computer programs 870. 
computer programs 872. 
computer programs 1299. 
computer programs 1300. 
computer programs 1301. 


nucleotide sequence, histone H2A genes, transcription initiation sites, 
Psammechinus miliaris 5489. 

nucleotide sequence, histone HS genes, erythrocytes, chickens 3348. 

boc sequence homology, Abelson leukemia virus, mice, characterization 

nucleotide sequence, homology, algorithms 1303. 

nucleotide sequence, homology, analysis, data banks 1324. 

nucleotide sequence homology, elongation factor Tu genes, Escherichia coli, 
chloroplasts, Chlamydomonas reinhardtii 5435. 

nucleoude sequence, homology, methodology 1322. 

nucleotide sequence, homology, regulation, hsp 70 gene, aB gene, 
Drosophila melanogaster 450. 

nucleotide sequence homology, tRNA 5S genes, man mitochondria, bacteria 3392. 

nucleotide sequence, hybridization analysis, homology, nuclear polyhedrosis 
virus, Autographa californica, Orgyia pseudotsugata 5951. 

nucleotide sequence, immunoglobulin «x-chain J gene, man 3407. 

nucleotide sequence, immunoglobulin E genes, pseudogenes, man 5956, 

nucleotide sequence, immunoglobulin G constant region -y-chain genes, man 
5412. 

nucleotide sequence, immunoglobulin G heavy-chains constant region a gene. 
man 4419. 

nucleotide sequence, immunoglobulins heavy chains switch regions repeated 


iS 


Biochemistry Abstracts 2 vol. 12 


DNA, (continued) 

sequence, mice 3940. 

eee sequence, immunoglobulins heavy chains variable region genes, mice 

“hee sequence, immunoglobulins heavy chains variable region genes, mice 

nucleotide sequence, immunoglobulins heavy chains variable region genes 3939. 

ee ronce sequence, immunoglobulins heavy chains variable region genes, mice 

nucleotide sequence, immunoglobulins heavy chains variable region j1-chain, 
&-chain genes, lymphocytes B lymphoma, mice 5959. 

ecco sequence, immunoglobulins light chains comparison heavy chains genes 

mucleotide sequence, immunoglobulins light chains genes, mice 5401. 

nucleotide sequence, immunoglobulins variable region «-chain genes 
5’-terminus, plasmacytoma cells 5958. 

nucleotide sequence, immunoglobulins \1-chain constant region genes, 
defective mutant, mice 5396. 

nucleotide sequence, influenza virus, cloning, double-stranded association, 
hemagglutinins genes 4550. 

nucleotide sequence, initiation factor 3 genes, Escherichia coli 3397. 

nucleotide sequence, initiation sites, ribosomes binding sites, penicillinase 
genes, Staphylococcus aureus 2874. 

nucleotide sequence, insertion sequence, attP gene, phage d, phage 343 3874. 

nucleotide sequence, insertion sequence 5, phage Mu 2411. 

nucleotide sequence, insertion sequences, adenovirus (human) 5 3341. 

nucleotide sequence, insertion specificity, transposon Tn10, bacteria 1876. 

nucleotide sequence, insulin genes flanking regions, man 2943. 

nucleotide sequence, interferon genes, chromosome 9, leukocytes, man 3930. 

nucleotide sequence, interferon, leukocytes, man 831. 

nucleotide sequence, lamB gene, phage d receptors, Escherichia coli 1843. 

nucleotide sequence, leghemoglobin genes, multiple forms, Glycine max 3922. 

nucleotide sequence, leucine operon, Escherichia coli 3447. 

nucleotide sequence, localization tRNA Ile, tRNA Ala genes, Bacillus subtilis 
1874. 

nucleotide sequence, location introns, extrons, computer programs 868. 

nucleotide sequence, lox locus, recombination, phage P1 4956. 

nucleotide sequence, maltose operon, relationship function 4880. 

nucleotide sequence, mapping, heterochromatin, Secale cereale 1345. 

nucleotide sequence, mating genes, Saccharomyces cerevisiae 2388. 

nucleotide sequence, methodology, tRNA Tyr genes yeasts 3346. 

nucleotide sequence, methylation, arrangement, chickens 326. 

nucleotide sequence, mitochondria cytochrome C oxidase subunits genes, comparison 
Rattus norvegicus, Rattus rattus 3936. 

nucleotide sequence, mitochondria genomes, Aspergillus nidulans 3946. 

nucleotide sequence, mitochondria genomes, Aspergillus nidulans 5969. 

nucleotide sequence, mitochondria genomes, cattle, comparison man, evolution 
3926. 

nucleotide sequence, mitochondria tRNA genes, rats 3918. 


nucleotide sequence, Moloney sarcoma virus mos gene, homology placenta, man 4953. 


nucleotide sequence, monkeys, hybridization SV40 1380. 

nucleotide sequence, mRNA linkage, Dictyostelium discoideum 832. 

nucleotide sequence, N-acetoxy-2-acetylaminofluorene induction mutation, 
mechanisms 4854. 

nucleotide sequence, neuraminidase genes, influenza A virus 2327. 

nucleotide sequence, nucleosomes, SV40 5966. 

nucleotide sequence, ompA gene, Shigella dysenteriae, comparison Escherichia coli 
2942. 

nucleotide sequence, organization, Eleusine coracana 2901. 

nucleotide sequence organization, genomes, reviews, vertebrates 5991. 

nucleotide sequence organization, reassociation kinetics, Oryza sativa 2421. 

nucleotide sequence, ovalbumin loci Y gene, chickens 3961. 

nucleotide sequence, ovomucoid genes, transcription initiation sites, chickens 
6009. 

nucleotide sequence, papilloma virus 4529. 

nucleotide sequence, papilloma virus (human)1 3414. 

nucleotide sequence, penicillinase genes, Bacillus licheniformis 2413. 

nucleotide sequence, penicillinase genes, Escherichia coli, comparison 
Pseudomonas aeruginosa, evolution 1357. 

nucleotide sequence, penicillinase genes, Escherichia coli, comparison 
Pseudomonas aeruginosa 2929. 

nucleotide sequence periodicity, evolution 317. 

nucleotide sequence, phage SPP1, Bacillus subtilis 3425. 

nucleotide sequence, phoA gene, Escherichia coli 3450. 

nucleotide sequence, phosphoglycerate kinase genes promoters, Saccharomyces 
cerevisiae 2923. 

nucleotide sequence, plasma proteins, Drosophila 2379. 

nucleotide sequence, plasmid pBR325 2408. 

nucleotide sequence, plasmid pC194 3436. 

nucleotide sequence, plasmid pE194 3434. 

nucleotide sequence, plasmid pSN2 3415. 

nucleotide sequence, plasmid pT181 repC gene, Staphylococcus aureus 5438. 

nucleotide sequence, polA gene genes, Escherichia coli 4438. 

nucleotide sequence, polyoma virus mice hybrids genomes 4899. 

nucleotide sequence, prokaryotes, eukaryotes 788. 

nucleotide sequence, promoters, histidine, arginine, transport operons, 
Salmonella typhimurium 5434. 

nucleotide sequence, promoters region, bacteriocins operons, bacteriocinogenic 
factors 3345. 

nucleotide sequence, promoters, RNA polymerase, phage T7 2863. 

nucleotide sequence, proviruses genomes repeated sequence, spleen necrosis virus 
4970. 

nucleotide sequence, Qa-2 gene, Qa-3 gene, Neurospora crassa 5389. 

nucleotide sequence recognition, endodeoxyribonuclease EcoRI 2011. 

nucleotide sequence, recognition, restriction endonuclease sites, computer 
programs 1313. 

nucleotide sequence, recombination, phage \ 4877. 

nucleotide sequence, relationship conformation, poly(dA-dT) 1356. 

nucleotide sequence, relationship sister chromatid exchange, chromosomes, V79-E 
cells 4134. 

nucleotide sequence, repeated sequence, avian myeloblastosis virus 3373. 

nucleotide sequence, repeated sequence, Drosophila melanogaster 4913. 

nucleotide sequence, repeated sequence, Epstein-Barr virus 4926. 

nucleotide sequence, repeated sequence, genomes, mice 4908. 

nucleotide sequence, replication origin, mitochondria genomes, Saccharomyces 
cerevisiae 5394. 


DNA, (continued) 
nucleotide sequence, replication origin, phage ®X174 1482. 
nucleotide sequence, replication regions, Saccharomyces cerevisiae 3911. 
nucleotide sequence, restriction endonuclease, sex differences, Drosophila 1892. 
nucleotide sequence, reviews, Tetrahymena thermophila 4444. 
nucleotide sequence, ribosomal protein $1 genes, Escherichia coli 3342. 
nucleotide sequence, ribulosebisphosphate carboxylase genes introns, 
chloroplasts, Nicotiana tabacum 4893. 
nucleotide sequence, role kinetics, endodeoxyribonuclease 2547. 
nucleotide sequence, Rous sarcoma virus proviruses integration sites, rats 
transformed cells 3873. 
nucleotide sequence, rpoC gene, Escherichia coli 4423. 
nucleotide sequence, rpoC gene, Escherichia coli 5968. 
nucleotide sequence, rpsA gene, Escherichia coli 4918. 
nucleotide sequence, rRNA genes, 5’-terminus, spacer regions, rats 5984. 
nucleotide sequence, rRNA genes, Dictyostelium discoideum 2526. 
nucleotide sequence, rRNA genes introns, comparison Tetrahymena thermophilia, 
Tetrahymena pigmentosa 3417. 
nucleotide sequence, rRNA genes spacer regions, chloroplasts, Nicotiana tabacum 
2906. 
nucleotide sequence, rRNA genes, Tetrahymena pigmentosa 4881. 
nucleotide sequence, rRNA genes, transcription initiation sites, mitochondria, 
Saccharomyces cerevisiae 3971. 
nucleotide sequence, rRNA genes transcription initiation sites, man, comparison 
mice, rats 3935. 
nucleotide sequence, rRNA genes transcription initiation sites, HeLa cells 3959. 
nucleotide sequence, rRNA, histones genes, Drosophila melanogaster 4947. 
nucleotide sequence, rRNA 15S genes, mitochondria, yeasts 1872. 
nucleotide sequence, rRNA 28S genes, mice, comparison yeasts, Drosophila, Xenopus 
3351. 
nucleotide sequence, rRNA 45S precursors genes introns, rats 4448. 
nucleotide sequence, rRNA 5S genes, Linum 4960. 
nucleotide sequence, rRNA 5.8S genes+flanking regions, Physarum polycephalum 
3362. 
nucleotide sequence, rRNA 5.8S genes, multiple forms, Schizosaccharomyces pombe, 
comparison Saccharomyces cerevisiae, Neuvospora crassa 3259. 
nucleotide sequence, Saccharomyces cerevisiae 5385. 
de sequence, satellite DNA, cattle 4963. 
nucleotide sequence, satellite DNA, comparison immunoglobulins heavy chains 
variable region genes, man 5980. 
nucleotide sequence, secondary structure, rRNA genes, Aspergillus nidulans 5387. 
nucleotide sequence specificity, endonuclease S1 cleavage phage ®X174 DNA 
3054. 
nucleotide sequence specificity, frameshift mutation, Escherichia coli 5947. 
nucleotide sequence, splice junctions 2410. 
nucleotide sequence, structure, Triticum 347. 
nucleotide sequence, SUF2 gene, genes 5453. 
nucleotide sequence, tail fibers genes, phage T4 1844. 
nucleotide sequence, termini rearrangement, host range mutants, melanoma cell 
lines, adenovirus (human) 12 4414. 
nucleotide sequence, transcription initiation sites, deo operon, Escherichia coli 
3391. 
nucleotide sequence, transcription initiation sites, immunoglobulins «-chain 
genes 5398. 
nucleotide sequence, transcription initiation sites, phage T4 5962. 
nucleotide sequence, transcription termination sites, (RNA genes, Tetrahymena 
thermophila 1884. 
nucleotide sequence, transcription, translation initiation sites, Bacillus 
subtilis 3444, 
nucleotide sequence, transposon mdg3 repeated sequence, Drosophila melanogaster 
6013. : 
nucleotide sequence, transposon Tn21, Escherichia coli 1351. 
nucleotide sequence, transposon Tn3 role plasmids recombination 4050. 
nucleotide sequence, transposon Tn4, insertion sequences 4433. 
ee sequence, transposon 412 repeated sequence, Drosophila melanogaster 
10. 
nucleotide sequence, transposons, Drosophila 2940. 
nucleotide sequence, transposons, Drosophila melanogaster 859. 
nucleotide sequence, tRNA Asp, tRNA Gly, tRNA Glu genes, pseudogenes, rats 3962. 
nucleotide sequence, tRNA His genes, mice 4891. 
nucleotide sequence, tRNA Leu genes, chloroplasts, Zea mays 3917. 
nucleotide sequence; tRNA Leu genes, introns, yeasts 979. 
nucleotide sequence, tRNA Leu genes promoters regions, Xenopus laevis 4900. 
nucleotide sequence, tRNA Pro tRNA Lys genes clusters, gene libraries, rats 6024. 
ne eae sequence, tRNA Ser, tRNA Arg, tRNA Val genes, Saccharomyces cerevisiae 
nucleotide sequence, tRNA Val genes, chloroplasts, Zea mays 819. 
nucleotide sequence, tRNA Val genes, Drosophila melanogaster 3363. 
nucleotide sequence, trpD gene, Escherichia coli 4397. 
nucleotide sequence, trpE gene, Salmonella typhimurium, comparison Escherichia 
coli 5965. 
nucleotide sequence, trpS gene, Escherichia coli 1498. 
nucleotide sequence, tryptophan synthase genes, Saccharomyces cerevisiae 3418. 
nucleotide sequence, uvrB gene, promoters, Escherichia coli 1341. 
nucleotide sequence, woodchuck hepatitis virus 866. 
rae sequence, woodchuck hepatitis virus, comparison, hepatitis B virus 
nucleotide sequence, Zea mays 298. 
04-methyldeoxythymidine incorporation, V79 cells 3133. 
hee emmy 7-methylguanine purification, N-nitrosdimethylamine treatment, 
mice 5742. 
organizaiton, nucleosomes, chromatin, electron microscopy 4668. 
organization, interphase nuclei, HeLa cells 4137. 
orientation, phage fl 2322. 
orientation, phage M13Goril x phage G4 hybrids 3908. 
oxidation 762. 
oxidation, y radiation effects on, identification 
5,6-dihydroxy-5,6-dihydrothymine, high-pressure liquid chromatography 3857. 
oxidation, methodology, use, reviews 1085. 
packaging, capsids, phage T4 3991. 
packaging, characterization, phage T4 2431. 
packaging, DNA topoisomerase assays, phage P2 846. 
packaging, phage T7 procapsids 4997. 
packing, structure, phage fd, phage Xf, phage Pfl, phage Pf3 3370. 
pairing proteins, role recombination, punfication, characterization, Ustilago 
maydis 4163. 


69 


Subject Index 


DNA, (continued) 
palindromes, charactcrization, Mus musculus 1352. 
palindromes, characterization, Drosophila melanogaster 1377. ; 
palindromes, double-stranded, binding, cleavage, kinetics, endodeoxyribonuclease 
EcoRI subunits, Escherichia coli 6164. 


palindromes sequence, role frameshift mutation, mechanisms, models, Saccharomyces 


cerevisiae 5463. 
papilloma virus (bovine) 1, tumors, characterization, hamsters 2908. 
papilloma virus (bovine) 2, detection, characterization, fibrosarcoma, hamsters 
953. 
papilloma virus (human), hybridization analysis, carcinoma, man 5350. 
papilloma virus (human) 5, hybridization analysis, epidermodysplasia 
verruciformis, carcinoma, man 5339. 
papilloma virus (human) 6, assays, condylomata acuminata, man 2285. 
peptides interaction, Raman spectroscopy 1902. 
peripheral blood lymphocytes, structure, y radiation effects on, rats 3853. 
persistence length, ionic strength correlation 362. 
phage , enzymes digestion, chickens high mobility group protein | effects on 
5166. 


phage X, insertion Escherichia coli, reviews 5592. 

phage \ packaging, phage 21 cleavage, terminase 6246. 

phage B, phage a, characterization, gene mapping, integration, 
Corynebacterium 1828. 

phage X, role cell membranes, interaction Escherichia coli DNA 4012. 

phage B, restriction endonuclease mapping 792. 

phage ®C31, restriction endonuclease mapping, Sweptomyces lividans 2336. 

phage fd, replication origin, mapping 806. 

phage K, replication 891. 

phage Mu, characterization, density gradients 1403. 

phage Mu, insertion sequences 5597. 

phage Mu, plasmid pBR322 insertion 6090. 

phage N3, characterization 805. 

phage Pfl closed-circular, isolation, nucleoproteins complex, phage Pf1 5150. 

phage PM 2, cloning, plasmid pBR322, restriction endonuclease mapping 2504. 

phage PM2, electron microscopy 2947. 

phage P2, recombination, sites specificity 5595. 

phage P22, packaging, mechanisms 4015. 

phage SHS, restriction-modification, Streptomyces hygroscopicus 988. 

phage SPO1, fragments, expression, cloning, Bacillus subtilis 6091. 

phage SPO2, gene mapping comparison restriction endonuclease mapping 3427. 

phage S13, conversion, double-stranded, gene products effects on, Escherichia 
coli 1408. 

phage S13, single-stranded conversion double-stranded replicative form, role dnaB 
gene gene products 2959. 

phage T/+plasmid pBR322, recombination, replication 2461. 

phage T4, mapping, cleavage sites, restriction endonuclease 829. 3 

phage T7, Escherichia coli RNA polymerase, mRNA complex, stability 4590. 

phage T7, infection Escherichia coli, role RNA polymerase 3005. 

phage T7, lasers cross-linking, Escherichia coli RNA polymerase, 

phage ®X174, apurinic sites characterization 938. 

phage ©X174, effects on complementary strands biosynthesis, Escherichia coli 
4000. 


phage ©X174, initiation replication, role DNA-binding protein, adenovirus 
5510. 

phage ®X174, phage T2, incorporation, lymphocytes, effects on replication, 
man 2961. 

phage ®X174, protection 1-cyclohexyl-3-(2-morpholinoethy!) carbodiimide 
metho-p-sulfonate inactivation, endodeoxyribonuclease EcoRI, Escherichia coli 
2012. 

phage ®X174, RNA polymerase promoters substrate specificity, Micrococcus 
luteus, Escherichia coli 5672. 

phleomycin interaction, electron microscopy 3982. 

phosphate groups, staining, use azure B 5909. 

phosphorus-32 incorporation, iodine-125 effects on, spleen, testis, rats 254 

Photoinduction reaction dimethylnitrosamine 770. 

pigeon herpes encephalomyelitis virus, characterization 358. 

plasma, assays, correlation systemic lupus erythematosus, man 1784, 

plasma membranes complex, fractionation, characterization, Bacillus subtilis 
3318. 

plasmid NTP113, restriction endonuclease mapping, Escherichia coli 3441 

plasmid pBL101, restriction endonuclease maormate dehydrogenase, genes, 
Escherichia coli 3449. 

plasmid pBR322, protoplasts uptake, Glycine max 4519. 

plasmid pSLA, restriction endonuclease mapping, proteins association, 
Streptomyces 3403. 

pleco pTiC58, Agrobacterium tumefaciens, protein biosynthesis, Escherichia coli 
3037. 

plasmid pT181, replication, cell-free system 3033. 

plasmids, antibiotic resistance, Treponema pallidum 3039. 

plasmids, association antibiotic resistance, Staphylococcus aureus 1240. 

piasauds characterization, restriction endonuclease mapping, Saccharomyces rouxii 

973. 

plasmids, characterization, Thiobacillus ferrooxidans 221. 

plasmids, crown gall, correlation tumorigenesis, Agrobacterium tumefaciens, 
Nicotiana tabacum 3366, 

plasmids, curing, Bacillus subtilis 725. 

plasmids, genetic analysis, Zymomonas mobilis 5899. 

plasmids, integration, yeasts 962. 

plasmids, isoelectric focusing characterization, Escherichia coli 5345. 

plasmids, isolation, analysis, methodology 2821. 

plasmids Mycobacterium avium-intracellulare, serotypes, purification, 
characterization 3302. 

plasmids, oligonucleotides, restriction endonuclease, actinomycin D, ethidium 
bromide, proflavin, distamycin, netropsin effects on 1513. 

plasmids, packaging, capsids, phage ®X174 4485. 

plasmids, purification, bacteria 3833. 

plasmids replication origin proteins complex, isolation, electron microscopy 
characterization, Saccharomyces italicus 5726. 

plasmids replication origin proteins complex, isolation, electron microscopy 
characterization, Saccharomyces italicus 5726. 

plasmids, restriction endonuclease mapping, Saccharomyces diastaticus, 
Saccharomyces cerevisiae, Saccharomyces uvarum 2405. 

plasmids, structure, topology, biological properties, cloning 3384 

plasmids, transformation Bacillus stearothermophilus 3007. 

plasmids, transformation Streptococcus pneumoniae, role nucleotide sequence 
homology 3518. 


70 


DNA, (continued) 


plasmids, uptake, cells, rats, mice 3514. oe 

plasmids, use, genetic engineering, Rhizobium meliloti 4038. — 

plastids, restriction endonuclease, rRNA, gene mapping, Nicotiana tabacum 319. 

+platinum adducts structure 5934. 

ploidy, carcinoma, breast, estrogen receptors, man 232. 

poly(dA-dT) recombinants plasmids, interactions histones, nucleosomes 
reconstitution 3617. = 

poly(dC-dG) insertion, effects on supercoiling, B-form Z-form transitions, 
plasmids 5491. 

polyd(A-T), conformational analysis 3691. 

polyamines binding, kinetics 4396. ne 

polymerase, simian virus, specificity, transformation, identification 976. 

polymorphism, point mutation, nucleotide sequence, restriction endonuclease 
mapping, maternal inheritance, mitochondna, cattle 5445. 4 

polymorphism, restriction endonuclease, Drosophila melanogaster, Drosophila 
simulans, Drosophila virilis 1845. 

polyoma virus defective mutant, cloning, transformation fibroblasts, rats 2532. 

polyoma virus, effects on B-1 gene expression, in vitro 2449. 

polyoma virus recombinants plasmid pBR322, tumorigenicity, neonates, rats 1983. 

polyploidization, phenobarbitone effects on, liver, mice 398. 

post-replication, CHO cells, mutants sensitivity, radiation (U.V.) 375. 

precursors methylation, N-nitroso-N-methylurea, relationship mutagenesis, 
C3H/10T1/2 cells 5367. 

premature, termination, transcription, SV40, 
5,6-dichloro-1-B-D-ribofuranosylbenzimidazole, enhancement 4795. 

processing, DNA biosynthesis, role gene 2 proteins, replicative form, phage fd 
2457. 

prolactin genes, nucleotide sequence, pituitary, cattle 3258. 

promoters regions, RNA polymerase binding sites, R factor R6-S 5416. 

promoters sites stability, role RNA polymerase regonition, Escherichia coli 4101. 

prophages, phage Mu, replication 2463. 

propidium diiodide staining, RNA, quantitation, methodology 2841. 

proteins association damage, 4’-(9-acridinylamino)methanesulfone-anisidide, 
doxorubicin, L-1200 cells 1274. 

proteins binding, interphase nuclei, metaphase chromosomes, L cells, mice 3642. 

proteins binding, kinetics, models 4682. 

proteins, characterization, kinetics, adenovirus (human) 3, adenovirus (human) 5, 
adenovirus (human) 12 3119 

proteins complex, adenovirus (human) 2, characterization, cells, hamsters 898. 

proteins complex, characterization, SV40 2055. 

proteins complex, purification, characterization 3607. 

proteins complex, purification, characterization, kinetoplasts, Trypanosoma cruzi 
3312. 

proteins, cross-linkage, chromium effects on, mammalian cells 260. 

proteins cross-linking, Penicillium roqueforti botryodiplodin, mechanisms, 
mammalian cells 3324. 

proteins effects on, conformation 307. 

proteins interaction, eukaryotes tRNA genes promoters, Saccharomyces cerevisiae 
6249. 

proteins interaction, lactose operon, lactose repressors, Escherichia coli 1035 

proteins interaction, phage A 2598. 

+ proteins interactions nickel 5935. 

proteins, staining, erythrocytes, chickens 1806. 

prothidium bromide intercalation, linear dichroism, X-ray diffraction 4379. 

protons, N.M.R., computer programs 1700. 

proviruses, AKR leukemia virus, hybridization, homology, cells, liver, monkeys 
1504. 

proviruses, cloning, restnction endonuclease mapping, mammalian cells 
transformation, Fujinami sarcoma virus 5101. 

proviruses, comparison, genomes, breeds, chickens 2289. 

proviruses, insertion sequences, restriction endonuclease mapping, cloning, 
Rauscher leukemia virus 5083. 

proviruses integration, mechanisms leukemogenesis, avian leucosis virus 4082. 

proviruses, Mason-Pfizer monkey virus, transfection embryo cells, man 5061. 

proviruses, Moloney leukemia virus, cloning, mink cell focus-forming virus, env 
gene, nucleotide sequence 4949. 

proviruses, restriction endonuclease mapping, Kirsten sarcoma virus 3885. 

pseudogenes, restriction endonuclease mapping, nucleotide sequence, hybridization 
analysis, snRNA families, man 5500. 

Pseudomonas aeruginosa, transformation, Bacillus subtilis 5032. 

psoralen cross-linking, endodeoxynibonuclease BamHI specificity 5368. 

psoralen derivatives adducts purification, fluorescence 5931. 

psoralen derivatives interactions 5937 

psoralen derivatives interactions 5938. 

psoralen derivatives photoaddition 4388. 

psoralen photosensitization, U.V. radiation, Escherichia coli 239. 

psoralen, 8-methoxypsoralen binding, photoinduction, calf thymus 778. 

purification, assays, methodology 1246, 

purification, characterization, Monodelphis dimidata, Lutreolina crassicaudata, 
Didelphis albiventris 6026, 

purification, characterization, spleen cells, mice, spleen cells. lymphocytes, 
chickens 4351. 

purification, chromatography, methodology 4839. 

purification, electron microscopy, Col E! plasmids 3305. 

purification, lactose operon, N.M.R., plasmids 5501. 

punfication, Marek’s disease virus 1766. 

purification methodology, aflatoxin B1 treatment, mammalian cells 5906. 

purification, methodology, electrophoresis 5908. 

purification, methodology, liver, rats 1242. 

purification, microsurgery, polytene chromosomes, Chironomus 5346. 

purification, molecular weight, calf thymus 2291. 

purification, plasmid pBR322 4348. 

purification, subunits structure, calf thymus 2427. 

pyrimidines analogs uptake, incorporation, Friend erythroleukemia cells 5743. 

quinacnine binding, fluorescence 1294. 

radiation cross-linkage, stabilization nucleoproteins 485. 

radiation damage. reviews 4359. 

radiation damage, superoxide dismutase effects on 768. 

y radiation effects on 475. 

+y-radiation effects on 2310. 

y radiation effects on, 5-bromouracil, substitution, radicals, Bacillus 
subtilis 250 

radiation inactivation, role hydrated electrons, phage ®X174 5370. 

radioactive labelling, seedlings, Hordeum, Zea mays, Triticum 217. 

radioactive labelling. use deoxyribonuclease assays 4566. 


&: 
oe 
Re 
a} 
od 
a 
te 
be 
be: 
me 
he: 
fe. 
pe 
mr. 
Y 
= 
he 
= 
oe 
te 
Sey 
be 
Tay 
Tey 
Bey 
u 
Fe 
See, 
it 
te 
te 
ee 
See 
Sra 
fey 
See 
fy 
See 
Re 


efz 


Se 


aL EL ILE YS 


Biochemistry Abstracts 2 vol. 12 


DNA, (continued) 
' feaction benzo(a)pyrene, skin, mice, rats 1249. 
feaction benzo(a)pyrene, skin, rats 1291. 
feaction N-nitrosodimethylamine, formation 7-methylguanine, rats 1825. 
reaction 15,16-dihydro-11-methylcyclopenta(a)phenanthren-17-one, liver, lung, 
skin, mice 1280. 
reactivity, B-propiolactone, B-butyrolactone, ‘y-butyrolactone, 
carcinogenicity testing 108. 
Tearrangement, immunoglobulin G heavy chains variable region genes, restriction 
endonuclease mapping, myeloma cell lines, mice 5410. 
Tearrangement, immunoglobulins heavy chains genes, hybridization analysis, 
lymphocytes T, lymphoma 5408. 
reassociation kinetics 3987. 
Teassociation, nucleotide sequence analysis, birds 2406. 
Be’ pene protean complex, characterization, electron microscopy, Escherichia 
con a 
recombinants, cloning, B gene, A gene, phage Mu 2505. 
recombinants effects on tumorigenesis, transformed cells, adenovirus 4544. 
recombinants, genes splicing role SV40 RNA formation, rabbits 4062. 
recombinants, genetic engineering, reviews 1490. 
recombinants, phage A, prophages, gene expression, genetic control, 
Escherichia coli 1209. 
recombinants, preproinsulin genes, RNA biosynthesis, SV40 infection rats 1967. 
recombinants, technology 1969. 
recombination, electron microscopy, adenovirus (human) 2 2895, 
recombination, hybrids, phage P4, phage P2 4541. 
recombination, hybrids, replication, phage P4, phage P2 4542. 
recombination, immunoglobulins heavy chains genes, constant region, restriction 
endonuclease mapping, plasmacytoma 5411. 
recombination plasmid pBR322 tk gene, restriction endonuclease mapping, 
hybridization analysis, cell lines, mice 5062. 
recombination, polarity, proteins effects on, Escherichia coli 880. 
recombination, sites, integration, phage , Escherichia coli 454. 
Tecombination, sites specificity, phage P1 5596. - 
recombination, $V40, plasmid pBR322, mammalian cells 6106. 
relationship conformation nucleotide sequence, plasmids 1348. 
Telease, mitomycin C effects on, Pseudomonas aeruginosa 2498. 
Tenaturation, rates, solvents effects on 361. 
Tepeated sequence, analysis, genomes, hepatocytes, rats 5905. 
Tepeated sequence, CAD gene, hamsters cell lines 3396. 
Tepeated sequence, cloning, Epstein-Barr virus, 2385. 
repeated sequence, cloning, hybridization analysis, restriction endonuclease 
mapping, genomes, man+primates 3937. 
repeated sequence, cloning, nucleotide sequence, relationship Alu family, 
satellite DNA, man 3430. 
fepeated sequence, differentiation, roots, Allium cepa 297. 
Tepeated sequence, Fusarium graminearum 2370. 
Tepeated sequence, genes, B104, characterization, Drosophila melanogaster 3929. 
repeated sequence, genetic variance, species, Drosophila 5458. 
Tepeated sequence, hamsters 2363. 
Tepeated sequence, hybridization analysis, genomes, mice 3836. 
Tepeated sequence, hybridization analysis, metaphase chromosomes, Allium cepa 
5476. 
Tepeated sequence, hybridization analysis, Saccharomyces cerevisiae 5469. 
repeated sequence, macronuclei, homology micronuclei, Oxytricha fallax 3313. 
Tepeated sequence, methylation, cortisol effects on, liver, rats 5987. 
Tepeated sequence, methylation, Friend erythroleukemia cells, comparison spleen, 
mice, Physarum polycephalum 3844. 
Tepeated sequence, models, hamsters 2390. 
Tepeated sequence, nucleotide sequence, adjacent segments, characterization, 
Rous-associated virus 0 3883. 
repeated sequence nucleotide sequence, homology, man, monkeys 320. 
Sere sequence, nucleotide sequence, proviruses, spleen focus-forming virus 
947. 
Tepeated sequence, nucleotide sequence, reviews, retrovirus 3372. 
Tepeated sequence, nucleotide sequence, spacers, 5 globin, B globin, man 
323. 
ted sequence, organization, hybridization analysis, macronuclei, Tetrahymena 
thermophila 3969. 
Tepeated sequence phylogeny, Macropodidae 322. 
repeated sequence, physicochemical properties, Phaseolus 4986. 
repeated sequence, promoters, cloning, nucleotide sequence, effects on 
transcription, mammary tumor virus 3404. 
Tepeated sequence, restriction endonuclease mapping, genomes organization, mice 
4962. 
Tepeated sequence, reviews, genomes, mammals 6029. 
repeated sequence, transposons, role genomes rearrangement, gene regulation, 
reviews, eukaryotes 5734. 
Tepeated sequence, Y chromosome, cloning, hybridization analysis, restriction 
endonuclease mapping, Drosophila hydei 6017. 
Tepetition frequency, Chironomus thummi 1340. 
repetition, recombination effects on, cell culture, fibroblasts, man 1957. 
Tepetitive, characterization, transposition, computer programs 1867. 
fepetitive, variation, evolutionary genetics, reptiles 839. 
replication, U.V. radiation, reactivation, minute virus of mice 395. 
teplication, acetylcholinesterase development, embryos, Ascidiaceae 414. 
replication, analysis, methodology, rats 5158. 
Teplication, characterization, reviews, herpesvirus 3993. 
teplication, chromatin, nucleosomes segregation, $V40 transformed cells hamsters 
5168. 
Teplication, concatamers, characterization, rabbit poxvirus 2966. 
Teplication, electron microscopy, Vicoa faba, Drosophila melanogaster, Xenopus 
laevis, chickens, hamsters 2937. 
replication, Epstein-Barr virus effects on, lymphoma cells, man 371. 
replication, Escherichia coli, interaction, phage Mu, transduction 1402. 
Teplication forks characterization, genomes, SV40 4477. 
replication forks, chromatin structure, SV40 1549. 
feplication forks displacement activity, cell lines, man 2441. 
replication, Friend leukemia virus, Fy-1 gene effects on 1908. 
Teplication, initiation, cDNA hybridization, phage T4 4545. 
replication, initiation complex, adenovirus 1407. 
replication initiation sites, analysis, Epstein-Barr virus transformed cells 
4013. 
feplication intermediates, characterization, cross-linking, 
4,5’ ,8-trimethylpsoralen, adenovirus (human) 5 887. 
replication, levels, nuclei, eggs, Trichoplax adhaerens 927. 


DNA, (continued) 

replication, mercuric chloride effects on, cytotoxicity, CHO cells 2295. 

replication, mitochondnia, restriction endonuclease mapping, initiation sites, 
man 4964. 

replication origin, binding antigen T, SV40 3638. 

replication origin, cloning, characterization, phage M13 951. 

replication origin, isolation, nucleotide sequence, Erwinia carotovora 2933. 

replication, origin, nucleotide sequence, plasmid pT181 5431. 

replication origin, restriction endonuclease mapping, Euglena gracilis 6078. 

replication, papilloma virus (human), cell culture, skin, man 4999. 

replication, phage ®, cell-free system 6045. 

replication, phage ®X174 5503. 

replication, phage DX174 5504. 

replication, priming role v-src gene, Rous sarcoma virus 4786. 

replication, pseudorabies virus, effects on, recombination 4994. 

replication relationship deoxyribonucleotides concentration, phage T4, 
Escherichia coli infection 5505. 

replication, relationship histones distribution, HeLa cells 2595. 

replication, role RNA intermediates, reverse transcription, duck hepatitis B 
virus 4484. 

replication sites, plasmids, Escherichia coli 1483. 

replication specificity, DNA repair, mutation, kinetics, Escherichia coli 5541. 

replication structure, electron microscopy, Escherichia coli infection, phage Mu 
4882. 

replication, suppressors, nucleotide sequence, Bacillus subtilis 5444. 

replication, SV40 1406. 

replication, SV40 transformed cells, role cell cycle, cells, hamsters 2972. 

replication, temperature-sensitive mutant, Saccharomyces cerevisiae 6072. 

replication, termination, DNA polymerase I, role, secondary structure, nucleotide 
sequence, Drosophila melanogaster 5136. 

replication time, circadian rhythms, man 883. 

replication, transfection, herpes simplex virus 2 2468. 

replication, 5S-aminouracil effects on, plants 5013. 

restriction endonuclease analysis, DNA, Marek’s disease virus 3412. 

restriction endonuclease analysis, Epstein-Barr virus 3446. 

restriction endonuclease analysis, herpesvirus (equine) 1 849. 

restriction endonuclease analysis, passage, varicella-zoster virus 811. 

restriction endonuclease cleavage sites, characterization, adenovirus (avian) 
2339. 

restriction endonuclease mapping, adenovirus (human) 12 transformed cells 3343. 

restriction endonuclease mapping, Autographa californica nuclear polyhedrosis 
virus 2426. 

restriction endonuclease mapping, BK virus 2396. 

restriction endonuclease mapping, cell culture, nuclear polyhedrosis virus 4398. 

restriction endonuclease mapping, chloroplasts, Atriplex triangolaris, Cucumis 
sativa, comparison Spinacea oleracea 1890. 

restriction endonuclease mapping, cleavage sites, vaccinia virus 3879. 

restriction endonuclease mapping, comparison simian sarcoma virus, gibbon-ape 
C-type virus 1833. 

restriction endonuclease mapping, cytomegalovirus 836. 

restriction endonuclease mapping, DNA polymerase (RNA-dependent) transcription 
RNA 35S, avian myeloblastosis virus 1862. 

restriction endonuclease mapping, endogenous murine leukemia virus, integration, 
mice 3761. 

restriction endonuclease mapping, genetic distance, transmission (horizontal), 
murine leukemia virus, mice 5942. 

restriction endonuclease mapping, herpes simplex virus 2 5998. 

restriction endonuclease mapping, homology, phage LP52, phage 0 6015. 

restriction endonuclease mapping, hybridization analysis, kinetoplasts, Crithidia 
fasciculata, Crithidia luciliae 5393. 

restriction endonuclease mapping, hybridization analysis, nucleotide sequence, 
alcohol dehydrogenase genes, genomes, Saccharomyces cerevisiae 5448. 

restriction endonuclease mapping, hybridization analysis, nucleotide sequence, 
transcription, genomes, kinetoplasts, Crithidia luciliae, Crithidia fasciculata 
5472. 

restriction endonuclease mapping, Kilham rat virus 799, 

restriction endonuclease mapping, MG virus 798. 

restriction endonuclease mapping, murine leukemia virus proviruses 2334. 

restriction endonuclease mapping, mutants, phage T3 5948. 

restriction endonuclease mapping, mutation, y-globin genes, gene expression, 
thalassemia, man 5651. 

restriction endonuclease mapping, nuclear polyhedrosis virus, pathogens, 
Spodoptera littoralis 4399. 

restriction endonuclease mapping, nucleotide sequence homology, chloroplasts, 
nuclei, Euglena 1853. 

restriction endonuclease mapping, papilloma virus (bovine) 1 797. 

restriction endonuclease mapping, papovavirus 1832. 

restriction endonuclease mapping, phage A, Escherichia coli 4440. 

restriction endonuclease mapping, phage TS 4458. 

restriction endonuclease mapping, phages, Streptomyces 2355. 

restriction endonuclease mapping, phylogeny relationship, mitochondria genomes 
man, comparison, phage ®X174, phage fd, phage G4, SV40, polynoma virus, BK 
virus 5699. 

restriction endonuclease mapping, plasmids, mitochondria, Zea mays 2892. 

restriction endonuclease mapping, repeated sequence, Epstein-Barr virus 3897. 

restriction endonuclease mapping, sickle cell disease detection, man 5471. 

restriction endonuclease mapping, transformation, avian myelocytomatosis virus 
MC29 3881. 

restriction endonuclease mapping, variants, phage T1 5949. 

restriction endonuclease mapping, varicella-zoster virus 2341. 

restriction endonuclease mapping, Y chromosome, use retrovirus probes, mice 2909. 

restriction fragments, conformational analysis 877. 

restriction fragments, phage \, phage T7, binding RNA polymerase, Escherichia 
coli 2549, 

restriction fragments, plasmid pBR322, conformational analysis, electrical 
birefringence 3400. 

restriction mapping, computer programs 1309. 

restriction mapping, rRNA 23S gene, rRNA 16S gene, chloroplasts, Pisum sativum 
824. 

restriction, modification enzymes, reviews 3602. 

retrovirus (avian), infection, fibroblasts, chick embryos fibroblasts, 
transcription mRNA envelopes 3264. 

retrovirus genomes identification, cloning, man 2820. 

retrovirus, hybridization analysis, mice 4842. 

ribosomes, cistrons, restriction endonuclease, chloroplasts, Euglena gracilis 
310. 


71 


Subject Index 


DNA, (continued) 

ribosomes, cloning, localization, transcription initiation, Tetrahymena 
pyriformis 790. 

ribosomes, insertion sequences, characterization, clones 789. 

ribosomes, nucleotide sequence, Allium cepa 296. 

ribosomes, nucleotide sequence, Tetrahymena thermophila 2352. 

ribosomes, promoters, mapping, in vitro transcription, mice 324. 

ribosomes, restriction endonuclease mapping, man 2389. 

ribosomes, restriction endonuclease mapping, role transcription initiation, 
Lytechinus variegatus 2404. 

ribulosebisphosphate carboxylase genes, organization, hybridization analysis, 
chloroplasts genomes, electron microscopy, Zea mays, Triticum aestivum 5470. 

+RNA complex, purification methodology 5840. 

RNA hybridization analysis, ascites tumor cells, mice 5347. 

RNA hybridization, chloroplasts, Pisum sativum 602. 

RNA hybridization, relationship phylogeny, Scilla 5348. 

RNA, hybrids, assays, Drosophila 4335. 

RNA incorporation, base composition, ColE1 5284. 

RNA polymerase o factor binding, Escherichia coli 3584. 

RNA polymerase binding, Agrobacterium tumefaciens 992. 

RNA polymerase III cell-free system transcription, Epstein-Barr virus 4078. 

RNA polymerase RNA complex, rifampicin inhibition transcription, Escherichia coli 
693. 

RNA ratio, fibrosarcoma, mice 2293. 

role, theories 941. 

Rous sarcoma virus, src gene, nucleotide sequence 4954. 

Saccharomyces cerevisiae, mitochondria, gene kar transfer, association, 
suppression 4564. 

Saccharomyces cerevisiae strains mitochondria, oli2 gene transcription, variation 
2742. 

Salmonella, homology phage 1, phage P1, Escherichia coli 1339. 

scrapie agent, transfection mice embryo cells 5647. 

secondary structure, psoralen binding fluorescence, chromatin, ribosomes, phage 
fd, reviews 1363. 

secondary structure, Raman spectroscopy, phage P22 6033. 

secondary structure, role berberine fluorescence, chromatin, Ehrlich ascites 
tumor cells 2587. 

secondary structure role mutagenesis level, U.V. radiation, Escherichia coli 
5358. 

secondary structure, role proteins, electron microscopy, phage M13 3876. 

secondary structure, Z-form, helix, C.D. 558. 

sedimentation coefficients, molecular weight determination, computer programs 
4468 


segments, phage Mu, inversion, recombination 5598. 

sensitivity, U.V. radiation, cations effects on, viruses 270. 

serotonin, radiation effects on histones methylation 486. 

Shope fibroma virus, characterization, chick embryos, cell lines 1837. 

Shope pepilloms virus, characterization, association, tumors induction, rabbits 

single stranded, purification, characterization 1789. 

single-stranded, U.V. radiation effects on conversion double-stranded replicative 
form, minute virus of mice 2854. 

single-stranded, activation adenosinetriphosphatase, HeLa cells 3517. 

stale sanded association DNA-binding protein, kinetics, mechanisms, phage T4 

112. 

single-stranded closed-circular, yeasts, replication origin recognition, 
Escherichia coli cell-free system 3995. 

single-stranded, DNA-binding protein replication assembly complex, X-ray 
diffraction, electron microscopy, phage Pfl 4672. 

single-stranded, duck hepatitis B virus, ducks liver 5003. 

single-stranded, purification methodology 4346. 

single-stranded, saframycin A, saframycin C binding, cleavage, mechanisms 3338. 

single-stranded, transcription, RNA polymerase II, Saccharomyces cerevisiae 2560. 

size, electrophoresis determination 4471. 

size, genomes, plaques formation deletion mutant, phage ®C31 3470. 

sodium ions interactions, mathematical models 6037 

somatotropin genes, rats, retrovirus use insertion, fibroblasts, mice 5622. 

sonication, characterization, polymers degradation models 345. 

sonication, polydeoxyribonucleotides, methodology 2663. 

spermine precipitation, calf thymus 3466. 

Sporothrix schenckii, Ceratocystis minor, Ceratocystis stenoceras, base 
composition 1771. 

staining, absorption spectroscopy, nuclei, mammals 1817. 

Staining, acridine orange, assays, flow cytometry 226. 

staining methodology, animals 737. 

Staining, methodology, use silver 2290. 

staining, quantitation, 4’-6'-diamidino-2-phenylindole, mithramycin, nuclei, 
chloroplasts, phage T4, methodology 2830. 

staining, uranylacetate, hepatocytes, rats 745. 

staining, use ethidium bromide, 4,6'-diamidino-2-phenylindole, comparison, 
methodology 4851. 

strands breakage, cross-linking, 
bis(isopropylamine )-trans-dihydroxy-cis-dichloroplatinum 3856. 

strands breakage, induction neocarzinostatin chromophores, identification, 
thymidine-5’-aldehyde 4868. 

strands breakage, superhelical analysis, fluorescence, methodology 3984. 

strands exchange, mechanisms RecA gene proteins, Escherichia coli 2079 

transcription mechanisms, role nucleoproteins, SV40, HeLa cells 6202. 

Streptomyces aureofaciens plasmids, purification, characterization, electron 
microscopy 3306. 

streptozotocin methylation, rats 3863. 

structure 312. 

structure 1896. 

structure, albumin genes, rats 5971 

structure, berberine chloride effects on 5354. 

structure comparison, cloning, mitochondria, Zea mays 3887 

structure, DNA repair, U.V. radiation, Cockayne syndrome, man 5700. 

structure, dnaB gene protein effects on, Fscherichia coli 5181. 

structure, electron microscopy, equine herpesvirus 1 3884. 

structure, electron microscopy, Frog virus 3 4402. 

structure, genetic engineering methodology, hepatitis B virus, Escherichia coli, 
mice cells, gene expression, detection 4031. 

structure, Gonyastomum semen, Vacuolana virescens 295. 

structure, interaction proteins, replication intermediates, phage ®29 1889. 

structure, interphase nuclei, HeLa cells 3983. 

structure, N-methyl-N-nitrosourea effects on 243. 


72 


DNA, (continued) p 
structure, proviruses, ev-1 gene, expression, role, methylation. gene products 
7 


structure, transcription, role RNA polymerase II, cauliflower mosaic virus 4407. 

structure, unwinding, models 4892. 

structure, X radiation effects on, neurons, brain, rats 257. 

structure-activity relationships 1366. 

supercoiled, substrate specificity endodeoxyribonuclease, plasmacytoma cells, 
mice 6165. 

supercoiling, effects on kinetics transcription, RNA polymerase II, yeasts 5674. 

supercoiling, malignancy transformation effects on, hamsters cell lines 6034. 

supercoiling, plasmid pBR322, structure relationship transformation activity, 
Escherichia coli 3974. ‘ 

superhelical, base pairs stability effects on thermal stability 4982. 

superhelical, binding histone H1 fractions, calf thymus 3102. : 

superhelical, characterization, role replication, Brassica rapa infection, 
cauliflower mosaic virus 4446. “ ed : 

superhelical, cis-platinum diamminodichloride, trans-platinum diamminodichlonide 
effects on tertiary structure, SV40 4870. : 

superhelical, closed circular, production, use wheat germ DNA topoisomerase, 
methodology 3986. 

superhelical, conformational analysis, repeated sequence 3952. 

superhelical level, methodology, closed circular plasmids 2935. 

superhelical, pH effects on secondary structure, use Vigna radiata 
endodeoxyribonuclease, phage PM2 4437. 

superhelical, plasmids ColE1, purification, liquid chromatography 4356. 

superhelical, purification, characterization, Campoletis sonorensis viruses 5340. 

superhelical, RNA polymerase II specificity, yeasts 3071. 

superhelical, RNA primers incorporation, deletion, ColE] 5517. 

superhelical structure, head, phage \ 4427. 

superhelix, interaction terbium (III), histones, cations effects on 2945. 

superhelix structure, sarcoma, mice 854 

SV 40, isolation replication origin 3831. 

SV40, cloning, characterization, BALB/c 3T3 cells 1978. 

SV40, condensation histones, calf thymus, Strongylocentrotus intermedius 5176. 

SV40, effects on sodium butyrate inhibition gene expression, 3T3 cells 4014. 

SV40, induction DNA biosynthesis, 3T3 cells 1421 

$V40, infectivity, enhancement, amphotericin B methyl ester 896. 

SV40, isolation, nucleotide sequence, hybridization, man 4879. 

SV40, polyoma virus, nucleotide sequence homology, computer programs 4951. 

SV40, replication, cell culture 429. 

SV40, replication sites, palindromes, mapping 4924. 

SV40, RNA polymerase, Escherichia coli, substrate specificity 4102. 

SV40, structure, role recombination 4929. 

SV40, thiophosphate labelling, monkeys cell lines 5897. 

SV40, transcription, translation, reticulocytes cell-free system 3549. 

synchronization, assays, tumors 1774. 

synthesis, methodology 3668. 

tautomerism 1899. 

templates specificity, RNA polymerase [I, Brassica oleracea, Pisum sativum, 
comparison Escherichia coli RNA polymerase 3076. 

terbium (III) binding 2434. 

termini, repeated sequence, restriction endonuclease mapping, adenovirus (human) 
18 5955. 

5'-terminus, adenovirus (human) 2, nucleotide sequence, role infectivity 5091. 

5’-terminus, complex formation termini proteins, phage ®29 4687. 

5-terminus, deoxyribonuclease I hypersensitivity sites identification, 
association Sgs4 gene, Drosophila 4153. 

5’-terminus, nucleoude sequence, transcription, deletion mutant, polyoma virus 
4878 

tet operator, binding Tet repressor, transposon Tn10 4683. 

tetrahydrofolate dehydrogenase, coding, cloning, SV40, expression, mice, 
characterization 3029. 

tetrahydrofolate dehydrogenase genes, binding tetrahydrofolate dehydrogenase, 
folinic acid modulation, Lactobacillus casei 3647. 

Tetrahymena, nucleotide sequence, cloning effects on 3317. 

Tetrahymena pyriformis, deoxyribonuclease, kinetics, methodology 983. 

Tetrahymena thermophila, micronuclei, macronuclei, deoxyribonuclease, kinetics, 
methodology 983. 

thermal stability, interaction phospholipids+ copper ions 777. 

thermal stability, relauonship gene regulation, transposon Tn10 2951. 

thymidine incorporation, copper effects on, N-nitrosodimethylamine, 
diethylnitrosamine, liver, rats 1453. 

thymidine kinase genes, localization, gene mapping, herpes simplex virus 2 316. 

thymidine release, misonidazole cytotoxicity 242. 

thymine residues, hydrogen peroxide chemical modification 4373. 

thymine, 5-(4',5'-dihydroxypenty!)uracil replacement, phage SP-15 3399. 

thymus, peptides DNA, mechanisms, juveniles cattle 874. 

Ti plasmid, crown gall, mutation, transcription, characterization, Agrobacterium 
tumefaciens 3525. 

topography, mathematical models 3913. 

toxicity, chloramphenicol reduction 280. 

transcription, age effects, liver, rats 432. 

transcniption, chromatin, $V40 505. 

transcription, in vitro, adenovirus 2509. 

transcription, initiation, mechanisms, phage T7 681. 

transcription mapping, phage SPO1 844. 


transcnption, mRNA translation, in vitro, SV40 1755. 

transcription, plastids, ionic strength environments effects on, chloroplasts, 
Spinacea oleracea 2256. 

transcription, RNA characterization, phage N4 2219. 

transcription, rRNA biosynthesis, role media (culture), Glycine max 3721. 

transcniption, tumor cell lines, Shope papilloma virus 4527. 

transfection, 8-propiolactone, N-acetoxy-2-acetylaminofluorene, 
benzo(a)pyrene diol epoxide mutagenicity testing, ®x 174, Escherichia coli 

transfection assays, Marek's disease virus, C-type virus (avian) activation 2965. 

transfection, comparison transformation genes, tumor cell lines, mice, man 4051. 

transfection, thymidine kinase, viruses antigens assays, polyoma virus, SV40, 
cell culture, Mammalia 4010. 

transfection, tumorigenesis, theories 942. 

transfer, conjugation, Pseudonomas morsprunorum 1487. 

transfer, liposomes plasmids, protoplasts, Daucus carota 1497. 

transfer, plasmids, mating, Saccharomyces 1476. 

transformation, cloning, mRNA hybndization, protein biosynthesis, 


ee 


eUUEEe G - 
4 


nity "DNA, (continued) 
characterization, herpes simplex virus 2 3277. 
nee | transformation, lipids intracellular levels effects on, Candida tropicalis 6137. 
} transformation, nucleotide sequence, adenovirus (human) 12 800. 
transformation, nucleotide sequence, moloney murine sarcoma virus 822. 
b transformation, plasmids, recombinants, Escherichia coli, isolation 947. 
aie mation, proteins, association, characterization, herpes simplex virus 2 


transformation, simian virus 20, cell culture, rats 963. 


role, antigen T 1691. 
transitions, Z-form, B-form, X-ray diffraction 3694. 


translocations, adenosinetriphosphatase, DNA-binding protein effects on, theories 


881. 
transport, role RNA polymerase, phage T7 infection Escherichia coli 1916. 
transposition, role plasmids, transposons, bacteria 5604. 
unite trichloroethylene metabolites interaction, liver, rats, mice 5912. 
“tik. } Trichoplusia ni nuclear polyhedrosis virus, infectivity 1479. 


tumors, Nicotiana glauca, hybridization Agrobacterium rhizogenes Ri plasmid 3832. 


. radiation, y radiation damage, mutagenesis, phage M13 3862. 
"radiation caffeine effects on, CHO cells 4367. 
. fadiation damage 1266. 
. fadiation damage, Escherichia coli 1273. 
. fadiation effects on chlorpromazine reaction 785. 
. Tadiation effects on, epithelium, man 261. 
. radiation effects on, protein composition, radiosensitizers 282. 
. fadiation effects on thymidine dimers, fibroblasts, skin, man 4387. 
. tadiation effects on, thymine 289. 
ultrasound effects on structure 3469. 
| ultrastructure, characterization, fluorescent probes, kinetoplasts, Trypanosoma 
} i] equinum 726. 
i) ultrastructure, density gradients, kinetoplasts, Leishmania 1900. 
} ultrastructure, electron microscopy, varicella-zoster virus 4408. 
}/ ~ ultrastructure, phosphate curvature 344. 
isi unwinding, cyclic AMP-binding protein effects on, Escherichia coli 3118. 
sa | unwinding, SV40 antigen T effects on 2429. 
§ «uptake, mechanisms, calcium phosphate complex, mammalian cells 5628. 
uptake specificity, plasmids, transformation, Haemophilus 5553. 
vaccinia virus, insertion thymidine kinase genes, herpes simplex virus 6124. 
sali) 18 varicella-zoster virus, cloning, restriction endonuclease mapping, electron 
} microscopy 4928. 
varicella-zoster virus vaccines, characterization 873. 
vectors, mitochondria, Saccharomyces cerevisiae 6080. 
vinyl chloride metabolites adducts, detection 4857. 
viruses, detection, sarcoma cells 4106. 
viruses restriction endonuclease, baboon endogenous virus 2407. 
water binding, N.M.R. 1290. 
water effects on structure, stability 3953. 
X radiation damage, Escherichia coli 1272. 
') X radiation damage, hyperthermia effects on DNA repair, CHO cells 5532. 


edeceecea 
<<<<<<<<S 


a X radiation damage, lymphocytes, man 1293. 
(i X radiation effects on double-stranded breaks 249. 
«hoe! Fy xenotropic murine leukemia virus proviruses, restriction endonuclease mapping, 
are | organization 3869. 
afi | DNA (adenine)-methyitransferase, 
mj substrate specificity, Tetrahymena thermophila 4115. 


i) DNA (adenosine-6-)-methyltransferase, 
substrate specificity, Haemophilus parainfluenzae 6190. 
, use analysis chromatin structure, liver, rats 6223. 
Wi) DNA (adenosine-6-)methyltransferase, 
role mom gene transcription, phage Mu 5873. 
t) DNA biosynthesis, 
‘actinomycin D analogs inhibition, P388 cells 2296. 
acute lymphoblastic leukemia, thymocytes, man, case reports 424. 
i) adenovirus (human) 5 temperature-sensitive mutant effects on, Rodentia cells 
u 1912. 
§ aflatoxin B1 effects on, seedlings, Zea mays 1522. 
it j age effects, U.V. radiation, HDF cells, man 418. 
8 age effects, thymus, rats 172. 
 alatolide, eupatoriopicrine, hydroxyisonobiline effects on, cell culture, 
I lymphocytes 4305. 
( alkylation agents effects on, Yoshida sarcoma cells 4515. 
} amber mutant, phage ®W-14 3797. 
\/ 2-aminopurine incorporation, DNA polymerase 1602. 
wlll i amplidicolin effects on, Chaetopterus 1456. 
i antigen T deletion mutant, SV40 3792. 
‘i aphidicolin inhibition, cell lines, mice, man 6064. 
A aphidicolin inhibition, DNA-binding protein role resistance, adenovirus 4496. 
‘ aphidicolin inhibition, HeLa cells 1435. 
i i) aphidicolin inhibition, nuclei, HeLa $3 cells 4506. 
' 9-8-D-arabinofuranosylguanine inhibition, L-5178y cells 922. 

} arginine deficiency effect on, rats 932. 
assays, embryos, mice 427. 
assays, man 365. 

| assays, methodology 890. 

‘association, cell cycle, Tetrahymena paravorax 2488. 

) association, differentiation, myeloid leukemia, cell lines, mice 1467. 
association, gene products, phage ®X174, comparison, phage S13 2954. 
association, gene 44 proteins, amber mutant, phage T4, Escherichia coli 5511. 
association, induction deoxyribonuclease, Epstein-Barr virus 2452. 


a 


association, plasmid pBR322, recombination, phage T7, Escherichia coli 1409. 


® | ataxia telangiectasia, X radiation effects on, man 1452. 
' ATP effects on, HeLa cells 1464. 
ATP effects on, lymphocytes T, mice 4025. 


cells, proliferation, rats 4008. 
bacteria lipopolysaccharides effects on, glial cells 690. 
benzo(a)pyrene effects on, mitochondria, liver, rats 6065. 
benzo(a)pyrene-7,8, diol-9,10-epoxide adducts effects on, termination 399. 
benzo(a)pyrene-7 ,8-diol-9,10-epoxide, inhibition, kidney cell lines, monkeys 
4023. 
BHK-21 cells, effects on measles virus cytopathogenesis 374. 
biodegradation, adenovirus (human) 12 mutants, induction, KB cells 2467. 
BK virus, inhibition, association, adenovirus (human) 2, adenovirus (human) 
2x SV40, superinfection 2976. 
blastocytes, implantation, mice 1961. 


transformed cells, SV40, mRNA, 5'-termini, nucleotide sequence, transcription, 


avian sarcoma virus, src gene, gene products, induction, DNA biosynthesis, tumor 


Biochemistry Abstracts 2 vol. 12 


DNA biosynthesis, (continued) 


bone marrow cells, 1-8-D-arabinofuranosylcytosine effects on, flow cytometry, 
mice 2989. 

Botryodiplodia theobromae, Penicillium roqueforti, botryodiplodin, effects on, 
macromolecules, cell culture 919. 

bromocriptine effects on, lymphocytes, man 916. 

butyrate effects on, SV40 infection, monkeys cells 2482. 

calcium role, 3T3 cells 1462. 

carbenoxolone effects on, epithelium, stomach, rats 3502. 

cardiac muscle, cells, rats 2957. 

CDP-choline effects on, hypoxia, brain, guinea pigs 182. 

cell culture, duodenum, celiac disease, man 1958. 

cell-division, cyclic AMP effects on, Tetrahymena 5540. 

cell division, Friend leukemia cells 473. 

cell division, roots, Triticum aestivum 2955. 

cell proliferation, cell culture, embryos, chickens, man 363. 

B-cells, pancreas, tissue culture, serum effects on, ob gene mice 438. 

characterization, Saccharomyces cerevisiae 3999. 

chlochicine effects on, growth factors 410. 

chlorhexidine effects on, Escherichia coli, Bacillus subtilis, Micrococcus 
lysodeikticus 5017. 

chloroplasts, cell-free system, Zea mays 5548. 

chromosome aberrations deletion mutant effects on, hamsters 5545. 

chromosomes, Anopheles stephensi 1474. 

chromosomes segregation, L cellsx LS/BL cells 1398. 

chromosomes vesicles, anaphase, mitosis, Echinoidea 3994. 

cigarette smoke +4-nitroquinoline-1-oxide, methylmethane sulfonate effects on, 
lung, mice 1941. 

cimetidine effects on, mucosa, gastrointestinal tract, rats 435. 

circular, phage PI, Escherichia coli 902. 

cloning, phage A, characterization, termination sites, int gene 4037. 

colchicine, vinblastine, nocodazole, cytochalasin B effects on 3508. 

complementation assays, use purification gene products, cdc8 gene, Saccharomyces 
cerevisiae 6087. 

7-con-O-methylnogarol effects on, flow cytometry analysis, CHO cells 2480. 

concanavalin A+ lipopolysaccharides stimulation, lymphocytes, man 2995. 

coordination DNA isolation, methodology 4478. 

corpus luteum fractions effects on, fibroblasts, mice, aorta, juveniles cattle 
443. 

correlation uracil-DNA glycosylase activity, liver, rats 4623. 

corticosteroids effects on, thymus, spleen, epidermis, mice 1469. 

cyclic AMP, analogs effects on, lymphoma 2490. 

cyclic AMP effects on, germ cells, mice 413. 

cyclic AMP effects on, 3T3 cells 2485. 

cycloheximide effects on, Physarum polycephalum 405. 

cycloheximide inhibition, Pisum sativum 6069. 

cytomegalovirus infection fibroblasts induction, man 2465. 

cytosine arabinoside effects on, acute myeloid leukemia, chemotherapy, man 404. 

cytosine arabinoside effects on, inhibition, myeloid leukemia, man 401. 

cytosine arabinoside effects on, leukemia, man 38. 

cytosol proteins effects on, DNA biosynthesis 3507. 

DDT effects on, Tetrahymena pyriformis 1933. 

DDT, inhibition, Blepharisma intermedium 2803. 

deoxyribonuclease effects on, herpes simplex virus 2 4990. 

deoxyribonuclease inhibition effects on, Pseudomonas aeruginosa 1953. 

dexamethasone, cortisol effects on, HeLa cells 3001. 

dextran sulfate, poly(I)-poly(C), + dexamethasone effects on, 
fibroblasts, man 1963. 

diadenosine tetraphosphate role primers 4989. 

dibutyryl cyclic AMP effects on, smooth muscle, man, rats 1955. 

diclofop-methyl effects on, Zea mays 930. 

differentiation, zoospores, Allomyces arbuscula 1948. 

a-difluoromethylornithine effects on, liver regeneration, rats 5535. 

dimers sensitivity, Escherichia coli 2993. 

9,10-dimethy-1,2-benzanthracene, ethionine, daunorubicin, actinomycin D, 
1-(2-chloroethy]-1)-nitrosourea, dimethyl sulfoxide, croton oil, steroids effects 
on Ehrlich ascites tumor cells 918. 

7,12-dimethylbenz(a)anthracene effects on, SV40 transformed cells CHO cells 923. 

1-2-dimethylhydrazine, N-nitrosodiethylamine effects on, liver, rats 3488. 

2,4-dinitrophenol effects on, Nigella sativa 1447. 

dithranol, danathron effects on, cell culture, man 5015. 

DNA, 5-fluoro-2’*déoxyuridine incorporation effects on, lymphoblasts, man 2656. 

DNA biosynthesis radiation, LS/BL cells, mice 419. 

DNA helicase II stimulation, replication forks unwinding, Escherichia coli 6235. 

DNA polymerase II role, trophoblasts, yolk sac, embryos, rats 4615. 

DNA polymerase (RNA-dependent), tRNA Lys promotion, mammary tumor virus 3705. 

DNA polymerase, terminal protein precursors role, adenovirus 6184. 

DNA polymerase+ proteins, 44/62 gene, 45 gene, phage T4 4002. 

DNA processing, role gene 2 proteins, replicative form, phage fd 2457. 

DNA tumor viruses transformation effects on, heterokaryons, man 6047. 

dnaB gene protein role priming complex, Escherichia coli 5183. 

double-stranded intermediates formation, melphalan inhibition, melanoma cells, 
man 1934. 

duration, inhibition, meristems, roots, Zea mays 400. 

Ecteinascidia turbinata toxins effects on, fibroblasts, man 6077. 

effects on alcohol, acetaldehyde, fetuses, rats 417. 

enzymes association, viruses, reviews 4009. 

epidermal growth factor+ phorbol esters, synergism, fibroblasts, rats 1940. 

epidermal growth factor effects on, tissues, mice 431. 

epidermal growth factor, prostaglandin E2, prostaglandin [2 effects on, mucosa, 
atomath, rats, cats 1951. 

epidermal growth factor stimulation, 3T3 cells 2489. 

epidermal growth factor, thrombin, taxol, microtubules depolymerization effects 
on, embryos, mice 1949. 

errors rates, models 5507. 

Escherichia coli, initiation proteins interaction dnaZ gene 4507. 

estrogen+ growth factors induction, mammary gland, man 1466. 

ethanol effects on, liver, rats 3330: 

factors, purification, characterization, cell lines, rats 5021. 

fat body, Coccinella septempunctata 199. 

fibroblasts, man, fusion L cells, mice 2997. 

fidelity, DNA polymerase I, DNA polymerase II, DNA polymerase III, mammals 2562 

fidelity, mechanisms, reviews 5735. 

5-fluoro-2'-deoxyuridine 5'-triphosphate, 5-fluoro-2’-deoxycytidine 
5’-triphosphate, substrates, kinetics DNA polymerase I, DNA polymerase II, calf 
thymus 1084. 


Subject Index 


DNA biosynthesis, (continued) : ‘ 

5-fluoro-2'-deoxyuridine, 5-deoxycitidine effects on, lymphocytes labelling, 
thymus, lymph nodes, mice 3139. 

5-fluorodeoxyuridine effects on, larvae, Chironomus 1463. 

food effects on, Amoeba proteus 3000. 

formycin B inhibition, lymphocytes, man 914. 

frog virus 3 4491. 

fungicides effects on, Rhizobium 1200. 

A gene fragments effects on, SV40 3003. 

gene mapping, herpes simplex virus 1355. , : 

germination, conidia, 5-fluorocytosine effects on, Aspergillus fumigatus 1448. 

glucocorticoids effects on, cartilage, mice 2496. 

glucose, ATP effects on, liver, rats 935. 

glutamine effects on, cell culture, fibroblasts 1959. 

growth requirements, Pseudomonas 1962. 

hemoperfusion effects on, DNA biosynthesis, liver, rats 5547. 

hemoperfusion effects on, liver, rats 5546. 

heparin sulphate inhibition 4022. 

hepatocytes factors stimulation, liver, rats 1459. 

herpes simplex virus 2, role, DNA-binding protein 1034. 

herpesvirus ateles transformation effects on, lymphocytes, saguinus 1404. 

high-dose lysine, Sorghum bicolor 195. 

histone H1, poly(lysine) effects on, cell division, lymphoma, cell lines, mice, 
Friend erythroleukemia cells 1946. 

histones biosynthesis, butyric acid inhibition, cell culture, SV40 4503. 

histones biosynthesis, fibroblasts, hamsters 2956. 

Hoechst 33342, V79 cells 1935. 

hormones stimulation, cell culture, rats 5020. 

5-hydroxytryptamine, noradrenaline, bradykinin, histamine, lymphokines effects 
on, endothelium, man 2495. 

N-hydroxyurea effects on, cell lines, mice 5537. 

N-hydroxyurea effects on, HeLa cells 4512. 

N-hydroxyurea inhibition, enhancement N-nitroso-N-methylurea carcinogenicity, 
mice 6067. 

N-hydroxyurea inhibition, relationship cell death, cell lines, mice 5536. 

hypoxia effects on, brain, guinea pigs 415. 

hypoxia effects on, heart, guinea pigs 174. 

induction, role, complement, proliferation, fibroblasts, man 2483. 

infectivity, celi culture, transcription, visna virus 4017. 

inhibin effects on, testis, rats 442. 

inhibition, 4°-(9-acridinylamino)methanesulfon-m-anisidide, calf thymus 240. 

inhibition, chemicals mutagenicity testing, methodology, testis, mice 5014. 

inhibition, diflubenzuron, pupae, Stomoxys calcitrans 915. 

inhibition, DNA-binding protein, isolation liver, chickens 1552. 

inhibition, E-5-(2-bromovinyl)-1-B-D-arabinofuranosyluracil, antiviral 
activity, herpes simplex virus 3660. 

inhibition effects on N-nitroso-N-methylurea carcinogenicity skin, mice 6066. 

inhibition factors, purification, characterization, liver, rats 2998, 

inhibition, glycosaminoglycans, WIRL-3 cells, SV40-WIRL-3 cells 931. 

inhibition, hematoporphyrin derivatives, lymphocytes, mice 925. 

inhibition, NS6 298223, CHO cells, melanoma cell culture 5533. 

inhibition, relationship streptozotocin interactions dCMP, dGMP 4183. 

inhibition, Shope fibroma virus, endodeoxyribonuclease, role, cells 2462. 

inhibition, thymidine, cell culture, aorta, juveniles, cattle 403. 

inhibition, 12-O-tetradecanoylphorbol-13-acetate, retinoic acid, lymphocytes, 
cattle 3481. 


inhibition, 2-deoxy-D-glucose, Cytomegalovirus infection, Fibroblasts, man 2451. 


inhibition, 3,4-dihydroxybenzaldehyde, 1,2-dihydroxybenzene, HeLa cells, V79 
cells, EJ-1 cells 1945. 

inhibiton, 9-B-D-arabinofuranosyladenine, 
9-B-(2’-azido-2'-deoxy-D-arabinofuranosyladenine, P388 cells 1449. 

inhibitors, placenta, cattle, receptors binding, tumor cells 3506. 

inhibitors, platelets, man 937. 

inhibitors, purification, epithelium, pigs 1952. 

initiation, BALB/c 3T3 cells, Kirsten sarcoma virus effects on 369. 

initiation, BALB/c 3T3 cells Kirsten sarcoma virus transformed cells 1412. 

initiation, Epstein-Barr virus transformed cells 1416. 

initiation, Escherichia coli, media (enrichment) 5509. 

initiation, proteins role, adenovirus 5197. 

initiation, role RNA primers, plasmid ColE! 4987. 

initiation sites, phage ©X174 infection Escherichia coli 4003. 

initiation sites, tetrahydrofolate dehydrogenase genes, CHO cells 5508. 

initiation, stimulation fibroblasts growth factors, hormones modulation, 3T3 
cells 2486. 

initiation, Xenopus laevis 6073. 

initiation, 3T3 cells, mice 882. 

insulin effects on, liver, heart, brain, neonates, rats 192. 

interferon effects on, U-251 MG cells 437. 

interferon inhibition, mammary gland carcinoma, man 1472. 

interferon inhibition, modulation mitogenic factors, 3T3 cells 2494. 

ionizing radiation effects on, V79 cells 408. 

ionophore A23187 effects on, calcium influx, omithine decarboxylase, 
lymphocytes, guinea-pigs 5539. 

islets of langerhans, cell culture, pancreas, somatotropin, prolactin, 
choriomammotropin effects on, mice, rats 2789. 

isoproterenol effects on, cell cycle, salivary gland, rats 2493. 

Kirsten sarcoma virus, initiation sites, transformed cells, mice 4487 

laser radiation effects on, CHO cells 397. 

lithium chloride effects on, kidney cells, dogs, BALB/c 3T3 cells 3002. 

lithium+ insulin stimulation, cell culture 2487. 

liver, correlation, serum proteins biosynthesis, 3,3’, 5-triiodothyronine effects 
on, rats 426. 

liver plasma membranes growth factors effects on, fibroblasts, mice 5542 

liver, rats 889. 

lymphocytes T subpopulations, characterization, |-fluoro-2,4-dinitrobenzene. 
treatment, guinea-pigs 1461 

macromolecules regulators effects on, mice 2492. 

macronuclei development, autoradiography, Bursaria truncatella 366. 

mammalian cells, $V40 transformation effects en, models 3515, 

maturation, SV40 1410. 

mechanisms, murine leukemia virus 3472. 

mechanisms, role Okazaki fragments initiation 3473. 

metals effects on, relationship carcinogenicity 4505. 

methoxsalen, anthracene+U.V. radiation effects on, epidermis. mice 288. 

methyl glyoxai effects on, skin, guinea pigs 5534. 

methylmercury binding effects on, HeLa $3 cells 285. 


DNA biosynthesis, (continued) N 

|-methylnicotinamide effects on, Cell culture, liver, rats 4513. 

microtubules, regulation, Fibroblasts, reviews 2497. 

mitochondria, eggs, Xenopus laevis 1393. 

mitochondria, muscles cells, liver, rats 4024. , 

mitochondria, phosphorylation, diabetes mellitus, liver, rats 428. 

mitogens, effects on pyrimidine nucleotides, lymphocytes, man 2661. 

mitosis, hepatocytes, liver chalones effects on, rats 411. 

mitosis, Saprolegnia ferax 364. 7 

murine leukemia virus, aphidicolin inhibition 6068. 

neomycin inhibition, Escherichia coli 5538. 

nitroimidazole derivatives, radiation, hypoxia effects on LS178Y cells, 
lymphocytes, man 409. - 

4-nitroquinoline induction, tissue culture, embryos, mice 2481. 

4-nitroquinoline 1-oxide, N-methyl-N-nitrosourea effects on, rats, hamsters 924. 

N-nitroso-N-ethylurea, caffeine effects on, M3-1 cells, hamsters 1800. 

nuclear polyhedrosis virus infection, Bombyx mori 2231. 

nutrition, triiodothyronine effects on, liver, rats 1954. 

oncomodulin calcium complex stimulation, rats liver cell lines 4511. 

origin, phage T7, role RNA polymerase, ribonucleoside triphosphates 3476. 

oxolinic acid, coumermycin inhibition, Escherichia coli 3637. 

pancreas, trypsin inhibitors effects on, rats 183. 

pentachlorophenol effects on, Nigella sativa L. 917. 

pentagastrin stimulation, rats 2491. 

peptides inhibitors, cell culture, liver, rats 1960. 

phage fl, Escherichia coli 2443. 

phage fl, Escherichia coli infection 1414. 

phage fl replication origin plasmids 2507. Ass ’ 

phage G4, phage®X174, cell-free system Escherichia coli 1918. 

phage M13, cell-free system, oocytes, Xenopus laevis 6070. 

phage SP10 infection, Bacillus subtilis 3477. zi i 

phage T4 recombination deficient mutant, infection Escherichia coli 2469. 

phage ©29, intiation 6043. 

phages, Escherichia coli 1909. >. was 

plasmid ColE1, plasmid CloDF13, factor RSF1030, role ribonuclease H initiation, 
cell-free system, Escherichia coli 1917. 

plasmid pT181 plasmids, Staphylococcus aureus 886. 

platelet-derived growth factor stimulation, man 2994. 

platelets, growth factors effects on, calvaria, rats 433. 

pollen, Brassic pekinensis 6039. 

pollen germination, Lilium longiflorum 2802. 

polyoma virus, 2’-deoxy-2'-azidocytidine inhibition, fibroblasts 3136. 

polyoma virus mutants, overproduction, RNA, proteins 2968. 

polyoma virus, structure, replicative intermediates 4988. 

polyploidy effects on, mice 5543. 

precursors, y radiation, hemopoietic system, rats 290. 

primers role regulation, phage ®X174 2503. 

priming, dnaB gene protein, Escherichia coli 5182. 

priming, tRNA Lys, mice mammary tumor virus 2132. 

prolactin effects on, mice 936. 

prostaglandins, epidermal growth factor effects on, mucosa, stomach, rats 1956. 

prostaglandins induction, 3T3 cells 6074. 

proteins content, gastrointestinal tract, metamorphosis, thyroxine effects on, 
Alytes obstetricans 439. 

proteins initiation, phage \ 6046. 

putrescine, 5-azacytidine effects on, liver, rats 1450. 

pyridoxine effects on, liver, rats 171. 

pyruvate effects on, hepatocytes, rats 928. 

+ radiation effects on, blood, man 5928. 

rates, Bloom's syndrome, fibroblasts, man 5544. 

reflexes formation, brain, rabbits 200. 

regulation, chick embryos 933. 

regulation, copA/incA gene, copB gene, copC gene, R factor R6-5 879. 

regulation, endothelial, veins, man 1471. 

relationship antigen T transformation, defective mutant, SV40 3376. 

relationship cell division, hormones effects on, cell culture, rats 5019. 

relationship chromatin DNA conformation, novobiocin effects on, mice cell lines 
4655. 

relationship differentiation, Naegleria gruberi 4479. 

relationship DNA biosynthesis biosynthesis, cell cycle effects on, 3T3 cells, 
mice 4508. 

te ahoneup gene expression non-histones genes, CDNA, mRNA, Hela cells, man 

36. 

relationship initiation cell walls biosynthesis, Bacillus subtilis 1457. 

relationship thymidine kinase activity, stilbestrol effects on, brain, neonates, 
rats 2987 

relationship, 7,12-dimethylbenz(a)anthracene, tumorigenesis, mammary gland, 
pregnancy, rats 421. 

replication sites, Tetrahymena thermophila 885. 

replicative intermediates structure, Rous sarcoma virus 3992. 

replicons initiation, 12-O-tetradecanoylphorbol-|3-acetate inhibition, superoxide 
dismutase effects, Hela cells 3500. 

resistance, inhibition, 5,6-dichloro-1-B-D-nbofuranosylbenzimidazole, 
polyoma virus 4481. 

retrovirus, DNA polymerase (RNA-dependent), activity, characterization 4107. 

retrovirus, gene expression, reviews 3648. 

reviews 1395 

reviews, retrovirus 3372. 

ribosomes, Tetrahymena 2440. 

role calcium calmodulin, protein kinase induction, liver, rats 2484. 

role leukocytes (polymorphonuclear) factors, lymphocytes 6076. 

role phage T7 recombination plasmids 4092. 

role replication forks, reviews, eukaryotes 1397. 

role replicons, SV 40 2975. 

= “Wire relationship, phorbol esters, vasopressin, cell lines, rodents 

salivary gland, Bradysia spatitergum 878. 

serum deprivation effects on, H-35 cells 1465. 

serum effects on, CHO-K1 cells 434. 

serum stimulation, role cations membrane permeability, BALB/3T3 cells, mice 3996. 

skeletal muscle diseases, development effects on, pigs 1468. 

sodium butyrate effects on, rats 498 

sodium, mitogens effects on, lymphocytes, man 2996. 

sodium pumps activity correlation, prostaglandin F29TPA effects on 3T3-4 
cells, C3H-10T1/2 cells 441. 

spleen necrosis virus effects on, hosts cells 2444. 


t& 
& 
Ri 
% 
% 
Mb 
& 
Me 
& 
i 
Me 
th 
& 
fy 
tr 
be 
by, 
th 
P 
ih 
is 


a = 


| DNA blosynthesis, (continued) 
____ stimulation factors, purification, characterization, thymocytes, guinea-pigs 
3504. 
Streptomyces aureofaciens, tetracycline effects on 4221. 
suppressor factor effects on, tumors, mice 4510. 
SV40 899. 
SV40 antigen T bindings sites mutants, effects on 4088. 
SV40 antigen T regulation, reviews 5177. 
SV40, teratocarcinoma, mice 373. 
SV40, xeroderma pigmentosum effects on, fibroblasts, man 1907. 
3T3 cells, induction SV40 DNA 1421. 
3T3 cells, transcription, translation, inhibition a-interferon 4026. 
temperature effects on, mutants, herpes simplex virus 2 1415. 
temperature-sensitive mutant, BHK-21 cells 2442. 
temperature-sensitive mutant, isolation, characterization, ColE1 5506. 
N-terminus melanotropin stimulation, adrenal gland, rats 5549. 
12-O-tetradecanoyl-phorbol-i3-acetate, phorbol-12,13-dibutyric acid effects on, 
role binding 2991. 
thymidine pools, tongue, mice 1906. 
Ti plasmid, Agrobacterium tumefaciens, crown gall tumors 1400. 
tissue culture, epidermis, 12-O-tetradecanoyl-phorbol-13-acetate effects on, 
hamsters 920. 
triamcinolone hexacetonide effects on, liver, neonates, rats 1936. 
trimethylmethoxyphenyl-retinoic acid inhibition, mitogens, lymphocytes, man 422. 
U.V. radiation, autoradiography, CHO cells 402. 
U.V. radiation effects on, photosensitivity, man 392. 
ultrastructure, localization, cells, infection, cytomegalovims (guinea-pigs), 
guinea-pigs 4019. 
uncouplers, polyamines biosynthesis, adenovirus (human) 5 infection, fibroblasts, 
embryos, rats 6042. 
ureter ligation effects on, rats 1455. 
+ vanadate+ epidermal growth factor stimulation, fibroblasts, man 6071. 
visna virus 803. 
X radiation effects on, hepatoma, liver, rats 396. 
X radiation effects on, ovary, mice 2853. 
xanthines+ mustine effects on, HT-29 cells 1942. 
| DNA (cytosine-5-)-methyltransferase, 
activity, development, Xenopus laevis 2574. 
5-azacytidine, 5-aza-2’-deoxycytidine effects on, differentiation, Friend 
erythroleukemia cells 4180. 
isoenzymes, purification, physicochemical properties, Bacillus subtilis 3096. 
kinetics, mechanisms, Bacillus subtilis 3094. 
nucleotide sequence specificity, substrate specificity, mice ascites cells 4116. 
purification, characterization, Escherichia coli 5145. 
purification, substrate specificity, Arthrobacter luteus 6189. 
use analysis chromatin structure, liver, rats 6223. 
| DNA DNA polymerase I, 
activity, binding, KB cells 3595. 
binding, magnesium role, KB cells 3596. 
| DNA glycosylase, 
| assays, phage T4 infection, Escherichia coli 3598. 
detection, skeletal muscle, chick embryos 1533. 
kinetics, physicochemical properties, reviews 4619. 
i age T4 3050, 
DNA gyrase, 
| analysis kinetoplasts DNA, Trypanosoma cruzi 3973. 
DNA catenation, role spermidine, Escherichia coli 4679. 
Escherichia coli, inhibition, novobiocin, clorobiocin, coumermycin, analogs, 
structure-activity relationships 6236. 
inhibitors, nalidixic acid, novobiocin, effects on plasmid pSC101, plasmid pBR322 
gene expression, Escherichia coli 1473. 
mediation phage \ plasmid pBR322 recombination, Escherichia coli 4161. 
4 oxolinic acid, coumermycin inhibition, Escherichia coli 3637. 
1 role, rRNA biosynthesis, Escherichia coli 1199. 
| DNA helicase I, 
} _ stimulation DNA biosynthesis, replication forks unwinding, Escherichia coli 6235. 
| DNA methyitransferase, 


' | dam gene gene products, purification, kinetics, physicochemical properties, 


i Escherichia coli 4621. 
| DNA nucleotidylexotransferase, 
) activity, assays 2038. 
activity, leukemia effects on, hematocytes, man 1008. 
detection leukemia cells, man 6183. 
isoenzymes, purification, characterization, thymus, pigs 3083. 
leukemia cells, genetic markers, treatment, man, case reports 998. 
localization, thymus, rats 2036. 
polydeoxyribonucleotides synthesis, DNA nucleotide sequence, restriction 
endonuclease mapping 6187. 
polyvinyl sulfate effects on, retrovirus 477. 
thymus, juveniles, cattle, antibodies, purification 2041, 
DNA nucleotidyltransf« erase, 
4 activity, temperature effects on, mutants, herpes simplex virus 2 1415. 
| DNA polymerase, 
activity, a radiation effects on, Hela cells, man 472. 
activity, cell division, Friend leukemia cells 473. 
activity, nucleoids, Escherichia coli 2568. 
activity, suppressor factor effects on, tumors, mice 4510. 
activity, X radiation, N-ethylmaleimide effects on, CHO cells 478. 
2-aminopurine incorporation, DNA biosynthesis 1602. 
pesrogen relationship, uropygial gland, Coturnix japonica 1517. 
1-B-D-arabinofuranosylcytosine, daunomycin, adriamycin, 6-thiogaunosine 
inhibition, leukemia 3499. 
1-6-D-arabinofuranosyluracil 5’-triphosphate derivatives inhibition, 
oncomavirus, mice cell lines 4613. 
1-B-D-arabinoturanosylcytosine, phytohemagglutinin effects on, lymphocytes, 
man 2659. 
association, gene L, cloning, use, plasmid pC 194, Bacillus subtilis phage SPO2 
2542 


characterization, Epstein-Barr virus 3086. 

characterization, hepatitis B virus 4113. 

characterization, lymphoblastoid cell lines, Herpesvirus papio, baboons 479. 

characterization, phosphorylation acyclovir, gene mapping, resistant mutant, 
herpes simplex virus 1 2563. 

effects on rRNA genes replication, Xenopus laevis 476. 

embryogenesis, Ambystoma 474, 

Epstein-Barr virus induction, purification, characterization 2561. 


Biochemistry Abstracts 2 vol. 12 


DNA polymerase, (continued) 


Epstein-Barr virus, levels, Burkitt's lymphoma cell lines 3591. 

ethidium bromide stimulation, stabilization primers templates complex 4609. 

hepatitis B virus, assays, methodology, man 2044. 

hepatitis B virus, inhibition, liver diseases 1001. 

9-(2-hydroxyethoxymethy!)guanine inhibition, herpes simplex virus, HeLa cells 
2564. 


hydroxylamine, sodium nitrite, galactose oxime, hydrogen peroxide stimulation, _ 
relationship DNA damage 2839. 

inhibition cyclohexane carboxaldehyde, benzaldehyde, protocatechualdehyde, 
Escherichia coli 6178. 

interferon effects on, glioma cells, man 4614. 

isoenzymes, purification, characterization, mammary gland, rabbits 2567. 

isoenzymes, purification, characterization, Misgumus fossilis 6185. 

levels, assays, tumors, man 1005S. 

levels, benzo(a)pyrene effects on, mitochondria, liver, rats 6065. 

mechanisms, stereochemistry, phage T4 4611. 

mechanisms, stereochemistry, phage T4 4612. 

multiple forms, correlation cell cycle, Coprinus cinereus 5682. 

nuclear polyhedrosis virus induction, Trichoplusia ni 1524. 

nucleotides selection, phage ®X174 mutants transversion 3589. 

phage T7, phage fd replication 1910. 

phage T7, thioredoxin activation, comparison Escherichia coli, chloroplasts 
Spinacea oleracea 3085. 

polymerization, transfer, deoxyribonucleotides, stereochemistry, phage T7, 
Escherichia coli 3478. 

+proteins, 44/62 gene, 45 gene, DNA biosynthesis, hydrolysis 
deoxyribonucleotides, phage T4 4002. 

purification, characterization, cytomegalovirus (human) 3087. 

purification, characterization, Histoplasma capsulatum 1523. 

purification, characterization, L cells virions 3089. 

purification, characterization, placenta, man 999. 

purification, characterization, proteins factors, HeLa cells 1002. 

purification, characterization, Thermus flavus 6186. 

purification, replicative form, parvovirus H-1 1003. 

pyrophosphate analogs inhibition, cytomegalovirus, herpes simplex virus 5135. 

radiation effects on 475. 

replication, mice 5133. 

mRNA poly(A)-containing translation, cell-free system, calf thymus 5335. 

role DNA biosynthesis, adenovirus 6184. 

role gene amplification, rRNA, aphidicolin inhibition, Xenopus laevis 1525. 

role, nucleosides analogs incorporation DNA, herpes simplex virus infected HeLa 
cells 6181. 

spermatogenesis, cells, microscopy, mice 1004. 

stimulation DNA-unwinding protein, spermatocytes, mice 1007. 

substrate specificity, phage T4 3095. 

substrates, (E)-5-(2-bromovinyl)-2'-deoxyuridine-5'-triphosphate 1000. 

temperature, + X radiation effects on, CHO cells 2039. 

vaccinia virus infected cells, antiviral activity, phosphonoacetic acid effects 
on 5678. 


DNA polymerase a, 


mechanisms, mice 2042. 
tole DNA repair, HeLa cells 1435. 


DNA polymerase 8, 


neocarzinostatin effects on, leukemia cells, mice 2043. 


DNA polymerase I, 


activity, glycosylation role, neuroblastoma cells, man 5140. 
activity, macrophages, lymphocytes T inhibition, lymphocytes B, fibrosarcoma 
3090. 


aphidicolin inhibition, cell lines, mice, man 6064. 

ATP stimulation, Escherichia coli 3088. 

9-B-(2'-azido-2'-deoxy-D-arabino furanosyl)adeninetriphosphate, 
9-B-D-arabinofuranosyladeninetriphosphate inhibition, L-1210 cells 2037. 

bleomycin inhibition 3592. 

caffeine inhibition, Escherichia coli, Micrococcus luteus 3587. 

cyclic GMP Saccharomyces cerevisiae 1006. 

DNA, activity, binding, KB cells 3595. 

DNA, binding, magnesium role, KB cells 3596. 

DNA nucleotide sequence effects on 4617. 

effects on defective mutant function, Escherichia coli 6180. 

fidelity DNA biosynthesis, mammals 2562. 

Fy-1 gene, aphidicolin effects on, replication, Friend leukemia virus 4108. 

inhibition, 2’-deoxy-2’-azido-ATP, ascites tumor cells 5681. 

inhibition, rifamycin derivatives 3091. 

inhibition, 1-(2-nitro-3-methyl-phenoxy)-3-tert-butylamino-propan-2-ol, 
1-(2-nitro-5-methy]-phenoxy)-3-tert-butylamino-propan-2-ol, atenolol, 
propranolol, Saccharomyces cerevisiae 3590. 

isoenzymes, purification, characterization, KB cells 4599. 

isolation, nuclei, infection, SV40 6182. 

kinetics DNA biosynthesis, 5-fluoro-2'-deoxyuridine 5'-triphosphate, 
5-fluoro-2’-deoxycytidine 5'-triphosphate, substrates, calf thymus 1084. 

minute virus of mice single stranded DNA conversion replicative form, Ehrlich 
ascites tumor cells 4114. 

multienzyme complex, diadenosinetetraphosphate-binding protein, purification, 
HeLa cells 2045. 

N2-(p-n-butylphenyl)guanine, N2-(3',4’-trimethylene phenyl)guanine inhibition, 
HeLa cells 4171. 

oligo(T) analogs initiation, Escherichia coli, calf thymus 3594. 

peptide mapping, chick embryos 5119. 

properties, U.V. radiation DNA damage effects on, Escherichia coli 4109. 

purification, characterization, Escherichia coli 5134. 

purification, characterization, SV40 transformed cells, fibroblasts, mice 1526. 

purification, cheracterization, leaves, Spinacea oleracea 4608. 

rifamycin AF, 3,4-dihydro-2,2-dimethyl-2H-naphthol[ 1 ,2-6}pyran-5,6-dione, 
aphidicolin inhibition, correlation glucocorticoids receptors, rats 5683. 

role, bleomycin induction DNA repair, cell lines, man, rodents 5139. 

role DNA repair, CHO cells 3480. 

role fidelity replication, Escherichia coli 2569. 

tole rRNA genes gene amplification, Xenopus laevis 4112. 

role sister chromatid exchange, mammals 2565. 

role transposition genes, Escherichia coli mutants 5680. 

substrate specificity, Escherichia coli 3092. 

synthesis oligodeoxyribonucleotides, methodology 4703. 

termination, replication, role, DNA, secondary structure, nucleotide sequence, 
Drosophila melanogaster 5136. 


75 


Subject Index 


DNA polymerase II, 
9-B-(2’-azido-2'-deoxy-D-arabino furanosyl)adeninetriphosphate, 
9-B-D-arabinofuranosyladeninetriphosphate inhibition, L-1210 cells 2037. 
fidelity DNA biosynthesis, mammals 2562. Wee 
hosts transcription, role vaccinia virus, herpes simplex virus replication 4998. 
kinetics DNA biosynthesis, 5-fluoro-2’-deoxyuridine 5'-triphosphate, 
5-fluoro-2'-deoxycytidine 5’-triphosphate, substrates, calf thymus 1084. 
purification, Escherichia coli 6179. 
role, bleomycin induction DNA repair, cell lines, man, rodents 5139. 
role DNA biosynthesis, lasts, yolk sac, embryos, rats 4615. 
role DNA repair, CHO cells 3480. 
stimulation factors, proteins, purification, characterization, calf thymus 4110. 
DNA pol: ii, 
fidelity DNA biosynthesis, mammals 2562. 
inhibition, nfamycin derivatives 3091. 
N2-(p-n-butylphenyl)guanine, N2-(3’,4’-trimethylene phenyl)guanine inhibition, 
Bacillus subtilis 4171. 
purification, characterization, Escherichia coli 4610. 
purification, subunits identification, myeloma, mice 2566. 
B-subunit, correlation dnaN gene, Escherichia coli 5132. 
DNA polymerase IV, 
purification, characterization, bone marrow, rabbits 3593. 
DNA polymerase (RNA-~dependant), 
L-dopa metabolites inhibition 4616. 
DNA polymerase (RNA-dependent), 
activity, benzophenanthridine alkaloids, inhibition 2040. 
activity, DNA biosynthesis, retrovirus, characterization 4107. 
avian myeloblastosis virus, mRNA poly(A)-containing, cDNA, cloning, Bacillus 
subtilis 5607. 
avian myeloblastosis virus, transcription, poly(U) 4111. 
detection, sarcoma cells 4106. 
dTTP analogs binding, E.S.R., avian myeloblastosis virus 5138. 
N-ethylmaleimide inhibition, avian myeloblastosis virus 3084. 
gibbon-ape leukemia virus, feline leukemia virus, antibodies, spleen cells, 
chronic granulocytic leukemia, man 3588. 
inhibition, poly(A) analogs, Moloney leukemia virus 6177. 
phosphonoformic acid, phosphonoacetic acid, ethyl-diethyl phosphonoformate 
inhibition, Moloney leukemia virus, avian myeloblastosis virus 5137. 
polyvinyl! sulfate effects on, retrovirus 477. 
tRNA Lys promotion DNA biosynthesis, mammary tumor virus 3705. 
sodium fluoride inhibition, Rauscher leukemia virus 5679. 
transcription, RNA 35S, restriction endonuclease mapping DNA, avian 
myeloblastosis virus 1862. 
DNA primase, 
gene mapping, purification, characterization, RP4 plasmid 1379. 
priming activity, embryos, Drosophila melanogaster 5685. 
purification, characterization, lymphoblastoid cell lines, man 4622. 
DNA repair, 
1'-acetoxysafrole, 1'-acetoxyestragole effects on, man 6049 
adenovirus (human) 2, detection, tumor cells, man 913. 
age effects, U.V. radiation, HDF cells, man 418. 
age, effects on, cells, man 1425, 
3-aminobenzamide effects on, ADPribosy! transferase inhibition 3490. 
3-aminobenzamide stimulation, lymphocytes, man 6051. 
aphidicolin effects on, cells, mammals 5011. 
Aspergillus flavus aflatoxin BI DNA adducts, man 1931 
assays U.V. radiation, X radiation damage, herpes simplex virus | infection 
Epstein-Barr virus transformed cells 1919. 
arenes lymphocytes, sensitivity, X radiation, U.V. radiation, methodology, man 


ataxia telangiectasia cell lines, man 6050. 

ataxia telangiectasia, xeroderma pigmentosum effects on, man 1444. 

Bacillus subtilis, spore germination, association, heat, acids, induction DNA 
injuries 4361. 

benzo(a)pyrene+DNA adducts, fibroblasts, cell culture, man 5521. 

bleomycin, cytotoxicity, fibroblasts, man 1930. 


bleomycin induction, role, DNA polymerase I, DNA polymerase II, cell lines, man, 


rodents 5139. 

bromodeoxyuridine, U.V. radiation damage, CHO cells 5527 

caffeine effects on, cell culture, man, mice, hamsters 2849 

carcinoma, man, reviews 2983. 

cell cycle regulation, cell culture, fibroblasts, man 380. 

characterization, U.V. radiation, Escherichia coli 909. 

characterization, Escherichia coli 5007 

chick embryos fibroblasts, avian sarcoma virus infection+U.V. radiation 2470 

chloramphenicol effects on, U.V, radiation, Escherichia coli 1932. 

CHO cells, U.V. radiation 390. 

chromosomes, cell cycle, plants, mammalian cells 393. 

cis-platinum diamminodichloride DNA cross-linking, cell culture 4386 

cyclobutane pyrimidine dimers, role, endodeoxyribonuclease (apurinic or 
apyrimidinic), models, Micrococcus luteus 5008. 

cytosine arabinoside inhibition, fibroblasts, man 2477. 

defective mutants, fibroblasts, Rothmund Thompson syndrome, man 4501. 

defects, Friedreich's ataxia, skin fibroblasts, man 1429, 

deficiency, mutants, Escherichia coli, freeze-thawing. effects on 906 

deficiency, reviews, man 907. 

deficient mutant, reactivation, phage T7, Escherichia coli 384. 

deficient mutant, 7-bromomethylbenz(a)anthracene mutagenesis, CHO cells 5523 

deoxyribodipyrimidine photolyase, mechanisms 1527 

5-diazouracil induction, hepatocytes, rats 908. 

Dictyostelium discoideum mutants 1424. 

15, 16-dihydro-1 1-methylcyclopenta(a)phenanthren-17ction DNA. liver, lung. 
skin, mice 1280. 

hi eee eee binding DNA, mammary gland cell culture, 
rats 5 

1-2-dimethylhydrazine, N-nitrosodiethylamine effects on, liver, rats 3488. 

dithranol, danathron effects on, cell culture, man 5015. 

DNA alkylation, relationship carcinogenicity, reviews 6057. 

DNA chemical modification effects on 6053. 

DNA damage, cell culture, Carassius auratus 2845. 

double-stranded breaks, U.V. radiation induction, Escherichia coli 3483. 

Ecteinascidia turbinata toxins effects on, fibroblasts, man 6077. 

effects on age effects, man, reviews 244. 

effects on DNA methylation, N-nitroso-N-methy!-N'-nitroguanidine, Salmonella 
typhimurium 3497. 

efficiency, U.V. radiation effects on, Escherichia coli 5004. 


76 


DNA repair, (continued) . 

endodeoxyribonuclease, tritium lesions 2982. ‘ , 

Epstein-Barr virus transformed cells, ataxia telangiectasia, man 1437. 

Escherichia coli, U.V. radiation 3495. 

Escherichia coli, mechanisms 5518. 

N-ethyl-N’ -nitrosourea alkylation, brain, liver, rats 1443. 

excision, U.V. radiation, pyrimidines dimers, epidermis, man 391. 

excision, recovery, cells, cis-platinum diamminodichloride, man 381. 

fibroblasts, Ataxia telangiectasia, Fanconi’s anemia, man 3489. 

fibroblasts fusion effects on, xeroderma pigmentosum, man 1920. 

fibroblasts, man 1441. 

fibroblasts, man 3487. 

formation DNA adducts, 7,12-dimethylbenz(a)anthracene, age effects, mammary 
gland, rats 3340. 

genes, gene mapping, Escherichia coli 3339. 

genes, gene products characterization, Escherichia coli 6056. 

genetic control, Saccharomyces cerevisiae 5515. 

halothane effects on, liver, rats 6048. 

heterokaryons, chickens erythrocytes x man fibroblasts, chickens 
erythrocytes HeLa cells 4499. x 

hydralazine, 2-aminofluorene, acetylator phenotypes hepatocytes, liver, rabbits 
5522. 

1'-hydroxysafrole, DNA adducts, formation, liver, mice, T98G cells, man 744. 

hyperthermia effects on, U.V, radiation, man 386. 

induction, dinitrotoluene, hepatocytes, rats 3482. 

inhibition, aphidicolin, cytosine arabinoside, fibroblasts 4498. 

inhibition 1-B-D-arabinofuranosylcytosine, aphidicolin, novobiocin, 
fibroblasts, man 1929. 

ionizing radjation, ultraviolet radiation effects on, defective mutant, 
Drosophila melanogaster 2475, 

kinetics, assays, man 1433. 

liver, rat 1926. 

liver, rats 6055. 

localization, brain, rats 911 

lymphoblastoid cell lines, man 5012. 

lymphocytes extracts, chronic lymphatic leukemia, man 5528. 

man, 4-quinoline |-oxide, derivatives, xeroderma pigmentosum, fibroblasts, man 
1796. 

mechanisms, N-methy]-N'-nitrosoguanidine methylation, 3T6 cells, mice 5525. 

metals effects on, reviews 4504. 

methoxsalen+U.V. radiation effects on, cell lines. mice 4500. 

methoxsalen photoinduction cross-linking, nuclei, mitochondna, Saccharomyces 
cerevisiae 5530. 

methyl methansulfonate analogs mutagenesis, fibroblasts, man 3479. 

N-methy!-N’-nitro-N-nitrosoguanidine DNA damage, tumor cells, man 782. 

mustine induction, monocytes, lymphocytes, man 2980. 

mutagenicity testing, insecticides, Salmonella typhimurium, Proteus mirabilis 
4390. 

mutants, effects on mutagens sensitivity, CHO cells 376. 

mutation, DNA replication specificity, kinetics, Escherichia coli 5541. 

neutron radiation, CHO cells 388. 

4-nitroquinoline 1-oxide, N-acetoxy-2-acetylaminofluorene effects on, 
fibroblasts, man 1432. 

N-nitroso-N-ethylurea, DNA, damage, aging, fibroblasts, rats 1440. 

N-nitroso-N-ethylurea, dose-response effects, mutagenesis, spermatogonia, mice 
5362. 

N-nitroso-N-ethylurea mutagenesis, dose-response effects, spermatogonia, mice 
5360. 

N-nitroso-N-methyl-N'-nitroguanidine inhibition, CHO cells 5524. 

N-nitroso-N-methylurethane, N-nitroso-N-methylurea, DNA chromosomes damage, Hel 
cells 2305. 

novobiocin inhibition, fibroblasts, man 6060. 

nucleoli, N-nitrosodimethylamine, rats 382. 

O°-methylguanine, kinetics, cell lines, man 2474. 

O6-methylguanine, O6-ethylguanine, Escherichia coli 2986. 

pathways, phage T4 910. 

peptichemio, mephalan effects on, leukocytes, man 1438. 

phage T4 1923 

phages, enzymatic activity, protoplasts, Bacillus subtilis 385 

phages, enzymes, reviews 1442. 

photoreactivation induction, U.V. radiation damage DNA 5519. 

post-replication, U.V. radiation, N-nitroso-N-methylguanidine, caffeine effects 
on, BHK-21 cells 377. 

post-replication, U.V. radiation, temperature-sensitive mutant, chloramphenicol, 
Escherichia coli 904 

prokaryotes, enzyme activity, reviews 387. 

quantitation, +y radiation induction, fibroblasts, man 2478. 

y radiation + 2',3*-dideoxythymidine effects on, CHO cells 1430. 

radiation, age effects on, superoxide dismutase, lymphocytes T, man 2981. 

@ radiation, comparison 9L cells, neurons brain, rats 1439. 

radiation damage, reviews 4359. 

radiation effects on, epidermis, rats 266, 

radiation effects on, retina cells, rabbits 389, 

« radiation, genetic analysis, oxygen, effects on, Saccharomyces cerevisiae 


* 
te 
i 
ty, 
ee, 
tty 
ede 
i, 


a 


ep: 


1922. ‘ 
dae 12-O-tetradecanoylphorbol-|3-acetate, mezerein radiation, lymphocytes My, 
1815. ; 
pape caer U.V, radiation damage. radioimmunoassay, CHO cells, HeLa cells | ; 
2473, : 


- 


regulation, U,V. radiation induction uvrB operon, Escherichia coli 3492. 

relationship cell cycle, N-nitrosodimethylamine induction formation 
06-methylguanine, liver, rats 5526. 

relationship DNA methylation, ethionine effects on, V79 cells 3485. 

relationship radiosensitivity, thymocytes. mice 5531. 

relationship sister chromatid exchange, cigarette smoking effects on, man 6061. 

relationship thymidine kinase deficiency effects on U.V. radiation sensitivity, 
Friend erythroleukemia cells 1436. 

repeated sequence, cell culture, monkeys 6063. 

RNA primers incorporation, ColE] superhelical DNA 5517. 

role ADP-ribosyl transferase, L-1210 cells 2984. 

role aging, conferences 6058. 

role aging, fibroblasts, cell culture, man 6059. 

role DNA polymerase a, HeLa cells 1435. 

role DNA polymerase I, DNA polymerase II, CHO cells 3480. 

role DNA repair, U.V. radiation, alkylating agents lesions, phage SPP1 5005. 

role DNA topoisomerase, reviews 4160. 


BEEZ as I TREE Ey OE 


SF; 


DNA repair, (continued) 
role ethyl methanesulfonate mutagenesis, Saccharomyces cerevisiae 3494. 
role histone H1, cell culture, man 6052. 
role histones acetylation effects on chromatin solubility 4666. 
role, mitochondria deoxyribonuclease, temperature-sensitive mutant, Saccharomyces 
cerevisiae 3493. 
role poly(ADP-ribose) polymerase, cell lines 5114. 
role, protein biosynthesis, Chlamydomonas reinhardtii 1921. 
fole protein biosynthesis, V-79 cells 2978. 
role radiosensitivity, X radiation, neutron radiation, lymphoma cells 2303. 
Tole recA gene protein, Escherichia coli 5199. 
role recombination, herpes simplex virus | infection fibroblasts, man 2471. 
role rep gene DNA-unwinding protein, Escherichia coli 5516. 
role UVR gene, recA gene gene products, U.V. radiation iethality, Escherichia 
coli 1445. 
role uvrl gene, uvr2 gene, recl gene gene products, Haemophilus influenzae 1928. 
RSa cells, comparison HeLa cells 1426. 
Saccharomyces cerevisiae, mutants, radiosensitivity, mustine sensitivity, gene 
Products relationship, gene snm, gene rad 4502. 
Saccharomyces cerevisiae, radiosensitivity mutants, temperature effects on 2472. 
structure chromatin, DNA, U.V. radiation, Cockayne syndrome, man 5700. 
styrene effects on, lymphocytes, man 5009. 
$V40 probes, mammalian cells 2985. 
synechocystis 5514. 
tumor cells, melphalan effects on, man 3486. 
U.V. radiation+cytosine arabinoside effects on, cell cycle, HeLa cells 5529. 
U.V. radiation+ methoxsalen, thiopyronine mutagenesis, phage A, Escherichia 
coli 2314. 
. radiation, , DNA double stranded breakage, cell culture 1927. 
. radiation, caffeine effects on, cell culture, hamsters 259. 
. fadiation, cell culture, epidermis, brain, fetuses, man 1924. 
. radiation, dark light effects on, fibroblasts, chick embryos 1428. 
. radiation DNA damage, CHO-K] cells 2304. 
. tadiation, dose-response effects, avian sarcoma virus, chick embryos 4020. 
. fadiation effects on, heterokaryons, erythrocytes, chickens, xeroderma 
igmentosum cells, man 2840. 
.V. radiation effects on, photosensitivity, man 392. 
-V. radiation hypersensitivity, role NAD* , Cockayne syndrome, fibroblasts, 
man 4021. 
V. radiation induction, cornea, man 2476. 
-V. radiation induction DNA damage, Hirsutella thompsonii 5520. 
-V. radiation induction, Vibrio cholerae 2979. 
.V. radiation induction Xeroderma pigmentosum, effects on, lymphocytes, man 
6062. 
V. radiation+ methoxsalen effects on, epithelium, man 1446. 
vy: radiation+ methyl methanesulfonate damage, cells, man 3484. 
v 


< 


<¥.<<<<<<: 


. fadiation mutagenesis, Escherichia coli 1423. 

- radiation, mutants, mice 1427. 

.V. radiation, reductone effects on, Escherichia coli 1807. 

U.V. radiation, relationship, life span, mammals 383. 

uvrD3 gene effects on, strains comparison, Escherichia coli 1434. 

X radiation damage, induction double-stranded DNA breakage, cell lines, hamsters 
4858. 

X radiation, Drosophila melanogaster 1801. 

X radiation, Drosophila melanogaster 4497. 

X radiation effects on, melanoma cells, man 5010. 

X radiation, GM-38 cells, ataxia telangiectasia, man 912. 

X radiation, hyperthermia, synergism, effects on, cell culture, mice 265. 

X radiation, 5-methylnicotinamide, 3-aminobenzamide inhibition, poly(ADP-ribose) 
biosynthesis effects on, cell culture 3491. 

| __xeroderma pigmentosum effects on, man 1422. 

* DNA resolvase, 


eeqee cece ce ceerces 


4) _ mediation, transposons recombination, in vitro models 943. 


DNA 

(} assays, DNA packaging, phage P2 846. 

| DNA proteins interaction, reviews 4158. 

mechanisms, role transcription, replication, DNA repair, reviews 4160. 

purification, characterization, Rous sarcoma virus 1038. 

purification, characterization, SV40 4159. 

purification, characterization, wheat germ 2600. 

i re ea germ, use production closed circular superhelical DNA, methodology 3986. 

4 I, 

) DNA catenation, role spermidine, Escherichia coli 4679. 

eukaryotes, nucleotide sequence, cleavage sites, DNA, SV40 3406. 

heparin inhibition, mice carcinoma 3640. 

mechanisms, liver, rats 5724. 

mechanisms, mice, rats 2603. 

nn purification, characterization, mitochondria, oocytes, Xenopus laevis 2077. 

|A topoisomerase II, 

a cation, characterization, HeLa cells 3115. 

A transport, 

) cells, eukaryotes 1966. 

‘DNA tumor viruses, 

transformation mechanisms, effects on cell cycle, DNA biosynthesis, 
heterokaryons, man 6047. 

}, DNA-binding protein, 

| adenovirus (human) 2, gene expression, methylation regulation, Xenopus laevis 
oocytes 5067. 

adenovirus, role initiation phage ®X174 DNA replication 5510. 

amino acid sequence homology, phages, Escherichia coli 6239. 

amino acid sequence, nucleotide sequence, genes, phage Pf1, Pseudomonas 
aeruginosa, homology, phage fd, Escherichia coli 3379. 

amino acid sequence, Rhizobium meliloti 5195. 

antigen T, binding DNA, SV40 4671. 

association rRNA genes, Physarum polycephalum 2602. 

characterization, Epstein-Barr virus 1563. 

characterization, Epstein-Barr virus 2599. 

complex closed-circular DNA, electron microscopy, replicative intermediates, 
phage ©29 4450. 

distribution, ovalbumin genes regions, chickens 4148. 

DNA complex, neutron scattering, phage fd 4670. 

_ DNA proteins interaction, reviews 4158. 
effects on DNA translocations, theories 881. 

genes, DNA nucleotide sequence, adenovirus (human) 2 4932. 

S$, nucleotide sequence, Escherichia coli 2871. 
od simplex virus 2, characterization, role, DNA biosynthesis 1034. 


Biochemistry Abstracts 2 vol. 12 


DNA-binding protein, (continued) 


high mobility group protein 1, purification, characterization, liver, rats 5190. 
interaction DNA, ultracentrifugation, electron microscopy, phage ®X174 5723. 
isolation, characterization, herpesvirus 1039. 
isolation, characterization, inhibition DNA biosynthesis, liver, chickens 1552. 
kinetics, mechanisms, association single-stranded DNA, RNA, phage T4 3112. 
lactose repressor, amino acid sequence, comparison, Escherichia coli 5206. 
levels, carcinogenesis effects on, man 740. 
multiple forms, purification, characterization, Tetrahymena thermophila 4677. 
nucleotide sequence binding specificity, avian sarcoma virus 5196 
oligo(dA) binding, N.M.R., phage M13 5192. 
oligodeoxyribonucleotides interaction, N.M.R., phage fd 4676. 
phosphorylation protein kinase, purification, adenovirus (human) 5 2049. 
proteinase resistance, antibodies, rabbits 2081. 
Pseudomonas aeruginosa, purification, characterization, comparison Escherichia 
coli 3116. 
purification, binding specificity 5725. 
purification, characterization, Bacillus globigii, Escherichia coli, 5718. 
purification, characterization, Col El, Escherichia coli 5194. 
purification, characterization, Escherichia coli, eukaryotes 6238. 
purification, characterization, tumors, man, mice 5188. 
purification, nucleoproteins complex, phage Pf1 5150. 
resistance aphidicolin inhibition DNA biosynthesis, adenovirus 4496. 
role RNA biosynthesis, temperature-sensitive mutant, adenovirus (human) 2 2775. 
single-stranded DNA replication assembly complex, X-ray diffraction, electron 
microscopy, phage Pfl 4672. 
stimulation, endodeoxyribonuclease, plasma, cattle 6163. 
stimulation recA gene proteins proteolysis phage ) repressors, Escherichia 
coli 3120. 
structure comparison, Escherichia coli, phage \ 3644. 
transfer kinetics, DNA, Escherichia coli 5720. 


DNA-unwinding protein, 


interaction oligo(dA), N.M.R., phage M13 3641. 
rep gene gene products, role DNA repair, Escherichia coli 5516. 
stimulation DNA polymerase, spermatocytes, mice 1007. 


DnaB gene protein, 


activation, comparison single-stranded, double-stranded DNA, Escherichia coli 
5180. 

effects on DNA structure, allosteric properties, role ATP, Escherichia coli 5181. 

priming DNA biosynthesis, Escherichia coli 5182. 

purification, characterization, Escherichia coli 5179. 

role priming complex, Escherichia coli 5183. 


cDNA, 


actin genes, multiple forms, mRNA hybridization analysis, man 3834. 

actin, probes, cloning, muscles cell culture 5632. 

apolipoprotein A-I genes, restriction endonuclease mapping, man 4898. 

apolipoprotein II genes, restriction endonuclease mapping, electron microscopy, 
analysis, chickens 4952. 

biological activity, correlation genomes activation, role DNA methylation, 
Moloney leukemia virus 4490. 

biosynthesis, oligodeoxyribonucleotides primers, potato spindle tuber viroid RNA 
1972. 

calcitonin mRNA, polymorphism, hybridization analysis, gene expression, protein 
biosynthesis, rats 4804. 

calcitonin precursors, mRNA nucleotide sequence, thyroid, man 2757. 

B-casein genes, nucleotide sequence, rats 3350. 

casein genes, restriction endonuclease mapping, translation mRNA, mammary gland, 
rabbits 5338. 

characterization rRNA genes, genomes, Euglena gracilis 2885. 

clones, hybridization, mRNA, embryos, adults, Strongylocentratus purpuratus 2739. 

clones, isolation, association, histocompatibility antigen H-2 K determinants 
3899. 

clones, whey acidic protein, nucleotide sequence, amino acid sequence, mice 3535. 

cloning, 5-crystallin mRNA poly(A)-containing, chickens 4770. 

cloning, gene libraries construction, hybridization analysis, genes, 
acetylcholine, receptors, a-subunit, Torpedo marmorata 5630. 

cloning glutathione, phenobarbitone, trans-stilbene oxide effects on 
transcription, liver, rats 3018. 

cloning, histocompatibility gene HLA DR region, man 5569. 

cloning, hybridization analysis, nucleotide sequence, alcohol dehydrogenase 
genes, Zea mays 5097, 

cloning, hybridization analysis, poly(A)-containing mRNA, nucleotide sequence, 
Xenopus laevis 5460. 

cloning, hybridization analysis, restriction endonuclease mapping, 
a2u-globulin genes structure, transcription, liver, rats 5485. 

cloning, hypoxanthene phosphoribosyltransferase genes, hybridization analysis, 
neuroblastoma cells, mice 5094. 

cloning, mRNA, mammary gland, mice 5334. 

cloning, nucleotide sequence, immunoglobulin G y-chain genes, lymphoma, cell 
lines 5397. 

cloning, nucleotide sequence, metallothionein, liver, mice 3957. 

cloning, nucleotide sequence, proteins genes, adenovirus (human) 7 2328. 

cloning, plasmid pBR322, nucleotide sequence, heavy chains genes, immunoglobulin 
A, mice 1894. 

cloning RNA, nucleotide sequence, analysis heterogeneity, influenza virus 2898. 

cloning, superoxide dismutase genes, MRNA, hybridization analysis, man 5096. 

cloning, use, transcription control proteins expression, mice 1977. 

cloning uvrC gene, plasmid pUV7, restriction endonuclease mapping, Escherichia 
coli 5437. 

cloning, a1-antitrypsin mRNA induction, activity, nucleotide sequence 3553. 

complementary, isolation, centrifugation, vaccinia virus 727. 

creatine kinase genes, myoblasts, chickens 6116. 

cytochrome c genes, hybridization analysis, genomes, mammals 4935. 

cytochrome P-450 mRNA cloning, liver, rats 1489. 

cytomegalovirus (human), transformation regions gene mapping, transformation 3T3 
cells 4035. 

double-stranded, thyroglobulin mRNA cloning, man 4557. 

fibrinogen a-chain, B-chain, y-chain genes, MRNA hybridization 
analysis, rats 5038. 

gene libraries, cloning, nucleotide sequence, whey phosphoproteins genes, 
homology proteinase inhibitor, mammary gland, rats 5474. 

gene libraries, fatty-acid synthetase, cloning, transcription, nutrition, gene 
regulation, Anser 5316. 

gene libraries, protamine genes, nucleotide sequence, Salmo gairdnerii 4961. 

gene libraries, restriction endonuclease mapping, hybridization analysis, 
nucleotide sequence, histocompatibility gene HLA, man 5402. 


77 


Subject Index 


cDNA, (continued) & 

genes, hybridization analysis, gonadotropin, a-subunit, cell lines, man 4980. 

genomes transformation, v-sis gene correlation onc gene, simian sarcoma virus 
5042. 

globin genes, chickens, cloning, plasmid pMB9 1998. . 

hemagglutinin, matrix proteins, cloning, mRNA, measles virus 4048. 

hemagglutinins, neuraminidase genes, book, conferences, influenza virus 4689. 

herpes simplex virus 1 genes, transfer mammalian cells, genetic engineering 4090. 

herpes simplex virus 2 nuclei antigens genes, transfection, gene expression, mice 
cells 5575. 

histocompatibility gene H-2 L determinants, cloning, hybridization analysis, 
nucleotide sequence 5395. 

histocompatibility gene HLA D region, cloning, Raji cells, man 5568. 

hybridization actin, vimentin genes, vertebrates 3309. 

hybridization analysis, a-tubulin, B-tubulin genes, Lytechnius pictus 
4400 


hybridization analysis, actin genes, mice, man 5967. 

hybridization analysis, correlation, mRNA levels, histones genes, cell cycle, 
gene expression, HeLa cells 5558. 

hybridization, analysis, gene amplification, gene libraries construction, 
chromosomes puffing, salivary gland, Rhynchosciara americana 5375. 

hybridization analysis, gene expression, heat shock proteins, stimulation 
ecdysterone, cell lines, Drosophila 5102. 

hybridization analysis, gene mapping histones genes, genomes cloning, chickens 
4421. 

hybridization analysis, histocompatibility gene H-2, mice 4456. 

hybridization analysis, immunoglobulin D 5-chain mRNA, plasmacytoma, mice 
5275. 

hybridization analysis, immunoglobulins x-chain variable region genes 
localization, chromosome 2, man 5961. 

hybridization analysis, mRNA processing, role, analbuminemia, albumin, nuclei, 
liver, rats 5313. 

hybridization analysis, mRNA, skeletal muscle, chick embryos 3745. 


hybridization analysis, nucleotide sequence, mRNA poly(A)-containing, processing, 


prolactin, cattle 4805. 

hybridization analysis, onc gene, simian sarcoma virus, feline sarcomz virus, 
Harvey sarcoma virus, genomes, man, vertebrates 4339. 

hybridization analysis probes, synthesis 5638. 

hybridization analysis, restriction endonuclease mapping, cloning, 
y-crystallin mRNA poly(A)-containing, fractionation, eye lens, mice 5561. 

hybridization analysis, RNA nucleotide sequence, brain, rats 5853. 

hybridization analysis, RNA, tobacco rattle virus 4270. 

hybridization analysis, rRNA 5S accumulation, oocytes, Xenopus laevis 5833. 

hybridization analysis, tetrahydrofolate dehydrogenase genes organization, 
lymphoblastoid cell lines 3943. 

hybridization, DNA replication, initiation, phage T4 4545. 

hybridization, double-stranded RNA, viruses 594. 

hybridization, estradiol effects on vitellogenin genes deoxyribonuclease | 
sensitivity, Xenopus 5712. 

hybridization, gene mapping, Zea mays 2377. 

hybridization genomes DNA, kinetics, avocado sunblotch disease viroid 4983. 

hybridization, globin mRNA, reticulocytes, anemia, rats 4327. 

hybridization, mRNA characterization, roots, Vicia faba 5289. 

hybridization mRNA, gene expression, chronic lymphatic leukemia, man 5314. 

hybridization, mRNA poly(A) containing, gene expression, larvae, Bombyx mon 
5323. 

hybridization mRNA, use elastin gene expression, development, blood vessels, 
chick embryos 4559. 

hybridization, poly(A)-containing mRNA, regeneration, tumors, liver, rats 4331. 

hybridization, splicing RNA, vaccinia virus 3762. 

IAP gene, hybridization analysis, tumor cell lines 3443, 

immunoglobulins x-chain genes, enhancement insertion sequences transposition 
5093. 

immunoglobulins heavy chains constant region y gene, nucleotide sequence, 
restriction endonuclease mapping, gene libraries, man 4457. 

insertion, plasmid pBR322, poliovirus |, characterization, electron microscopy 
865. 

interteroe genes, nucleotide sequence rearangement, mechanisms, fibroblasts, man 

interferon variants, fibroblasts, man, cloning, Escherichia coli 3534. 

lacI gene, detection, Escherichia coli 4342. 

mammalian cells transfection, genomes, poliovirus 3536. 

membrane proteins genes, nucleotide sequence, influenza A virus 2418. 

membrane proteins genes, Semliki Forest virus, gene expression BHK cells 5058. 

erie dehydrogenase, cell-free system transcription translation, Escherichia coli 

19% 

non-histones genes, gene expression relationship DNA biosynthesis, Hela cells, 
man 3036. 

nucleotide sequence, a-amylase genes families, mice 5499. 

nucleotide sequence, y-crystallin, eye lens, Rana temporana 5972, 

nucleotide sequence, a-globin gene, ducks 3895. 

nucleotide sequence, a-globin genes, plasmid pHb 1003, chickens 2360. 

nucleotide sequence, B-globin genes, thalassemia, man 4431. 


cDNA, (continued) 
nucleoude sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
B virus 4773. 
nucleotde sequence, 
nucleotide sequence, 
nucleotide sequence, 


cloning RNA, influenza A virus 1859. 

cloning, snRNA pseudogenes, gene libraries, man 5482. 
complement C3 genes, gene libraries, mice, man 5452. 
conalbumin mRNA genes, chickens 5290. 

dnaG gene, Escherichia coli 5455. 

factor B, major histocompatibility complex, man 5960. 
gene S7, phage T4 3456. 

genomes, murine sarcoma virus 4435. 

glycoproteins genes, rabies virus 5441. 

glycoproteins, rats 3251. 

glycoproteins, Trypanosoma brucei 3976. 
hemagglutinins genes, homology influenza A virus, influenza 


histocompatibility gene H-2, mice 3893. 
histocompatibility gene HLA DR region, man 3898. 
histone H3 genes, insertion sequences insertions sites, gene 


libraries, Drosophila melanogaster 5477. 


nucleotide sequence, 
nucleotide sequence, 


histone H3 genes, introns, chickens 4903. 
histone H4, histone H3 genes, comparison gene: libraries 


Xenopus laevis, Xenopus borealis 4447. 


nucleotide sequence, 
cloning, kallikrein 


nucleotide sequence, immunglobulins heavy chains switch regions, Drosophila 3978. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
man 4909. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
cell lines 4428. 
nucleotide sequence, 
nucleotide sequence, 
5488. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


hybridization analysis, restriction endonuclease mapping, 
genes, gene libranes, mice 5462. 


immunoglobulin A light chains x gene, S107 cells 4416. 
immunoglobulins \ chain genes, mice cell lines 4430. 
immunoglobulins -y-chain genes families, organization, 


immunoglobulins x-chain genes, rabbits 4441. 
immunoglobulins x-chair: genes, mice 5407. 
immunoglobulins genes, heavy chain disease, man 3934. 
immunoglobulins heavy chains vanable region genes, mice 


keratin, chickens 6028. 
leghemoglobin genes families, gene libraries, Glycine max 


mal T gene, Escherichia coli 5944. 
membrane glycoproteins genes, rabies virus 4885. 
metallothionein genes, HeLa cells, comparison mice 3777. 


nucleotide sequence methodology, phage M13 5440. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


mitochondria, man, cattle 5975. 

mRNA genomes, influenza B virus 3256. 

myosin, heart, rats 4422. 

myosin, skeletal muscle, chickens 6022. 

neuraminidase genes, influenza A virus 4761. 
neuraminidase genes, influenza virus 3781. 
neuraminidase, influenza A virus 4263. 

nucleoproteins genes, influenza A virus 1866. 
poliovirus 3395. 

pre-a-lactalbumin genes, man, guinea-pigs, comparison 


chickens prelysozyme genes, evolution 3925. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
virus 4957. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
4940. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


preproenkephalin genes, adrenal medulla, cattle 3950. 
preproenkephalin genes, adrenal medulla, cattle 4894. 
preproenkephalin genes, gene libraries, man 4906. 
preprogastrin genes, cloning, pigs 5466. 

procollagen genes, chickens 3906. 

proglucagon genes, pancreas, Lophius piscatorius 5484. 
promoters regions, rmG locus, Escherichia coli 3954. 
repeated sequence+gag gene inversion, baboon endogenous 


RNA 26S, Sindbis virus 3901. 

RNA 7S genes, mice 3779. 

TRNA genes, Tetrahymena pyriformis 3970. 

satellite DNA, Elaphe radiata 3932. 

satellite DNA repeated sequence, Cercopithecus aethiops 


serum albumin, man 3772. 
snRNA genes, gene libraries, man 4901. 
snRNA, hybridization analysis, restriction endonuclease 


mapping, gene libraries, mice 4945. 


nucleotide sequence, 
nucleotide sequence, 


somatostatin genes, man 5461. 
structure analysis, association carcinoma, woodchuck 


hepatitis virus 4406. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
4403. 
nucleotide sequence, 


thyroglobulin genes, cattle 5080. 

transformation regions, simian sarcoma virus 3921. 
tRNA Met genes, yeasts 3872. 

uteroglobin genes, rabbits 5978. 

whey protein mRNA, comparison rats, mice 4278. 
al-antitrypsin, man, comparison ovalbumin, chickens 


B2-microglobulin genes, mice 4910. 


ovalbumin genes, progesterone receptors A-subunit binding, oviduct, chickens 


4685. 


nucleotide sequence, 
nucleotide sequence, 
virus 4265. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
5473. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
americanus 4941. 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


nucleotide sequence. cell surface glycopreteins, comparison C-terminus amino acid 


a-lactalbumin, rats 862. 
3'-terminus, hemagglutinins, neuraminidase genes, influenza 


acetylcholine receptors genes, Torpedo californica 5457. 
acid phosphatase genes, Saccharomyces cerevisiae 5381. 
actin genes, Glycine max, comparison, Drosophila, yeasts 


adenovirus 2922. 
amino acid sequence, preproenkephalin, pigs 5082. 
antifreeze glycoproteins genes, Pseudopleuronectus 


apolipoprotein [I genes, gene libraries, chickens 4948. 
Balbiana rings genes, Chironomus thummi 3968. 
carboxypeptidase A genes, gene libraries, rats 3905. 


sequence, Trypanosoma brucei 3421, 


nucleotide sequence, 


cell surface glycoproteins genes, comparison amino acid 


sequence, Trypanosoma brucei 3902. 


nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 
nucleotide sequence, 


chorion genes, proteins, Bombyx mori 5487. 

cloning, €-chain immunoglobulin E, rats 5450. 

cloning, genes, cytochrome P-450, liver, rats 4969. 
cloning, hybridization analysis, restriction endonuclease 


mapping, epoxide hydrolase genes, liver, rats 5652. 


OO __£_L_——_—————————————————— | 


78 


plasmids transfection, poly(I-C) induction B-interferon, cell culture, 
mice 5688. 

plasmids use, dnaG gene regulation, Escherichia coli 6126. 

probe, hemagglutinin genes, influenza virus, RNA biosynthesis, MDCK cells 3800. 

probes, chromatin characterization, hepatoma 2586. 

probes, distribution repeated sequence, B globin, genes, chromosomes, 
lymphocytes, man 3894. 

probes, fibrinogen mRNA levels, liver, rats 4307. 

probes gene regulation, Drosophila melanogaster 3009. 

probes, mRNA precursors processing, adenovirus (human) 2 1721. 

Probes, mRNA processing mutation, thalassemia, man 5318. 


probes, phosphoenolpyruvate carboxykinase (GTP) mRNA levels, hormones effect on, 


kidney, rats 2241. 
probes, urine proteins genes, gene mapping, mice 5479. 
proinsulin, segregation plasmid pBR322, biosynthesis, Escherichia coli 3562. 
purification, characterization, replication defective mutant, H-1 virus 4489. 
reserpine hybridization, characterization, RNA, barley stripe mosaic virus 
recombinants plasmids, isolation, nucleotide sequence, protamine genes, testis, 
Salmo gairdneni 1342. 
restriction endonuclease mapping, avian leukosis virus 5023. 
restriction endonuclease mapping, cytochrome P-450 genes, relationship genes 
induction, mice 4436, 


o- 


Sete kore, oR eRe eT ers eer 


I 


MK 


27. SCRAPE ARERR TE 


mae 


SS Aer SsEes, 5 


f 


Me, eho 


u 


6A, 


ray, 


erent 


aes 


7 


cDNA, (continued) : 

restriction endonuclease mapping, electron microscopy, varicella-zoster virus 
4928. 

restriction endonuclease mapping, gene libraries, cytomegalovirus 4463. 

restriction endonuclease mapping, histocompatibility gene HLA DR region, man 
6001. 

restriction endonuclease mapping, nucleotide sequence, avian sarcoma virus 3360. 

Testriction endonuclease mapping, nucleotide sequence, RNA genomes, poliovirus 
4271. 

restriction endonuclease mapping, polyoma virus 5376. 

restriction endonuclease mapping, tetrahydrofolate dehydrogenase genes, sarcoma 
180 cells, mice 4459. 

restriction endonuclease mapping, tobacco mosaic virus 5065. 

RNA capping, effects on cell-free system translation 6152. 

RNA nucleotide sequence comparison, clinical isolates, animal isolates, fowl 
plague virus 3758. 

RNA 7S cloning, characterization, homology Alu family DNA, HeLa cells 2939. 

mRNA poly(A)-containing, DNA polymerase (RNA-dependent), cloning, Bacillus 
subtilis, avian myeloblastosis virus 5607. 

rRNA genes, hybridization snRNA, mice 3743. 

rRNA genes, transcription, RNA polymerase I, oocytes, Xenopus 4065. 

rRNA 18S genes flanking regions, nucleotide sequence, Xenopus laevis 3353. 

tRNA Val genes, cell-free system transcription, Drosophila melanogaster 6155. 

Sites directed mutagenesis 4553. 

Somatostatin genes, nucleotide sequence, carcinoma, rats 3540. 

somatotropin genes, cattle, gene expression, Escherichia coli 4560. 

steroid-binding protein genes restriction endonuclease mapping, prostate, rats 
5451. 

structure, mRNA cloning, herpes simplex virus 1 3236. 

synthesis, citrus exocortis viroid RNA 3529. 

synthesis, prostatic-binding protein, rats 960. 

synthesis, tRNA fMet anticodon loop, Escherichia coli 2681. 

tetrahydrofolate dehydrogenase genes, cloning, man 4056. 

transcription, a-globin genes, use SV40 vectors, man 4556. 

transcription, rRNA genes, cell-free system, Drosophila melanogaster 5327. 

a-tubulin genes, hybrization chromosome 3, Drosophila melanogaster 4073. 

a-tubulin genes, nucleotide sequence, brain, rats 3431. 

use seminal vesicle proteins mRNA levels, genes organization, rats 1680. 

viruses, characterization 5026. 

YPI gene, YPII gene, nucleotide sequence, comparison mRNA, Drosophila 
melanogaster 3867. 


| DNArepair, 


poly(ADP-ribose) biosynthesis, U.V. radiation, theophylline, 
N-methyl-N’-nitro-N-nitrosoguanidine effects on, fibroblasts, man 1925. 

thioacetamide, carbon tetrachloride, 1,2-dimethylhydrazine, 
N-nitrosodiethylamine, N-nitrosodimethylamine effects on, liver, rats 1265. 


DNA content, ploidy, tumors comparison, flow cytometry 1782. 
kidney cells, lithium chloride effects on DNA biosynthesis 3002. 
nerves, RNA levels, ischemia effects on 613. 


induction DNA damage, melanoma cell lines, man 5941. 
Dopa 
metabolites, inhibition, DNA polymerase (RNA-dependant) 4616. 
effects on RNA biosynthesis, planaria 2244. 
Dormancy, ; . ¢ F 
poly (A) RNA biosynthesis, relationship storage effects, Corylus 188. 


fates, radiation, effects on double-stranded DNA breakage, Saccharomyces 

| cerevisiae 258. 

) Dose-response effects, 

N-nitroso-N-ethylurea, mutagenesis, DNA repair, spermatogonia, mice 5360. 
N-nitroso-N-ethylurea, mutagenesis, DNA repair, spermatogonia, mice 5362. 


’ 
) _ Statistical analysis, tritium, DNA damage, oocytes, man 2847. 
| Double stranded, 
 _ breakage, DNA, , U.V. radiation, cell culture, DNA repair 1927. 
) Double-stranded, 
| _ DNA, temperatureeffects denaturation, stabilization, lipids 356. 
‘i Double-stranded DNA, 
antibodies antigen-antibody complexes, complement parameters, systemic lupus 
erythematosus, man 483. 

antibodies, assays, man 2274. 
Doxorubicin, 

acute toxicity, chromosomes, cell culture 743. 

inhibition mitochondria DNA biosynthesis, heart, rats 1454. 

interaction DNA, Raman spectroscopy 4375. 

mechanisms binding DNA, liver, rats 1278. 

metabolites, induction DNA, damage 4856. 

proteins association DNA damage, L-1200 cells 1274. 

toxicity mechanisms, inhibition RNA biosynthesis, heart, rats 3195. 

' _ uptake, DNA damage, leukemia cells, man 2312. 
|) DR determinants, 


cell lines, lymphocytes B, man, conferences 2264. 


cell lines, ecdysterone stimulation, gene expression, heat shock proteins, cDNA, 
hybridization analysis 5102. 

chorion genes, organization, gene amplification, restriction endonuclease mapping 
3866. 

chromatin, nucleosomes organization 4149. 

comparison, Glycine max, actin genes, cDNA, nucleotide sequence 5473. 

DNA, 5-terminus, deoxyribonuclease I hypersensitivity sites identification, 
association Sgs4 gene 4153. 

DNA genomes organization, globin loci 4915. 

DNA, nucleotide sequence, restriction endonuclease, sex differences 1892. 

DNA, RNA, hybrids, assays 4335. 

fluorouracil, 5-bromodeoxyundine inhibition, mutants, gene expression 536. 

heat shock genes, gene regulation, cell lines, rats 4086. 

heat shock protein biosynthesis, genetic control 5791. 

immunglobulins heavy chains switch regions, cloning, cDNA nucleotide sequence 
3978. 

larvae, nuclei RNA, DNA hybridization analysis 3747. 

nucleotide sequence, genes, DNA, plasma proteins 2379. 

population genetics, DNA interspecific hybridization 1326. 


light chains, heavy chains, histocompatibility antigen HLA mRNA, lymphoblastoid 


Biochemistry Abstracts 2 vol. 12 


Drosophila, (continued) 


regulation tRNA Lys genes transcription 1980. 

ribosomal proteins biosynthesis, protein biosynthesis, embryogenesis 84. 
tRNA 5S, nucleotide sequence, comparison Acyrthosiphon magnoliae 3233. 
snRNA, ribonucleoproteins, heat shock 5691. 

tRNA Arg genes transcription initiation sites, characterization 5776. 
species, repeated sequence DNA, genetic variance 5458. 

transposons, DNA nucleotide sequence 2940. 


Drosophila hydei, 


Y chromosome repeated sequence DNA, cloning, hybridization analysis, restriction 
endonuclease mapping 6017. 

fluorescence RNA, hybridization DNA 1367. 

pupae, RNA polymerase I, purification, characterization 6171. 

rRNA genes, nucleolus organizer region, introns characterization restriction 
endonuclase mapping 2912. 

spermatogenesis, protein composition, Y chromosome mutants 1560. 

er, 

Adh locus, restriction endonuclease mapping 6018. 

analysis (RNA Val genes 2380. 

caffeine potentiation X radiation chromatids damage 1268. 

cell-free system, rRNA genes, cDNA transcription 5327. 

chromatin, DNA, binding methylene-blue, coriphosphinege, acridine orange, light 
effects on, Drosophila melanogaster 1252. 

chromosomes, salivary gland, sgs-6 gene localization 1376. 

chromosomes segments, cloning 3028. 

collagen gene, gene expression, DNA nucleotide sequence 5390. 

complex, purification, hnRNA 2053. 

copia gene RNA, capping, nucleotide sequence analysis 619. 

cut locus, cloning, restriction endonuclease mapping 6140. 

defective mutant, ionizing radiation, ultraviolet radiation effects on cells 
survival 2475. 

deoxyribonuclease I, site location, chromatin, ribosomal proteins genes 1032. 

DNA nucleotide sequence, genes homology, transposition 860. 

DNA nucleotide sequence, heat shock proteins genes 5492. 

DNA, nucleotide sequence, histones, rRNA genes 4947. 

DNA nucleotide sequence, transposons 859. 

DNA polymerase I, termination, replication, role, DNA, secondary structure, 
nucleotide sequence 5136. 

DNA polymorphism, restriction endonuclease 1845. 

DNA primase priming activity, embryos 5685. 

DNA repair deficient mutant, use assays procarbazine induction chromosomes damage 
1292. 

DNA repair, X radiation 1801. 

DNA replication, electron microscopy 2937. 

eggs, embryos, avian sarcoma virus DNA genomes microinjection, integration 6135. 

fluorescence RNA, hybridization DNA 1367. 

gene libraries, a-tubulin genes, cloning, cDNA hybrization chromosome 3 4073. 

gene libraries, histone H3 genes, insertion sequences insertions sites, CDNA 
nucleotide sequence 5477. 

gene mapping, immunofluorescence, polytene chromosomes 5494. 

gene regulation, use cDNA probes 3009. 

genes, B104, DNA, repeated sequence, characterization 3929. 

genes, gene mapping, DNA 845. 

genes, heat shock proteins, hybridization, localization 3175. 

heat shock genes, DNA nucleotide sequence, temperature effects on transcription 
4965. 

heat shock genes transcription, role RNA polymerase II 4593. 

heat shock, induction, mRNA, cloning, characterization, genes 2521. 

heat shock proteins, association chromatin, characterization 3643. 

heat shock proteins genes, DNA nucleotide sequence, relationship 
a-crystallin, mammals 5486. 

histone acetyltransferase, purification, characterization, histone H4 specificity 
4117. 

hsp70 gene, transcription, Xenopus 5064. 

micrococcal endonuclease digestion, heat shock locus 67B, DNA, chromatin 3454. 

mitochondria DNA, restriction endonuclease mapping, comparison Drosophila virilis 
2378. 

mobility ribosomes rDNA insertion sequences 1846. 

mutation, DNA, isolation, methodology 739. 

nucleotide sequence, genes, yolk proteins, mRNA, ecdysone effects on 
transcription 2900. 

nucleotide sequefice, repeated sequence, DNA 4913. 

palindromes, characterization, DNA 1377. 

polyadenylated nomads RNA, analysis 3749. 

polyribosomes levels, protein biosynthesis, age effects 590. 

polyribosomes, mRNA, nucleotide sequence, homology, developmental stages 618. 

polytene chromosomes, genes, structure 1847. 

regulation, hsp 70 gene, aB gene, homology, DNA nucleotide sequence 450. 

ribonucleoproteins, isolation, characterization 582. 

ribosomal proteins, purification, characterization, comparison eukaryotes 2701. 

ribosomes, structure, electron microscopy 5801. 

RNA biosynthesis, analysis, clonal selection, embryogenesis 185. 

RNA, nucleotide sequence, secondary structure, splicing 661. 

RNA polymerase II, a-amanitin binding, thermal stability, kinetics, 
comparison mutants, association RpII-C4 locus 4598. 

RNA polymerase II, inhibition amanin analogs 2024. 

Ris Don merase II, purification, subunits comparison immunology Chironomus thummi 
2025. 

hnRNA, ribonucleoproteins structure, electron microscopy 5148. 

mRNA, poly(A), content, developmental stages 201. 

TRNA biosynthesis, mutants 196. 

tRNA genes localization, X chromosome heterochromatin 5698. 

tRNA 5S, secondary structure analysis 1156. 

tRNA, aminoacylation, age effects on 2696. 

tRNA Lys, nucleotide sequence 5780. 

tRNA Met genes, clones 720. 

tRNA, rRNA SS genes organization, chromosomes, hybridization analysis 3965. 

tRNA Val genes cDNA, cell-free system transcription 6155. 

tRNA Val genes, DNA nucleotide sequence 3363. 

tRNA val, nucleotide sequence, chloroacetaldehyde modification 2683. 

salivary gland, chromosomes puffing, ecdysterone, genetic control 5157. 

satellite DNA, comparison Drosophila simulans 1769. 

spermatozoa, chromosomes markers, neutron radiation, X radiation effects on 1269. 

sterility, mutants, characterization, RNA biosynthesis, ovary 691. 

transposon mdg3 repeated sequence, DNA nucleotide sequence 6013. 

transposon 412 repeated sequence, DNA nucleotide sequence 6010. 


79 


Subject Index 


Drosophila melanogaster, (continued) 
transposons, nucleotide sequence 816. 
white locus, restriction endonuclease mapping 4977. 
X radiation, DNA repair 4497, 
YPI gene, YPII gene, cDNA nucleotide sequence, comparison mRNA 3867. 
nasutoides, 
satellite DNA, restriction endonuclease mapping 2914. 
simulans, 
DNA polymorphism, restriction endonuclease 1845. a 
heat shock genes, DNA nucleotide sequence, temperature effects on transcription 
4965. . 
satellite DNA, isolation, characterization, comparison Drosophila melanogaster 
1769. 


virilis, 
DNA polymorphism, restriction endonuclease 1845. 
embryos, satellite DNA, distribution, electron microscopy, nuclei 2277. 
mitochondria DNA, restriction endonuclease mapping, comparison Drosophila 
melanogaster 2378. 
Drosophilia X virus, 
RNA, electron microscopy 2947. 
Drug resistance, 
nalidixic acid, role nal locus, gene mapping, Pseudomonas aeruginosa 5406. 


fibers, interaction DNA, linear dichroism 4376. 
interaction DNA, N.M.R., reviews 1389. 
interaction DNA, statistical analysis, reviews 4374. 
intercalation, binding, chemical modification, strands breakage, DNA, reviews 
3854. 
nucleic acids interaction, mathematical models 3981. 
Pyrimidine analogs, synthesis 1565. 
Dryopteris acuminata, ‘ . 
chloroplasts, rRNA 4.5S, isolation, nucleotide sequence 2770. 
nucleotide sequence, rRNA 5S, chloroplasts 5292. 


p 
analogs, binding DNA polymerase (RNA-dependent), E.S.R., avian myeloblastosis 
virus 5138. 
Duck hepatitis B virus, 
DNA replication, role RNA intermediates, reverse transcription 4484. 
DNA single-stranded, ducks liver 5003. 
Ducks, 
erythrocytes, proteins, matrix, nuclei, association RNA, DNA 3605. 
a-globin genes, DNA nucleotide sequence, comparison chickens, evolution 3909. 
globin, ribonucleoproteins, mRNA, structure-activity relationships 3100. 
liver, duck hepatitis B virus, single-stranded DNA 5003. 
nucleotide sequence, a-globin gene, cDNA 3895. 
Dugesia lugubris, 
karyotypes, characterization 1243. 


tRNA biosynthesis 1215. 
Ducdenum, 
cell culmre, DNA biosynthesis, celiac disease, man 1958. 
rats, calcium-binding protein mRNA, purification, translation, reticulocytes 
cell-free system 3295. 
Duplication, 
nucleotide sequence, DNA, hybridization, fibroin, Bombyx mori, strongylocentratus 
purpuratus 2891. 
Dyes, 
5-bromodeoxyuridine, U.V. radiation cytotoxicity, CHO cells 1812. 
Brown MX-S5BR, interactions tryptophanyl-tRNA synthetase, inhibition kinetics, 
Bacillus stearothermophilus 5785. 
glycol methacrylate, cytochemistry, DNA, RNA, light microscopy 110. 


nucleosomes cores particles, fluorescence, calf thymus 4665. 
poly(U), poly(C), N.M.R. 4199. 


Ecdysone, 

effects on transcription, genes, yolk proteins, Drosophila melanogaster 2900. 
Ecdysterone, 

genetic control chromosomes puffing, salivary gland, Drosophila melanogaster 

5157. 
stimulation, gene expression, heat shock proteins, cDNA, hybridization analysis, 
cell lines, Drosophila 5102. 

Echinoidea, 

DNA biosynthesis, chromosomes vesicles, anaphase, mitosis 3994 
Echinomycin, 

chelation, poly(dA-dT), poly(dG-dC) 2948. 

interaction DNA 751 
Echinostelium minutum, 

nuclei, DNA levels 1231. 
Ecteinascidia turbinata, 
=i pee effects on DNA biosynthesis, DNA repair, fibroblasts, man 6077 

’ 

effects on chromatin activity, hepatocytes, guinea-pigs 2579. 

interaction, aminoacetic acid substitution, nucleosides 1581. 
Effects on, 

RNA biosynthesis leaves, Hordeum vulgare, 1213 


a 
amphibians, gene transfer, reviews genetic engineering gene expression, analysis 
5047 


Drosophila melanogaster, avian sarcoma virus DNA genomes microinjection. 
integration 6135. 

localization mRNA, Xenopus laevis 2178. 

mitocliondria, DNA biosynthesis, Xenopus laevis 1393. 

nuclei, DNA, replication, levels, Trichoplax adhaerens 927. 

ribonuclease, purification, characterization, Cyprinus carpio 2008. 

RNA, characterizat‘on, Pisaster ochraveus 2180. 

Ehriich ascites tumor ceils, 

anu eos starvation effects on protein biosynthesis, role tRNA regulation 
4738. 

angelicin derivatives effects on DNA 5374. 

chromatin, digestion, deoxyribonuclease activity 1512. 

chromatin, histone H1, photoaffinity labelling 3619. 

cycloheximide effects on nucleosomes segregation 5714. 

cytosol proteins effects on DNA biosynthesis 3507 


80 


Ehrlich ascites tumor cells, (continued) oe a 
DNA biosynthesis, 9,10-dimethy-1,2-benzanthracene, ethionine, daunorubicin, 
actinomycin D, 1-(2-chloroethyl-1)-nitrosourea, dimethyl sulfoxide, croton oil, 
steroids effects on 918. aah 
DNA chromosomal proteins complex, + radiation dissociation 5715. 
DNA, deoxyribonuclease, ribonuclease effects on growth 3004. 
DNA, isolation, characterization, proteinase effects on 2288. 5 
DNA polymerase I, single stranded DNA conversion replicative form, minute virus 
of mice 4114. 
infection, influenza virus genes transcription 2232. 
1-nitro-9/3’-dimethylpropyloamine/acridine-2 HCI effects on chromatin 2066. 
N-nitroso-N-methylurea effects on DNA denaturation 1251. J 
nucleic acids metabolism, titanocene dichloride, vanadocene dichloride inhibition 
1225. 
nucleosides analogs inhibition rRNA biosynthesis 5219. 
poly(U) polymerase characterization 3067. , 
protein biosynthesis inhibition, diadenosine 3'-triphosphate 5’-phosphate, NAD+, 
ADP-ribose derivatives, 2’,5’-oligo(A) synthesis 5222. 
ribosomal protein S6 phosphorylation effects on ribosomes function 2143. 
tRNA (cytosine-5-)-methyltransferase, purification, rRNA methylation 3603. 
sangivamycin, xylosyladenine, effects on RNA biosynthesis, methylation, 
polyribosomes 1223. 
starvation, heme effects on protein biosynthesis, initiation complex 1668. 
Eimeria tenella, 
antiprotozoal activity 6-(methylthio)-9-B-D-ribofuranosyl-9H-purine, 
4-(ethylthio)- 1 -B-D-ribofuranosy!-1H-pyrazolo(3 ,4-d)pyridine 1075. 
RNA, purification, characterization, oocytes 114. 
EJ-1 cells, 
DNA biosynthesis inhibition, 3,4-dihydroxybenzaldehyde, 1,2-dihydroxybenzene 
1945. 
Elaphe radiata, 
satellite DNA, cloning, cDNA nucleotide sequence, hybridization RNA mice 3932. 
Elastin, 
gene expression, use CDNA hybridization mRNA, development, blood vessels, chick 
embryos 4559. 
mRNA levels, development effects on, lung, sheep fetuses 1210. 
mRNA translation products, chick embryos, purification, characterization, 
cell-free system 2812. 
Electric dichroism, 
chromatin structure, high mobility group protein 14, high mobility group protein 
17 effects on, erythrocytes, chickens 3110. 
DNA+ 3,6-bis(dimethylamino)-10-methylacridinium chloride 6038. 
electric fields effects on, DNA 4472. 
neocarzinostatin chromophores intercalation DNA 2439. 
polydeoxyribonucleotides, B-form Z-form transitions 3682. 
structure lactose repressor lactose operator complex, Escherichia coli 5201. 
Ekctric fields, 
effects on electric dichroism, DNA 4472. 
effects on light scattering, DNA 4647. 
occupational exposure, effects on chromosomes, sister chromatid exchange, man 
507 


Electric potential, 
effects on DNA structure, electrodes 3951. 
Electrical birefringence, 
conformational analysis, plasmid pBR322 restriction fragments DNA 3400. 
Electrical . 
evaluation, poly (dA-dT) conformation 57. 
4-thiouracil, spectroscopy 14. 
Ekctrical stimulation, 
shock effects on poly (A) RNA biosynthesis, brain, rats 168. 


analysis, nucleic acids, reviews 1087 
Busnes, deoxyguanosine, guanylic acid, deoxyguanylic acid, calf thymus DNA 
interface behavior, CMP, CDP, CTP 1081. 
properties, chromatin models, DNA histones interaction 2592. 
Electrodes, 
electric potential effects on DNA structure 3951}. 
Electromagnetic radiation, 
effects on chromatin, flow cytometry, erythrocytes, frogs 1546. 
Electron microscopy, 
adenovirus (human) 5 insertion sequences, hamsters transformed cells 3453. 
analysis, apolipoprotein II genes cDNA, chickens 4952 
analysis, DNA, histones complex 500. 
analysis, genomes DNA, Mycoplasma hyorhinis 4917. 
caabolte activator protein interaction DNA double-stranded, Escherichia coli 
6234. 
characterization DNA replication origin proteins complex, plasmids, Saccharomyces 
italicus 5726, 
characterization double-stranded RNA, tobacco ringspot virus 4273. 
characterization nucleoproteins complex, phage Pf] 5149. 
characterization phage PK1 DNA 4985. 
characterization, poliovirus 1, cDNA, insertion, plasmids, plasmid pBR322 865. 
chromatin structure, Oxytricha nova 6207. 
chromatin structure, pH effects on, liver, rats 2591. 
chromatin ultrastructure, Stylonychia, Oxytricha, Euplotes 2596. 
computer applications, ribosomes, HeLa cells 4723. 
detection closed-circular double-stranded potato spindle tuber viroid RNA, 
Lycopersicon esculentum 4740. 
DNA, Col E} plasmids 3305. 
DNA, frog virus 3 1371. 
DNA histone H1 complex reconstitution 5174. 
DNA mapping, data processing 1854. 
DNA melting, replicative form, phage ®X174 3457. 
DNA organizaiton, nucleosomes, chromatin 4668. 
DNA phage PM2, RNA Drosophilia X virus 2947. 
DNA recombination, adenovirus (human) 2 2895. 
DNA replication structure, Escherichia coli infection, phage Mu 4882. 
DNA replication, Vicoa faba, Drosophila melanogaster, Xenopus laevis, chickens, 
hamsters 2937 
DNA, reverse transcription, retrovirus (avian) 4874. 
DNA, reviews 1. 
DNA secondary structure, role proteins, phage M13 3876. 
DNA structure, equine herpesvirus | 3884. 
DNA structure, Frog virus 3 4402. 
DNA ultrastructure, varicella-zoster virus 4408. 


VSR e ERE 


Piet oO RAR 


oF 


re 


. 


t& 
Laat 
Re 
me 
Re: 


od 


Be 


we 
eS => 


@ Eo EAR HH EFe Re 


FE, 


oe Fp TR ERE EES 


Electron microscopy, (continued) 
DNA-binding protein interaction DNA, phage ®X174 5723. 


4672. 
cDNA, varicella-zoster virus 4928. 
double-stranded DNA, conformational analysis, methodology 3365. 
localization RNA, DNA, methodology 2273. 
mapping, introns, DNA, CAD gene, hamsters cell lines 3394. 
phage A integration, binding sites, DNA, phage \ 6251. 
phleomycin interaction DNA 3982. 
plasmid pE194, plasmid pUB110, antibiotic resistance, replication, Bacillus 
subtilis 1392. 
promoters transcription, phage P2, Escherichia coli 3267. 
puromycin photoaffinity labelling, ribosomes, Escherichia coli 4224. 
tecA gene protein binding double-stranded DNA, Escherichia coli 6233. 
tecA gene protein DNA complex, characterization, Escherichia coli 4673. 
recBC gene protein enzymes mechanisms, Escherichia coli 4674. 


chloroplasts, Pisum sativum 1653. 
tibosomes, salivary gland, Chironomus tentans 2707. 
ribosomes structure, Drosophila melanogaster 5801. 
ribosomes structure, proteins rRNA interaction, reviews 1113. 
ribosomes structure, rRNA, ribosomal proteins, oocytes, Lacerta sicula 3717. 
RNA secondary structure, potato spindle tuber viroid 2208. 
RNA structure, mengovirus 2749. 
hnRNA ribonucleoproteins, structure, Drosophila melanogaster, Calliphora 
erythrocephala 5148. 
tRNA 16S genes, chloroplasts, Euglena gracilis 5970. 
satellite DNA distribution, nuclei, embryos, Drosophila virilis 2277. 
Streptomyces aureofaciens plasmids DNA 3306. 
i structure chromatin fibrils 1033. 
Nin HP structure closed-circular DNA DNA-binding protein complex, replicative 
intermediates, phage ®29 4450. 
ited} Structure DNA genomes, frog virus 3 5380. 
| structure double-stranded RNA, mengovirus 4276. 
structure, nucleoproteins complex, Pseudomonas aeruginosa 2052. 
studies, SV40 chromatin, nucleosomes, DNA composition, association 4142. 
transcription initiation sites, RNA, cucumber green mottle mosaic virus 3241. 
ultrastructure histones DNA complex, spermatozoa, sheep 2589. 
ultrastructure, nucleoproteins, age effects on, cell culture, fibroblasts, man 
4634. 
ultrastructure, nucleoproteins, age effects on, cell culture, fibroblasts, man 
4634. 
ultrastructure, polyribosomes, endoplasmic reticulum, myeloma cells, man 3716. 
| _ ultrastructure, ribonucleoproteins RNA complex, erythroid cells, pigeons 1534. 
Electron microscopy (scanning), 
DNA, RNA density, denaturation effects on 131. 
i 
interaction, transcription, genetic code 1852. 


9 

adenine, adenosine, adenosine nucleotides, pH effects 1045. 

analysis DNA, RNA 4343. 

characterization, deoxyribonuclease, epidermis, juveniles rats 984. 

characterization double-stranded RNA, tobacco ringspot virus 4273. 

characterization, RNA, proteins, cytoplasmic polyhedrosis virus, Euxoa scandens 
1676. 

characterization, RNA, rotavirus (human) 3757. 

chromatin isolation, proteins characterization, yeasts 508. 

DNA, fractionation 4838. 

DNA purification methodology 5908. 

fractionation ribosomal proteins, mitochondria, Locusta migratoria 2148. 

gels, DNA, nucleotide sequence, determination 228. 

gels, DNA, RNA 105. 

histones fractionation, analysis, calf thymus 3109. 

isolation, mutants, ribosomal proteins, ribosomal subunit 40S, yeasts 581. 

mitochondria DNA, nucleotide sequence, population studies 292. 

plasmids characterization, antibiotic resistance, Proteus rettgeri 4087. 

polymorphism reovirus (avian) double-stranded RNA genomes 4243. 

ribosomal proteins, purification, characterization, Saccharomyces carlsbergensis 
2150. 

RNA, methodology 5862. 

mRNA, phage T4 2728. 

use determination DNA size 4471. 

violamycin BI, Streptomyces violaceus, binding DNA 742. 


polynucleotides 552. 
tial, 


DNA, role B-form Z-form transitions, conformation, mathematical models 3989. 

tole N-acetoxy-2-acetylaminofluorene binding polydeoxyribonucleotides, Z-form 
B-form transitions effects on 3692. 

Eleusine coracana, 

organization, DNA nucleotide sequence 2901. 

i Elongation, 

encephalomyocarditis virus infection effects on, interferon effects on, L cells, 
mice 2164. 

Klebsiella pneumoniae mutants, cell walls, relationship, DNA replication, 
mecillinam effects on 1937. 

RNA polymerase II binding DNA, infection, poliovirus 4588. 

Signal recognition protein inhibition, role prolactin interaction, cell-free 
system 5817. 

| Elongation factor, 

localization, ribosomes, Escherichia coli 98. 

) Elongation factor G, 

binding GTP, GDP, fluorescence 1665. 

Escherichia coli, interaction, guanine nucleotides, thermodynamics 2719. 

interaction ribosomal protein $12, localization ribosomes, Escherichia coli 4722. 

levels, effects on gene expression ribosomal proteins, elongation factors, 
Escherichia coli 3203. 

ribosomes, nucleotides binding, fluorescence polarization, tryptophan chemical 
modification, Escherichia coli 5821. 

tRNA binding ribosomes effects on, Escherichia coli 5264. 

role, dimethylmaleic anhydride induction ribosomes proteins release, Escherichia 
coli 5792. 

Elongation factor Ts, 

elongation factor Tu GDP complex, dissociation, Escherichia coli 2163. 

interaction elongation factor Tu, effects on protein biosynthesis 2726. 


DNA-binding protein single-stranded DNA replication assembly complex, phage Pf. 


ribosomes binding thylakoid membrames, salts, puromycin, ribonuclease effects on, 


Biochemistry Abstracts 2 vol. 12 


Elongation factor Tu, 
allosteric properties, GTP binding, kirromycin effects on, Escherichia coli 5813. 
analysis GDP, GTP binding, Escherichia coli 4233. 
elongation factor Ts GDP complex, dissociation, Escherichia coli 2163. 
Escherichia coli, histidine residues, photooxidation 2162. 
Escherichia coli, interaction, aminoacyl-tRNA synthetase 2722. 
genes, DNA nucleotide sequence homology, Escherichia coli, chloroplasts, 
Chlamydomonas reinhardtii 5435. 
GTP binding, interaction kirromycin, pulvomycin, Lactobacillus brevis 5814. 
GTP hydrolysis, cations role, Escherichia coli 4739. 
GTP valyl-tRNA Val complex, X-ray scattering, Escherichia coli 1666. 
hydrolysis GTP, tRNA Phe role, Escherichia coli 4229. 
inhibition, protein biosynthesis, eukaryotes 4734. 
interaction elongation factor Ts, effects on protein biosynthesis 2726. 
levels, effects on gene expression ribosomal proteins, elongation factors, 
Escherichia coli 3203. 
mutants forms, amino acids substitution characterization, Escherichia coli 2723. 
mutants, kirromycin inhibition protein biosynthesis, Escherichia coli 1664. 
C.D., nucleotides binding sites, Escherichia coli 591. 
phenylalanyl-tRNA complex, structure analysis, kethoxal chemical modification 
GTP, kinetics, Escherichia coli 5258. 
purification, characterization, Streptoverticillium mobaraense 5824. 
purification, protein biosynthesis, kirromycin effects on, Escherichia coli 1663. 
regulation, gene expression, tufA gene, tufB gene 5053. 
ribosomes complex, tRNA interaction, aminoglycoside antibiotics effects on GTP 
hydrolysis, Escherichia coli 1662. 
tRNA Lys coupling, effects on RNA polymerase (RNA-dependent) activity, phage 
QB 2548. 
structure active sites, interaction GDP analogs complex, magnesium, N.M.R., 
E.S.R., Bacillus stearothermophilus 5812. 
Elongation factor 1, 
GTP analogs interaction, effects on tRNA Phe binding ribosomes, fluorescence, 
reticulocytes 3201. 
purification, characterization, Saccharomyces cerevisiae 2167. 
a-subunit, methylation, Mucor racemosus 5266. 
Elongation factor 2, 
N-nitrosodimethylamine effects on ribosomes binding, liver, mice 1124. 
phosphorylation, potassium acetate effects on protein kinase translation 
inhibitors, reticulocytes, rabbits 4236. 
regulation protein biosynthesis, vesicular stomatitis virus infection L-929 cells 
2168 


Elongation factor 3, 
association cap-binding protein, role poliovirus infection, HeLa cells 3117. 
purification, characterization, Saccharomyces cerevisiae 2166. 
Elongation factors, 
activity, cadmium chloride effects on, liver, rats 3194. 
Escherichia coli, role phage QB, RNA biosynthesis, RNA polymerase 
(RNA-dependent) 5668. 
genes, elongation factor Tu, elongation factor G levels effects on gene 
expression, Escherichia coli 3203. 
levels, muscular dystrophy effects on, muscles, chickens 2717. 
protein biosynthesis, Arternia salina 1667. 
purification, characterization, role protein biosynthesis, embryos, Artemia 1672. 
stimulation hemoglobin mRNA cell-free system translation, reticulocytes, rabbits 
5818. 
Embryo cells, 
flow cytometry, DNA content, methodology, Caenorhabditis elegans 2833. 
man, Mason-Pfizer monkey virus proviruses DNA transfection 5061. 
mice, r-7 ,t-8-dihydroxy-t-9, 10-oxy-7,8,9,10-tetrahydrobenzo(a)pyrene binding, DNA 
linkage regions 2857. 
mice, transfection, scrapie agent closed circular DNA 5647. 
Rous sarcoma virus infected, DNA, characterization 4834. 
SV40 transformation genes fragments role transformation, rats 6142. 
tunicamycin effects on cell adhesion, Limnaea 3661. 
Embryogenesis, 
DNA, RNA content, Hyalomma dromedarii 3842. 
eye, mRNA translation, regulation protein biosynthesis, chickens 203. 
initiation, protein biosynthesis, Strongylocentrotus purpuratus 97. 
ontogeny, poly (A) mRNA, Caenorhabditis elegans 161. 
proteins, correlation mRNA levels, Gossypium hirsutum 2809. 
ribosomal proteins biosynthesis, protein biosynthesis, Drosophila 84. 
RNA biosynthesi§ analysis, clonal selection, Drosophila melanogaster 185. 
mRNA biosynthesis, Glycine max 162. 
mRNA levels, cloning studies, Glycine max 151]. 
Embryos, 
acetylcholinesterase development, DNA replication, Ascidiaceae 414. 
adenovirus (human) 5 infection uncouplers DNA biosynthesis, polyamines 
biosynthesis, fibroblasts, rats 6042. 
calvaria, mRNA, procollagen, cortisol effects on, chickens 111. 
carcinoma cells, mice, expression Moloney leukemia virus proviruses, DNA, 
methylation 5079. 
cell culture, cell proliferation, DNA biosynthesis, chickens, man 363. 
cells, chromatin characterization, deoxyribonuclease, effects on, Arbacia 516. 
development, gene regulation, mice 5641. 
differentration, relationship DNA methylation, rabbits 3308. 
DNA biosynthesis, assays, mice 427. 
DNA injection genomes, nuclei, mice 4047. 
DNA polymerase II role DNA biosynthesis, trophoblasts, yolk sac, rats 4615. 
DNA polymerase isoenzymes, purification, characterization, Misgurnus fossilis 
6185. 
DNA primase priming activity, Drosophila melanogaster 5685. 
Drosophila melanogaster, avian sarcoma virus DNA genomes microinjection, 
integration 6135. 
Drosophila virilis, nuclei, satellite DNA distribution, electron microscopy 2277. 
elongation factors, purification, characterization, role protein biosynthesis, 
Artemia 1672. 
fibroblasts, gene regulation, procollagen genes, transcription, Rous sarcoma 
virus, chickens 5302. 
fibroblasts, insulin effects on initiation, protein biosynthesis, chickens 96. 
B-globin genes, nucleotide sequence, rabbits 1834, 
globin mRNA translation, mice 1758. 
localization mRNA, Xenopus laevis 2178. 
mice, B-globin genes, DNA nucleotide sequence 3410. 
mice, taxol, microtubules depolymerization effects on thrombin, epidermal growth 
factor DNA biosynthesis 1949. 
mice, tissue culture, 4-nitroquinoline induction DNA biosynthesis 2481. 


81 


Subject Index 


Embryos, (continued) 


Emetine. 


poly(A) polymerase, purification, characterization, Artemia 3069. 

poly (A) RNA, mitochondria, Xenopus laevis 136. 

polyribosomes, poly (A), mRNA, biosynthesis, developmental stages, Dendraster 
excentricus 587. 

polyribosomes, RNA mobilization, Xenopus laevis 85. 

polyribosomes ultrastructure, Strongylocentrotus purpuratus 579. 

post-transcription control, proteins, fertilization, mice 2817. 

regulation mRNA translation, protein biosynthesis, Ilyanassa obsoleta 204. 

RNA biosynthesis, Xenopus laevis 4284. 

RNA content, developmental stages, mice 100. 

RNA, localization, segregation, cell division, Xenopus laevis 103. 

RNA, ribosomes assays, mice 2744. 

mRNA histones biosynthesis, development, Strongylocentrotus purpuratus 187 

mRNA, hybridization, cDNA clones, Strongylocentratus purpuratus 2739. 

mRNA, occurrence, assays, mice 2741. 

tRNA biosynthesis, Xenopus laevis 4283. 

Smittia, RNA dimers, U.V. radiation, photoreactivation 1687. 

Strongylcentrotus purpuratus, actin genes, gene expression 4094. 

Strongylocentrotus purpuratus, Lytechinus pictus, lithium inhibition protein 
biosynthesis 3189. 

transcription initiation sites, DNA base composition, Rana pipiens 4443. 

trypan blue effects on, DNA, RNA, proteins accumulation, tissue culture, rats 
22, 

uracil-DNA glycosylase, detection, charactenzation, mice 1532. 

zy 

effects on transcription, RNA biosynthesis, salivary gland, Chironomus thummi 
3809. 

inhibition protein biosynthesis, ribosomes role circadian rhythms, Gonyaulax 
polyedra 3727. 

resistance, relationship ribosomal protein S14 mRNA translation, cell-free 
system, CHO cells 5253. 


Enantiomers, 


Enca 


effects on dipeptides, nucleotides interaction 44. 
tion. 
DNA, U.V. radiation effects on, SV40 2479. 


Encapsulation, 


regions, localization, gene mapping, spleen necrosis virus 6019. 
RNA, clover yellow mosaic virus 6247. 


Encephalomyocarditis virus, 


effects on 5’-triphospho-2',5’-oligo(A) synthesis, HeLa cells 5687. 

gene products, genetic analysis 6113. 

hamsters infection, poly (I.C) antiviral agents activity 2674. 

infected Krebs-2 cells, translation initiation 5815. 

infection, antiviral activity, single-stranded polynucleotides, mice 2122. 
infection, effects on elongation, interferon effects on, L cells, mice 2164. 
protein biosynthesis, role mRNA, HeLa cells, man 3828. 

RNA termination sites, characterization 2184. 

mRNA translation, competition, initiation components 1671. 


Enchelys mutans, 


cell cycle, DNA content, cytometry 4846. 


transferrin, use insertion DNA, erythroblasts, genetic engineering 4562. 


Endodeoxyribonuclease, 


activity, development effects on, hepatocytes, rats 4576. 
activity, relationship DNA modification, bacteria 1965. 
activity, strains, Escherichia coli 4574. 
characterization, activity, A-type particles 2544. 


characterization, Saccharomyces cerevisiae, Saccharomyces uvarum, Pichia 


membranefaciens 3573. 


digestion, modification DNA, phages 2019. 


DNA repair, tritium lesions 2982. 
DNA-binding protein stimulation, plasma, cattle 6163. 
gene A, nucleotide sequence specificity, phage ®X174, comparison phages 3570. 


kinetics, role DNA nucleotide sequence 2547 

purification, characterization, SV40 4159. 

purification, characterization, Synechocystis 6166. 

purification, characterization, testis, cattle 2021. 

purification, substrate specificity, physicochemical properties, Escherichia coli 


3572. 


purification, substrate specificity, Pisum sativum 3048. 

Shope fibroma virus, role, DNA biosynthesis inhibition, cells 2462. 

structure, substrate specificity, mechanisms, reviews 4100. 

substrate specificity, mammals 2022. 

substrate specificity, phage T7 5112. 

substrate specificity, supercoiled DNA, plasmacytoma cells, mice 6165 

Vigna radiata, substrate specificity, use phage PM2 superhelical DNA, secondary 


structure effects on activity 4437. 


Endodeoxyribonuclease AatlI, 

purification, characterization, Acetobacter aceti 6170. 
Endodeoxyribonuclease (apurinic or apyrimidinic), 

activity, endodeoxyribonuclease IV (Phage T4-induced), harman inhibition, 


Escherichia coli 3056. 


DNA cleavage sites, chromatin, liver, rats 2017. 
DNA repair, tritium lesions 2982. 
mechanisms, relationship lysyl-tryptophyl-a-lysine cleavage DNA, apurinic 


sites 4572. 


phage T4 3050. 
purification, characterization, daucus carota 5658 
purification, characterization, mitochondria inner membranes, Saccharomyces 


cerevisiae 5659. 


purification, characterization, Saccharomyces cerevisiae 5111. 


role, DNA repair, cyclobutane pyrimidine dimers, models, Micrococcus luteus 5008. 


Endodeoxyribonuclease Bam HI, 


restriction endonuclease maj 


ing, (RNA genes, hamsters, homology man 4453. 


Endodeoxyribonuclease 3 

specificity psoralen cross-linking DNA 5368. 

substrate specificity, glycerol effects on 5662. 
Endodeoxyribonuclease BamH1, 

nucleotide sequence specificity, Bacillus amyloliquefaciens 3057. 

nucleotide sequence specificity, Bacillus amyloliquefaciens 3058. 
Endodeoxyribonuclease Banll, 

purification, characterization, Bacillus aneurinolyticus 6170. 
Endodeoxyribonuclease Ben, 

purification, substrate specificity, Bacillus centrosporus 4577. 


82 


Endodeoxyribonuclease Bgill, 


purification, characterization, Bacillus globigii 2015. 


Endodeoxyribonuclease Cfrl, 


purification, substrate seat Citrobacter freundii 6169. 
. 


Endodeoxyribonuclease 


interaction heteroduplex DNA, Escherichia coli 3055. 


Endodeoxyribonuclease EcoRI, 


assays, kinetics, mechanisms 5660. 

DNA, nucleotide sequence, mammary tumor virus, mice 2342. 

fragments, DNA homology, hepatoma cell lines, rats 3830. 

fragments, use, differentiation, coliforms phages 3843. 

inactivation, chemical modification 1-cyclohexyl-3-(2-morpholinoethyl) 
carbodiimide metho-p-sulfonate, phage ®X174 DNA protection, Escherichia coli 
2012. 

kinetics, mechanisms 5109. 

mapping, phage \ herpes simplex virus | defective-interfering particles 
hybrids 2392. 

nucleotide sequence recognition, DNA 2011. 

plasmid pBR 322 cleavage, kinetics 985. 

recognition sites, oligodeoxyribonucleotides, synthesis 4187. 

repeated sequence, cloning, genomes, man 2893. 

subunits, binding, cleavage, palindromes double-stranded DNA, kinetics, 
Escherichia coli 6164. 


Endodeoxyribonuclease Hap II, 


mapping, DNA, phage PM2 3051. 
xyribonuclease A 

DNA repeated sequence, genomes organization, man 3916. 

repeated sequence, cloning, DNA nucleotide sequence, man 3914. 


Endodeoxyribonuclease Hinel, 


purification, substrate specificity, Haemophilus influenzae 4098. 


Endodeoxyribonuclease Hinf I, 


substrate specificity, double-stranded DNA 3571. 


Endodeoxyribonuclease Hinffll, 


mechanisms, Hemophilus influenzae 3059. 


Endodeoxyribonuclease Hpal, 


mapping mitochondria DNA, race differences, evolution, man 1361. 


Endodeoxyribonuclease IV (Phage T4-induced), 


endodeoxyribonuclease (apurinic or apyrimidinic) activity, harman inhibition, 
Escherichia coli 3056. 


Endodeoxyribonuclease Sail, 


DNA cleavage mechanisms 5663. 
DNA cleavage substrate specificity, plasmid pMB9 5664. 
purification, characterization, Streptomyces albus 5661. 


Endodeoxyribonuclease Scel, 


purification, characterization, Saccharomyces cerevisiae 3573. 


Endodeoxyribonuclease SciNI, 


purification, characterization, spiroplasma citri 5113. 


Endodeoxyribonuciease Sdul, 


purification, substrate Sea Streptococcus durans 3574. 


Endodeoxyriboauctease V, 


mechanisms, Escherichia coli 5110. 

purification, characterization, cloning recB gene, recC gene, Escherichia coli 
3532. 

purification, characterization, phage T4 4573. 

substrate specificity, phage T4 4575. 


Endodeoxyribonuclease VII (phage T4-induced), 


cleavage, substrate specificity, phage T4 4570. 


Endodoxyribonuclease PstI, 
plasmid pSM1 cleavage, substrate specificity, kinetics 2545 
Endometri 


jum, 

organ culture, DNA, benzo(a)pyrene binding, man 3865. 

RNA biosynthesis, progesterone effects on, man 145. 

mRNA uteroglobin, correlation, progesterone receptors, nuclei, rabbits 150. 


Endonuclease, 


interaction, papovavirus chromatin, monkeys kidney cells, 3T3 cells 3060. 


3'-methy|-4-dimethylaminoazobenzene induction, cleavage chromatin, tumors, liver, 


rats 5656. 


Endonuclease $1, 


cleavage phage ®X174 DNA, nucleotide sequence specificity 3054. 

digestion chromatin, avian myeloblastosis virus infection avian myeloblastosis 
chickens cells, DNA characterization 3636. 

effects on O-acetyl-4-hydrox yaminoquinoline-1-oxide, 
O.0'-diacetyl-4-hydroxyaminoquinoline-1-oxide interaction DNA 3325. 

restriction endonuclease mapping, tRNA, yeasts 5230. 

sensitivity, DNA, temperature-sensitive mutant, 3T3 cells, CHO cells 5481. 


Endonuclease S1 (aspergillus), 


conformational analysis, DNA, relationship globin gene expression, erythrocytes, 
juveniles, chickens 4524. 


rRNA 5S conformational analysis, digestion, Escherichia coli 5283. 
substrate specificity, Aspergillus oryzae 2000. 


Endonucleases, 


E 


role X radiation degradation chromatin, thymus, mice 4150. 
reticulum, 


difference capacity translation mRNA, polyribosomes, cytoplasm, oocytes, Xenopus 


3292. 
membranes, alcohol effects on, rats 87. 
nuclease, purification, characterization, liver, rats 2001 
mRNA, analysis levels, cloning, liver, mice 3035. 
ultrastructure, polyribosomes, electron microscopy. myeloma cells, man 3716, 


Endoribonuclease, 


cleavage hnRNA, HeLa cells 3290. 
5-triphospho-2’5'-oligo(A) dependent, purification, characterization, affinity 
labelling 6161. 


Endoribonuclease IV, 


levels, correlation protein biosynthesis, oviduct, quail 1509. 


fa poly(ADP-nbose) polymerase complex, actin, tubulin inhibition, calf thymus 4580. 


B hordein genes, cloning, nucleotide sequence, hordeum vulgare 1329. 


Endothelial 


, 
regulation DNA biosynthesis. cell adhesion, man 1471. 
veins, regulation DNA biosynthesis, cell adhesion, man 1471. 


Endothelium, 


Endothia 


DNA biosynthesis, 5-hydroxytryptamine, noradrenaline. bradykinin, histamine. 
lymphokines effects on, man 2495 

parasitica, 

stability double-stranded RNA 1150. 


eee 


TeYS ee 


" 


ay 


=F 


Tine 


— 


eS 


isa & 


Fi 


Sree > SEEN ERE RE REA 


oer ery 


= 


dh 


ye 


Biochemistry Abstracts 2 vol. 12 


value, 
ATGCAT helix-coil transitions 52. 
fects 0 hromatid 

effects on sister chromatid exchange, lymphocytes, man 499. 
Enolase, 

mRNA, purification, characterization, brain, rats 5834. 
Entamoeba invadens, 

ribonuclease, purification, characterization 3046. 

cloacae 


transposon Tn2101, penicillinase genes, purification, characterization 3314. 
Enterobacteriaceae 
_ penicillinase genes homology 3448. 
Eaterotoxins, 

DNA cloning, Escherichia coli 3548. 

genes, cloning, Vibrio cholerae 5055. 


plasmid Ent, gene mapping, regulation, Escherichia coli 5423. 
toxoids, cloning, Escherichia coli 1495. 


| Enterovirus (human) 70, 


temperature-sensitive mutant, RNA biosynthesis 4781. 
Envelopes, 
mRNA, transcription, retrovirus (avian) DNA, infection, fibroblasts, chick 
embryos fibroblasts 3264. 


“} Enzymatic activity, 


den V gene, endodeoxyribonuclease, , phage T4 2541. 
Enzyme-linked immunosorbent assay, 
DNA alkylation 3848. 


Aspergillus nidulans rRNA SS plasmids, mapping 3526. 
association, DNA biosynthesis, viruses, reviews 4009. 


characterization, DNA, kinetoplasts, Trypanosoma cruzi, Trypanosoma rangeli 1870. 


chemical modification, plants, animals, conferences 4596. 

Escherichia coli, synthesis, purine nucleosides 1065. 

mechanisms, recBC gene protein, electron microscopy, Escherichia coli 4674. 
nicking, DNA, aromatic tripeptides 2597. 


Fi Eptadsi deacylation, tRNA fMet, inhibition polyamines, rats 74. 
4’. 


|-adriamycin, 
inhibition RNA biosynthesis, L-1210 cells 696. 
4’-Epi-doxorubicin, 
\ uptake, DNA damage, leukemia cells, man 2312. 
| Epichlorohydrin, 
induction sister chromatid exchange, lymphocytes, man 6209. 
growth factor, 
DNA biosynthesis, taxol, microtubules depolymerization effects on, embryos, mice 


1949. 
effects on DNA biosynthesis, mucosa, atomath, rats, cats 1951. 
effects on DNA biosynthesis, mucosa, stomach, rats 1956. 
effects on DNA biosynthesis, tissues, mice 431. 
+phorbol esters, synergism, DNA biosynthesis, fibroblasts, rats 1940. 
stimulation DNA biosynthesis, 3T3 cells 2489. 
+ vanadate stimulation DNA biosynthesis, fibroblasts, man 6071. 
is, 
benzo(a)pyrene, binding, DNA, mice, rats 256. 
brain, fetuses, man 1924. 
cell culture, U.V. radiation, DNA repair, fetuses, man 1924. 
corticosteroids effects on DNA biosynthesis, mice 1469. 
deoxyribonuclease, characterization, electrophoresis, juveniles rats 984. 
deoxyribonuclease I, purification, characterization, guinea-pigs 3049. 
DNA repair, excision, U.V. radiation, pyrimidines dimers, man 391. 
methoxsalen, anthracene+U.V. radiation, effects on omithine decarboxylase, DNA 
biosynthesis, mice 288. 
radiation effects on DNA repair, DNA breaks, rats 266. 
tissue culture, 12-O-tetradecanoyl-phorbol-13-acetate effects on differentiation, 
DNA biosynthesis, hamsters 920. 
lysplasia verruciformis, 
papilloma virus (human) 5 DNA, hybridization analysis, carcinoma, man 5339. 


RNA content, lymphocytes, hormones effects on, man 147. 
thelium. 


s 
benzo(a)pyrene adducts formation DNA, hamsters 1813. 

carcinoma, benign, DNA content, gastric mucosa 420. 

carcinoma, DNA assays, flow cytometry, man 1244. 

cells, antigens, Epstein-Barr virus expression, man 2970. 

cells, mRNA levels, relationship rates protein biosynthesis, Xenopus laevis 3746. 
DNA biosynthesis, carbenoxolone effects on, stomach, rats 3502. 

DNA biosynthesis, inhibitors, purification, pigs 1952. 

U.V. radiation effects on DNA, cell proliferation, man 261. 

U.V. radiation+ methoxsalen effects on DNA repair, man 1446. 


| Epoxide hydrolase, 


genes, cloning, hybridization analysis, restriction endonuclease mapping, 
nucleotide sequence, cDNA, liver, rats 5652. 
9,10-Epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene, 
DNA adducts, characterization 2842. 
DNA binding, conformational analysis, thymus, juveniles, cattle 3331. 


|) 9,10-Epoxy-9,10,11,12-tetrahydrobenzo(a)pyrene, 


DNA adducts, characterization 2842. 
DNA binding, pik oe analysis, thymus, juveniles, cattle 3331. 


» 3,4-Epoxycyclopentap 


point mutation, lacl gene, gene, DNA; Escherichia coli 5372. 


| Epstein-Barr virus. 


antigens, expression, epithelium cells, man 2970. 

circular DNA, nucleotide sequence, transformed cells 796. 

closed circular DNA, characterization, chronic lymphatic leukemia, man 4933. 

DNA genomes, variable region, characterization 4968. 

DNA homology, hybridization analysis, cells, man 5997. 

DNA methylation, Ramos cells 4833. 

DNA polymerase, characterization 3086. 

DNA polymerase, levels, Burkitt's lymphoma cell lines 3591. 

DNA, repeated sequence, cloning 2385. 

DNA, repeated sequence, restriction endonuclease mapping 3897. 

DNA repeated sequence, transcription, association, infection 5000. 

DNA, restriction endonuclease analysis 3446. 

DNA, restriction endonuclease mapping, comparisan, lymphoid cell lines 2919. 

DNA, RNA polymerase III transcnption, cell-free system, HeLa cells, KB cells 
4078. 

DNA-binding protein, characterization 1563. 

DNA-binding protein, characterization 2599. 


Epstein-Barr virus, (continued) 
effects on DNA replication, lymphoma cells, man 371. 
expression, antigens, transfection, DNA fragments, tissue culture 2460. 
genes transfer, antigens gene expression, mice cell lines 6097. 
genomes deletion, association transformation, gene mapping 4971. 
induction deoxyribonuclease activity, Raji cells 2010. 
induction, deoxyribonuclease, association DNA biosynthesis 2452. 
induction, DNA polymerase, purification, characterization 2561. 
repeated sequence DNA, nucleotide sequence 4926. 
RNA nucleotide sequence, adenovirus, comparison 2747. 
RNA, nucleotide sequence, homology, adenovirus RNA 112. 
transformed cells, DNA repair, ataxia telangiectasia, man 1437. 
transformed cells, DNA replication initiation sites analysis 4013. 
transformed cells, herpes simplex virus | infection, use assays U.V. radiation, X 

radiation damage, DNA repair 1919. 

transformed cells, initiation DNA biosynthesis 1416. 

Equilibrium dialysis, 
dipeptides Pirie ao polynucleotides 53. 

Equine arteritis virus. 
RNA biosynthesis, polyadenylation, infection, cells 4289. 

Equine herpesvirus 1, 
DNA structure, electron microscopy 3884. 

Errors, 
detection, role introns 6082. 

Erwinia carotovora, 
DNA replication origin, isolation, nucleotide sequence 2933. 

Erythroblasts, 
DNA insertion, endocytosis, use transferrin, genetic engineering 4562. 
globin mRNA poly(A)-containing, nuclei matrix, chickens 5278. 
ribonucleoproteins, effects on MRNA processing, Anatidae 1017. 
mRNA hybridization, bone marrow, man 1683. 

us patas, 
varicella-zoster virus experimental infection, treatment, 
9-(2-hydroxyethoxymethyl)guanine 531. 
Eryt! 


chickens, U.V. radiation effects on DNA repair, heterokaryons, xeroderma 
pigmentosum cells, man 2840. 

chickens, DNA conformation, 4’ ,6-diamidino-2-phenylindole staining 1873. 

chromatin, core particle, heterogeneity, stability, chickens 4638. 

chromatin, distribution histone H1, histone HS, chickens 3608. 

chromatin, electromagnetic radiation effects on, flow cytometry, frogs 1546. 

chromatin, ethidium bromide binding DNA, relationship histone H1, histone HS, 
chickens 784. 

chromatin, fragments, globin, genes, deoxyribonuclease II, chickens 514. 

chromatin, high mobility group proteins, fractionation, chickens 6208. 

chromatin, histone H1 histone HS arrangement, pigeons 1542. 

chromatin, nucleosomes, histone H5 binding, fluorescence, chickens 4145. 

chromatin, phenylhydrazine clastogenesis, Rana ridibunda 2844. 

chromatin structure, chickens 2594. 

chromatin structure, high mobility group protein 14, high mobility group protein 
17 effects on, electric dichroism, chickens 3110. 

chromatin structure, light scattering studies, chickens 4663. 

chromatin structure, stability, hydrodynamics, chickens 4126. 

DNA conformational analysis, endonuclease $1 (aspergillus), relationship globin 
gene expression, juveniles, chickens 4524. 

e€-globin, a-globin variants, amino acid sequence, genes, nucleotide 
sequence, hemoglobin M, chick embryos 3381. 

globin mRNA poly(A)-containing, nuclei matrix, chickens 5278. 

high mobility group proteins, conformational analysis, DNA interaction, chickens 
6240. 

histone H5 genes, cloning, DNA nucleotide sequence, chickens 3348. 

histone HS mRNA, purification, chickens 3218. 

histones, chromatin, erythropoiesis, rats 519. 

ionic strength effects on light scattering, DNA, chickens 350. 

maturation, B-globin, y-globin assymetric synthesis, man 190. 

nuclei isolation, chromatin, conformational analysis, Xenopus 504. 

nuclei isolation, ions effects on chromatin, Xenopus 503. 

nuclei, localization histone HS, Histone H1, immunofluorescence, chickens 4656. 

nuclei, transplantation fibroblasts, globin gene regulation, chick embryos 6136. 

nucleosomes, chromatin characterization, histones proteinase cleavage, chickens 
2072. 

nucleosomes corés particles, self-assembly, kinetics, structure, chickens 4136. 

nucleosomes cores particles, self-assembly, role histones, chickens 4135. 

nucleosomes interactions effects on light scattering, chickens 4654. 

proteins, chromatin, purifilation, effects on transcription, chickens 2064. 

proteins, matrix, nuclei, association RNA, DNA, ducks 3605. 


purine nucleotides assays, Conger, Melanogrammus, Merlangus, Pollachius, Molva, 


Gadus 1604. 

spectrin, actin, deoxyribonuclease effects on, correlation, F-actin, skeletal 
muscle, man 462. 

staining, DNA, proteins, chickens 1806. 

bd eek digestion chromatin, identification histone H3, histone H4, chickens 


tunicamycin effects on morphology, rabbits 3661. 
U.V. radiation cross-linking histone H3+DNA, chickens 5703. 
Erythroid cells, 
gene expression amv gene, man 5579. 
ribonucleoproteins RNA complex, ultrastructure, electron microscopy, pigeons 
1534. 
spleen, heme, effects on globin, mRNA, mice 164. 
spleen, heme, effects on mRNA biosynthesis, globin, mice 198. 
Erythroleukemia, 
cells, Bh gene mRNA, DNA hybridization analysis, mice 5277. 
Erythromycin, 
antibiotic resistance, Escherichia coli, plasmid pSM7322 956. 
antibiotic resistance, restriction endonuclease mapping, gene expression, plasmid 
pSA5700 5054. 
resistance, rRNA operons mutation, Escherichia coli 5802. 
Streptomyces erythreus, biosynthesis, antibiotic resistance role membranes, 
ribosomes, protein biosynthesis 4222. 
Erythropoiesis, 
avian cells, genomes, globin genes organization, gene expression, reviews 6139. 
cells, B-globin transcription initiation, RNA polymerase, nonhistone proteins 
role, mice 4127. 
histones, chromatin, erythrocytes, rats 519. 


83 


Subject Index 


* 

effects on RNA polymerase [I activity, blood cells, rats 148. 

acetone inactivation ribosomes, aminoacyl-tRNA synthetase 1102. ’ 

acetylvalyl tRNA, cross-linking rRNA 18S, ribosomes Saccharomyces cerevisiae, 
chloroplasts Spinacia oleracea, structure determination 4731. _ 

adenine, guanine role, gua operon, AMP induction, GMP repression 545. 

adenosinetriphosphatase subunits genes, DNA nucleotide sequence 3880. 

adenosinetriphosphatase subunits genes, DNA nucleotide sequence 3882. 

affinity labelling rRNA 23S, tRNA binding sites 5262. : ‘ . 

alanyl-tRNA synthetase genes DNA nucleotide sequence, comparison amino acid 
sequence 2879. “ 

alanyl-tRNA synthetase, 5-bromouridine adducts formation, effects on activity 
4716. 

alkaline phosphatase genes, DNA nucleotide sequence 1831. 

amber mutant, tyrosine suppressors tRNA genes, cloning 972. 

aminoacyl-tRNA synthetase, substrate specificity 1635. 

aminoacyl-tRNA synthetase, substrate specificity, association ATP analogs 2692. 

ampC gene, DNA nucleotide sequence, gene amplification 1373. 

ampicillin antibiotic resistance, role transposons gene expression 5586. 


analysis, plasmid RP1, plasmid RP4, plasmid RK2, plasmid R68, plasmid R68.45 DNA 


1381. 

angelicin derivatives effects on DNA 5374. 

antibiotic resistance, erythromycin 956. 

antibiotic resistance, lincomycin 956. 

antibiotic resistance, tetracycline transposition, transposons 1523, role plasmid 
pIP112 3520. 

anticodons tRNA fMet, oligoribonucleotides synthesis 50. 

arabinose promoter promoters multiple forms, cloning, DNA nucleotide sequence 
5443. 

araC gene, conservation, nucleotide sequence, amino acid sequence 2899. 

araC gene proteins, genetic engineering 5605. 

aroG gene, DNA nucleotide sequence 4432. 

asd gene, cloning, DNA nucleotide sequence 3435. 

asd gene promoters identification, lactose operon fusion 4555. 

ATP, ADP, DNA binding, recA gene protein 6244. 

auxotrophs, polyamines modulation streptomycin effects on protein biosynthesis 
1659. 

biotin operon, cell-free system transcription, gene regulation 5609. 

biotin operon, mutation, nucleotide sequence 1895. 

BK virus DNA cloning 949. 

5-bromoundine affinity labelling alanyl-tRNA synthetase 5786 

captan effects on RNA biosynthesis 4801. 

captan inhibition RNA polymerase, mechanisms 5677. ; 

catabolite activator protein, binding double-stranded DNA, cyclic AMP modulation 
6243. 

catabolite activator protein, role tertiary structure recognition double-stranded 
DNA, comparison recognition, galactose repressor 5203. 

cell-free system, DNA biosynthesis plasmid ColE1, plasmid CloDF13, factor 
RSF1030, role ribonuclease H initiation 1917. 

cell-free system, phage G4, phage®X174 DNA biosynthesis 1918. 

cell-free system, phage $13 single-stranded DNA conversion double-stranded 
replicative form, role dnaB gene gene products 2959, 

cell-free system, recognition replication origin, single-stranded closed-circular 
DNA, yeasts 3995. 

cell-free system, replication R factor RSF1010 DNA 5502. 

cell-free system transcription translation activity, nucleotide 
5’ ,3'-polyphosphates effects on 5750. 

cell-free system, translation coat protein genes, tobacco mosaic virus 4814. 

cell-free system, translation mRNA, phage 29 2810. 

cell-free system translation, poly(A), poly(U), comparison eukaryotes 4282. 

cell-free system, turnip yellow mosaic virus 3'-terminus RNA adenylation, 
aminoacylation, tRNA activity 2771, 

characterization gene products DNA repair genes 6056. 

chCl gene, gene regulation, characterization 944. 

chemical modification, (RNA Phe, effects on aminoacylation 3157. 

chiorampyesiect antibiotic resistance genes, transcription, phage PICM effects on 

chlorhexidine effects on DNA biosynthesis 5017. 

chlorpromazine effects on conjugation, plasmids transfer, F'lac factor, R 
factors, pili 3509. 

chromosomes transfer, conjugation, kinetics, mathematical models 446. 

cis-platinum diamminodichlonide, dinitrato( 1R,2S-cyclohexanediamine)platinum 
effects on DNA damage 2837. 

cis-platinum diamminodichlonide DNA adducts, comparison in vitro 5355. 

cloning, cystathionine B-lyase, deletion mutant 4052. 

cloning, DNA nucleotide sequence, papilloma virus 4529. 

cloning, DNA nucleotide sequence, pS gene, plasmids 1498. 

cloning, gene expression, influenza virus hemagglutinins 5584. 

cloning, gene expression, Saccharomyces cerevisiae, Neurospora crassa 5618. 

cloning, immunoglobulins \ chains, man 3401. 

cloning plasmids colicins immunity 1503 

cloning, prorennin, cattle 1976 

cloning recombinants enterotoxins toxoids, plasmids 1495. 

covelt chloride inhibition, protein biosynthesis, effects on RNA biosynthesis 
1221. 

cobalt effects on recA gene protein affinity, proteolysis activity 5721. 

codons preferences association gene expression levels 5636. 

codons relationship gene expression 1492. 

col 1b plasmid, colicins, effects on, phage T7, protein biosynthesis 4717. 

colicin A biosynthesis, mRNA translation characterization 208. 

colicin genes, DNA nucleotide sequence, location promoters, operators regions 

comparison Escherichia coli, transcription translation systems 679. 

comparison, Pseudomonas aeruginosa DNA-binding protein, purification, 
characterization 3116. 

comparison replication kinetics plasmid pAL2 3474, 

comparison rRNA 26S secondary structure, Saccharomyces carlsbergensis 672 

crp gene, cloning, nucleotide sequence 1864. 

crp gene, cloning, nucleotide sequence 1875. 

cyclic AMP~+ catabolite activator protein, role transcription modulation 4299. 

cyclic AMP binding DNA, characterization 3501. 

cyclic AMP effects on transcription, translation, lactose operon, operons 412. 

cyclic AMP-binding protein, effects on DNA unwinding 3118. 

dam gene DNA methyltransferase, purification, kinetics, physicochemical 
properties 4621 


Escherichia coli, (continued) 


defective mutant, DNA polymerase | effects on function 6180. 

defective mutant, gene mapping nirB gene 1364. 

deficient mutant, U.V. radiation lethality, role UVR gene, recA gene gene 
products DNA repair 1445. : 

deo operon, transcription initiation sites, DNA nucleotide sequence 3391. 

deoC gene nucleotide sequence, deoxyribose-phosphate aldolase, deoC gene 
nucleotide sequence, Escherichia coli 5428. 

deoxyribonuclease, recA gene proteins effects on activity 2546. 

deproteinization, ribosomal subunit 50S, effects on function 90. 

dimers formation, DNA, U.V. radiation 1822. 

dimers sensitivity, DNA biosynthesis 2993. 

dissociation elongation factor Tu elongation factor Ts GDP complex 2163. 

DNA, U.V. radiation damage 1273. 

DNA absorption, U.V. radiation 268. 

DNA biosynthesis, DNA gyrase, oxolinic acid, coumermycin inhibition 3637. 

DNA biosynthesis initiation, media (enrichment) 5509. 

DNA biosynthesis, initiation proteins interaction dnaZ gene 4507. 

DNA biosynthesis, RNA biosynthesis, neomycin inhibition 5538. 

DNA (cytosine-5-)-methyltransferase, purification, characterization 5145. 

DNA damage, Cerenkov radiation induction 2313. 

DNA damage, induction, peroxidase, indole-3-aidehyde 4853. 

DNA damage, X radiation 1272. 

DNA gyrase, inhibition, novobiocin, clorobiocin, coumermycin, analogs, 
structure-activity relationships 6236. 

DNA gyrase inhibitors, nalidixic acid, novobiocin, effects on plasmid pSC101, 
plasmid pBR322 gene expression 1473. 

DNA gyrase, mediation phage ) plasmid pBR322 recombination 4161. 

DNA helicase I, stimulation DNA biosynthesis, replication forks unwinding 6235. 

DNA, homology Salmonella 1339. 

DNA, insertion sequence 5, nucleotide sequence 5945. 

DNA, jatrophone binding 2433. 

DNA, lacI gene, point mutation, 7a,8 
B-dihydroxy-98, 10B-epoxy-7,8,9,10-tetrahydrobenzo(a)pyrene, 
3,4-epoxycyclopentapyrene 5372. 

DNA nucleotide sequence, adenosinetriphosphatase genes 4454. 

DNA nucleotide sequence, comparison chloroplast, Euglena gracili 1886. 

DNA nucleotide sequence conservation, tuf gene 1841. 

DNA, nucleotide sequence, correlation, gene mapping, lacl gene mutation 5446. 

DNA nucleotide sequence homology, elongation factor Tu genes, chloroplasts, 
Chlamydomonas reinhardtii 5435. 

DNA nucleotide sequence penicillinase genes, comparison Pseudomonas aeruginosa, 
evolution 1357. 

DNA polymerase I, U.V. radiation DNA damage effects on coding 4109. 

DNA polymerase I, ATP stimulation 3088. 

DNA polymerase I, caffeine inhibition 3587. 

DNA polymerase I, oligo(T) analogs initiation 3594. 

DNA polymerase I, purification, characterization 5134. 

DNA polymerase I, substrate specificity 3092. 

DNA polymerase II, purification 6179. 

DNA polymerase III, purification, characterization 4610. 

DNA polymerase, inhibition cyclohexane carboxaldehyde, benzaldehyde, 
protocatechualdehyde 6178. 

DNA repair, U.V. radiation 3495. 

DNA repair, U.V. radiation, characterization 909. 

DNA repair, U.V. radiation, chloramphenicol effects on 1932. 

DNA repair characterization 5007. 

DNA repair, cis-platinum diamminodichloride effects on, DNA repair, cis-platinum 
diamminodichloride effects on, Escherichia coli 5006. 

DNA repair deficient mutant, reactivation, phage T7 384. 

DNA repair, double-stranded breaks, U.V. radiation induction 3483. 

DNA repair mechanisms 5518. 

DNA repair, O6-methylguanine, O6-ethylguanine 2986. 

DNA repair, role rep gene DNA-unwinding protein 5516. 

DNA repair, uvrD3 gene effects on, strains comparison 1434. 

DNA, replication, interaction, phage Mu, transduction 1402. 

DNA replication sites, plasmid pBR322 1483. 

DNA replication specificity, DNA repair, mutation, kinetics 5541. 

DNA, role cell membranes, interaction phage \ DNA 4012. 

DNA-binding protein amino acid sequence homology, phages 6239. 

DNA-binding protein genes nucleotide sequence 2871. 

DNA-binding protein, purification, characterization, Col El 5194. 

ea a: protein, purification, characterization, comparison Bacillus globigii 

18. 

DNA-binding protein, purification, characterization, comparison eukaryotes 6238. 

DNA-binding protein, structure, comparison phage A 3644. 

dnaA gene, dnaN gene, gene mapping, transcription 2422. 

oats eee protein, activation, comparison single-stranded, double-stranded DNA 

180. 

dant gene protein, allosteric properties, role ATP, effects on DNA structure 

dnaB gene protein, priming DNA biosynthesis 5182. 

dnaB gene protein, purification, characterization 5179. 

dnaB gene protein, role priming, complex 5183. 

cDNA nucleotide sequence, gene expression, dnaG gene 5455. 

dnaG gene regulation, use plasmids, cDNA 6126. 

dnaN gene correlation DNA polymerase III B-subunit 5132. 

cee eS DNA interaction catabolite activator protein, electron microscopy 

electron microscopy, puromycin photoaffinity labelling, ribosomes 4224. 

elongation factor G, interaction, guanine nucleotides, thermodynamics 2719. 

elongation factor G, ribosomes, nucleotides binding, fluorescence polarization, 
tryptophan chemical modification effects on 5821. 

elongation factor Tu, C.D., nucleotides binding sites 591. 

sae Oi factor Tu, allosteric properties, GTP binding, kirromycin effects on 

elongation factor Tu, analysis GDP, GTP binding 4233. 

elongation factor Tu histidine residues, photooxidation 2162. 

elongation factor Tu hydrolysis GTP, cations role 4739. 

elongation factor Tu, inhibition protein biosynthesis, eukaryotes 4734. 
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elongation factor Tu, regulation, gene expression, tufA gene, tufB gene 5053. 
elongation factors, oe QB, RNA biosynthesis, RNA polymerase 
(RNA-dependent) 5668. 
endodeoxynibonuclease EcoK interaction heteroduplex DNA 3055. 
ae or ibooncjeene EcoRI subunits, binding, cleavage, kinetics, palindromes 
A 6164. 
endodeoxyribonuclease EcoRI, |-cyclohexyl-3-(2-morpholinoethyl) carbodiimide 
metho-p-sulfonate, chemical modification, inactivation, phage ®X174 DNA 
protection 2012. 
endodeoxyribonuclease IV (Phage T4-induced) endodeoxyribonuclease (apurinic or 
apyrimidinic) activity, harman inhibition 3056. 
endodeoxyribonuclease, purification, substrate specificity, physicochemical 
properties 3572. 
endodeoxyribonuclease V, mechanisms 5110. 
enterotoxins, DNA, cloning 3548. 
enterotoxins, plasmid Ent, gene mapping, regulation 5423. 
enzymes, synthesis purine nucleosides 1065. 
Escherichia coli 586. 
ethidium inhibition aminoacyl-tRNA synthetase 572. 
ethylmethanesulfonate binding DNA 5919. 
evolution, genetic analysis chromosomes 1318. 
exodeoxyribonuclease III, substrate specificity 5108. 
expression, plasmids, genes, serum albumin, man 453. 
exuR gene, regulation, transcription 5317. 
R factor R1 plasmids, copA gene, copB gene, genes products, replication 
inhibitors 888. 
R factors, antibiotic resistance, transformation 5594. 
R factors, conjugation, integration 4539. 
fMet-tRNAf deacylase, purification, characterization 2691. 
frameshift mutant, ilvG gene, nucleotide sequence 3358. 
frameshift mutation, DNA nucleotide sequence specificity 5947. 
frdA gene, DNA nucleotide sequence 5424. 
L-fucose operon, gene mapping 6127. 
galactose operon mutants promoters, characterization 3126. 
galactose operon promoters mutants, cloning 3533. 
galactose operon, RNA, nucleotide sequence 2206. 
gene expression cattie somatotropin genes cDNA 4560. 
gene expression Moloney sarcoma virus mos gene 5105. 
aa expression omithine carbamoyltransferase genes, Saccharomyces cerevisiae 
30. 
gene expression regulation, RNA polymerase 5606. 
gene hin, heat shock proteins, biosynthesis, gene regulation 5602. 
gene mapping DNA repair genes 3339. 
gene mapping, gene regulation, pyr operon, pyrl gene, pyrB gene 5439. 
gene mapping, loci, adenosinetriphosphatase 5-subunit genes, nucleotide 
sequence, DNA 5493. 
gene mapping trg gene 3426. 
gene products, effects on DNA conversion, double-stranded, phage S13 1408. 
“gene regulation, role tRNA methylthiolation 2684. 
gene rplM, gene mapping 3413. 
genes dosage effects on gene expression 5635. 
oes ag mammalian cells, galK gene, genetic engineering, gene expression 
107. 
genomes, R factor R68.45 transposition 5576. 
genomes, replication origin, cloning, structure-activity relationships 4914. 
gipA gene, glpT gene, genetic engineering 4561. 
gpt gene, CHO cells 5031. 
groE gene, gene mapping 2902. 
guanosine 3’,5’-bis(diphosphate) synthesizing enzyme, guanosine 3'-diphosphate 
5’-triphosphate synthesizing enzyme, characterization, comparison, Thermus 
thermophilus 1528. 
helicase interaction ATP, DNA 5187. 
hemagglutinins genes, cloning, expression, influenza virus 4552. 
hepatitis B surface antigen gene expression, vaccines production, antibody 
response, mice 5415. 
hepatitis B virus, DNA, cloning 2506. 
hepatitis B virus DNA, gene expression 4031. 
hosts factors, stimulation phage GA RNA biosynthesis 1188. 
4-hydroperoxicyclophosphamide effects on tRNA aminoacylation, RNA biosynthesis, 
protein biosynthesis 2693. 
B-hydroxydecanoyl thioester dehydrase genes, cloning, methodology gene 
amplification 2527. 
ily gene, comparison \ phage transduction Salmonella typhimurium 861. 
ilv operon, genetic analysis, use transposons 5422. 
fivHI operon, characterization 301. 
IncJ plasmid, plasmid R391, integration, replication, conjugation 3505. 
incompatibility, genetic analysis 6081. 
inducers binding lactose repressor, N.M.R. 2083. 
infection, DNA biosynthesis phage T4 recombination deficient mutant 2469. 
infection, phage f1 DNA biosynthesis 1414. 
infection phage T4, DNA replication relationship deoxyribonucleotides 
concentration 5505. 
initiation factor 2 binding 30 S RNA, fluorescence 3731. 
initiation factor 2 genes cloning, gene mapping 6123. 
initiation factor 3 genes, DNA nucleotide sequence 3397. 
initiation factor 3, inhibition ribosomal subunits association, kinetics 3209. 
initiation factor 3, structure-activity relationships 4735. 
initiation mRNA processing, codons strategy 1152. 
insertion DNA phage i, reviews 5592. 
insertion sequence 1, insertion sequence 2, deletion, recA gene, genetic analysis 
821. 
insertion sequence 2 effects on transcription galactose operon 5057. 
insertion sequence 5, gene expression, transcription 5603. 
al-interferon genes, synthesis, gene expression 5619. 
kinetics DNA-binding protein transfer, DNA 5720. 
lac-repressor, spin-labelling, N.M.R. 3121. 
lacI gene cDNA detection, genetic engineering 4342. 
lacl gene, [CR-191 induction frameshift mutation 5369. 
lacl gene, mutagenesis, U.V. radiation induction, correlation DNA damage 4855. 
D-lactate dehydrogenase genes, plasmid pIY2 characterization 5049. 
lactose operon, structure, N.M.R. 336. 
lactose promoter, regulation transcription 4680. 
lactose promoter, role, gene expression, hemagglutinin, antigenic determinants 
4033. 
lactose promoter, structure-activity relationships 5642. 
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lactose repressor, amino acid sequence, DNA-binding protein comparison 5206. 

lactose repressor lactose operator complex, structure, electric dichroism 5201. 

lactose repressor, tefranitromethane chemical modification effects on DNA binding 
activity 5204. 

lactose repressor, X-ray scattering 4684. 

lactose repressors, thermal stability, relationship DNA binding, C.D. 4686. 

lacZ gene, fusion, regulation, HIS4 gene, Saccharomyces cerevisiae 6103. r 

lamB gene mRNA, role secondary structure regulation translation initiation 3825. 

leucine operon, DNA nucleotide sequence, role, transcription, termination 3447. 

lex A gene, nucleotide sequence, transcription 1855. 

lexA gene gene products, purification, binding DNA 3124. 

lexA gene gene products, purification, binding lexA operon 3125. 

localization, elongation factor, ribosomes 98. 

lon gene proteinase, binding DNA, effects on activity 5552. 

Ipp gene, use, genetic engineering 5640. 

mal T gene, cloning, cDNA nucleotide sequence 5944. 

maltose operon regulation, role catabolite activator protein 3645. 

met gene, phage A transduction 946. 

methionyl-tRNA synthetase binding, NAD 1103. 

methionyl-tRNA synthetase interaction tRNA fMet 2687. 

methionyl-tRNA synthetase, tRNA binding sites, inactivation 574. 

methyl bromide, mutagenesis, DNA alkylation 1260. 

modification ribosomes, dimethylmaleic anhydride 1686. 

mutagenicity testing, B-propiolactone, N-acetoxy-2-acetylaminofluorene, 
benzo(a)pyrene diol epoxide, ®x 174 DNA transfection 5916. 

mutants, amino acids regulation, guanosine nucleotides, correlation RNA 
biosynthesis 1742. 

mutants, DNA polymerase I genes, DNA polymerase I role 5680. 

mutants, DNA repair deficiency, freeze-thawing, effects on 906. 

mutants, genomes replication 3475. 

mutants, lactose promoter 1964. 

mutants, nucleoids, DNA breaks, apurinic sites, methylmethanesulphonate, effects 
on 749. 

mutants, RNA polymerase restriction phage T7 replication 3579. 

N.M.R., lac repressor, DNA binding fragments 1040. 

NADH dehydrogenase cDNA, cell-free system transcription translation 3019. 

N-nitrosodibutylamine fluorine analogs, DNA damage 4861. 

nucleoids, DNA polymerase activity 2568. 

nucleosomes, models, transcription chromatin, RNA polymerase 5863. 

nucleotide sequence DNA, genes colicin El 5378. 

nucleotide sequence, frd operon, ampC operon 5459. 

nucleotide sequence, frdB gene 5436. 

nucleotide sequence homology, relationship deletion mutant 4532. 

nucleotide sequence, ompA gene promoters, cyclic AMP-binding protein binding 
sites 1319. 

nucleotide sequence tRNA binding sites, rRNA 16S 3720. 

nucleotide sequence tRNA Val binding sites, (RNA 16S, cross-linking, ribosomes 
5811. . 

nusA gene proteins, binding, phage \ N gene proteins, effects on operons 
transcription 6245. 

ompA gene, cloning 5089. 

ompA gene, nucleotide sequence, comparison Shigella dysenteriae 2942. 

oxanosine, purification, structure 1061. 

penicillinase genes, DNA nucleotide sequence, comparison Pseudomonas aeruginosa 
2929. 

peptidyltransferase inhibition, 2’(3')-O-(N-benzyloxycarbonylcycloleucyl) 
adenosine, (3'-5")2’(3’)-O-(a-aminoisobutyryl)adenosine 4732. 

pgsA gene, clones, phosphatidylglycerophosphatase levels 955. 

phage A, DNA, recombination, sites, integration 454. 

phage ® effects on DNA conformation, transcription 5874. 

phage d infected, gene expression, genes dosage effects on 5029. 

phage } infection effects on protein biosynthesis 2718. 

phage X infection, replication 1914. 

phage A infection, stimulation groE gene gene products-biosynthesis 2716. 

phage A integration proteins, purification, characterization, role 
recombination 3122. 

phage \, mutagenesis, DNA repair, U.V. radiation+methoxsalen, thiopyronine 
2314. 

phage A receptors, lamB gene, DNA, nucleotide sequence 1843. 

phage \, recombinants, gene expression 1209. 

phage fd, DNA-binding protein, amino acid sequence, nucleotide sequence, genes, 
homology, phage Pfl, Pseudomonas aeruginosa 3379. 

phage fl, DNA biosynthesis 2443. 

phage f2 mRNA secondary structure effects on initiation complex formation 4737. 

phage Mu infection, DNA replication structure, electron microscopy 4882. 

phage P1, circular, DNA biosynthesis 902. 

phage P1, loxP gene, recombination sites analysis 4069. 

phage P2 promoters transcription, electron microscopy 3267. 

phage SPO! protein biosynthesis, regulation 3176. 

phage T1, DNA biosynthesis, role, gene 1, gene 2, gene 4 900. 

phage T4, U.V. radiation effects on mRNA size 142. 

phage T4, DNA biosynthesis association 5511. 

phage T4 infection, DNA glycosylase assays 3598. 

phage T4 tRNA, activity, role, ribonuclease III 2676. 

phage T7 DNA infection, role RNA polymerase 3005. 

+phage T7, DNA polymerase, polymerization, transfer, deoxyribonucleotides, 
stereochemistry 3478. 

phage T7 infection, DNA transport, role RNA polymerase 1916. 

phage T7, RNA polymerase initiation transcription 467. 

phage ®X174 DNA effects on complementary strands biosynthesis 4000. 

phage ©X174 infection, DNA biosynthesis initiation sites 4003. 

phage 186, double-stranded DNA orientation 2949. 

phage 29 translation 592. 

phages, DNA biosynthesis, RNA biosynthesis, proteins, molecular weights 1909. 

phenylalanyl-tRNA elongation factor Tu complex, kinetics, structure analysis, 
kethoxal chemical modification GTP 5258. 

phenylalanyl-tRNA synthetase, aminoacylation mechanism 2689. 

phenylalanyl-tRNA synthetase, (RNA Phe complex, kinetics 2690. 

phoA gene, DNA nucleotide sequence, signal peptides amino acid sequence 3450. 

phoA gene, promoters, nucleotide sequence, signals proteins, amino acid sequence 
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phoB genc, phoRgene, cloning, gene products analysis 4521. 

phoE gene, cloning, gene expression 4537. 

phosphate effects on gene expression, lac Z geneX psi promoter 5639. 
plasmid NTP113, restriction endonuclease mapping 3441. 
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plasmid pBL101, restriction endonuclease mapping, formate dehydrogenase, genes, 
DNA 3449. 

plasmid pBR322, +Bacillus subtilis plasmid pC194, hybrids deletion mutant 
instability 6133. 

plasmid pBR322, recombination, phage T7, association, DNA biosynthesis 1409 

plasmid pCS194, recombinants, restriction-modification, gene mapping, 
transformation, maintenance 1477. 

plasmid pK013, use a-neo-endorphin cloning 1988. 

plasmid pPJ3b, replication, transposon Tn2301, inversion, insertion, phage 
1362. : 


plasmid pSC101, plasmid pBR322 plasmids, proteins uvrC gene products, isolation, 


characterization 974. 

plasmid pWS6 stability, association compatibility 5644. 

F plasmid replication effects on cell cycle 1460. 

plasmids, a-hemolysin expression, excretion genes, cloning, gene mapping 
3419. 

plasmids DNA characterization, isoelectric focusing 5345. 

plasmids, glg gene, asd gene, gene mapping, gene expression 3561. 

plasmids, globin, nucleotide sequence, fetuses, mice 1981 

plasmids, hepatitis B surface antigen gene expression, vaccines, antibody 
response, rabbits 5582. 

plasmids, recombinants, rmB operon, gene mapping, nucleotide sequence 1335 

plasmids transformation, cold shock methodology 6134. 

pLC16-4 plasmid, ATP biosynthesis 2522. 

polA gene, DNA nucleotide sequence 4438. 

polarity, DNA strands exchange, phage ®X174, proteins 893. 

polarity transposon 9, insertion sequence | rmX operon 1385. 

polyamine deficient mutant, cell-free system, protein biosynthesis 3207. 

polyribosomes structure, streptomycin effects on 91. 

proinsulin cDNA, segregation, biosynthesis, Escherichia coli 3562. 

promotion, DNA strands exchange, double-stranded, proteins promotion 894. 

protein biosynthesis inhibition, thermorubin role, mechanisms, ribosomes 3197. 

protein biosynthesis, plasmid pTiC58 DNA, Agrobacterium tumefaciens 3037. 

protein biosynthesis, poly(phenylalanine), kinetics 5270. 

protein biosynthesis, ribosomal subunit SOS, rRNA 5S, role tRNA binding 3730. 

proteins DNA interaction, lactose operon, lactose repressors 1035. 

proteins effects on polarity, DNA recombination 880. 

psoralen photosensitization, U.V. radiation, DNA 239. 

purification, characterization, prephenate dehydrogenase, use plasmids 6086. 

purification initiation factor |, initiation factor 2, initiation factor 3, 
characterization C.D., N.M.R. 1128. 

purification initiation proteins, phage \ 6250. 

puromycin analogs photoaffinity labelling, ribosomes 5798. 

puromycin analogs photoaffinity labelling, ribosomes 5799. 

pyri gene, cloning, nucleotide sequence 6143. 

pyruvate dehydrogenase genes, cloning, gene mapping, gene expression 3522 

quinacrine binding, DNA, fluorescence analysis 275. 

recA gene protein, binding double-stranded DNA, electron microscopy 6233. 

recA gene protein, cleavage sites, phage \, phage P22 repressors 5189. 

recA gene protein directed sister chromatid exchange, mechanisms 5178. 

recA gene protein DNA complex, characterization, electron microscopy 4673 

recA gene protein, mechanisms, recombination 5198. 

recA gene protein, mechanisms, role ATP hydrolysis 4678. 

recA gene protein, proteolysis phage \ repressors, monomers specificity 4681. 

recA gene protein, role recombination, DNA repair 5199. 

RecA gene proteins mechanisms DNA strands exchange 2079. 

recA gene, proteins, nucleotides recognition 986. 

recA gene proteins, proteolysis phage \ repressors, stimulation DNA-binding 
protein 3120. 

recAgene mutants, transcription 173. 

recB gene, recC gene, cloning, endodeoxynbonuclease V, purification, 
characterization 3532. 

recBC gene protein, enzymes mechanisms, electron microscopy 4674 

recombinants plasmids, U.V. radiation sensitivity, DNA repair 1431, 

recombinants, plasmids, DNA transformation, isolation 947. 

reductone effects on U.V. radiation DNA repair 1807. 

regulation purE gene transcription 2774. 

regulation uvrB operon, role DNA repair 3492. 

replication fidelity, role DNA polymerase I 2569. 

replication origin, DNA nucleotide sequence, homology F factor 3452 

replication origin regions, secondary structure, computer programs 2394. 

replication termini, gene mapping 3361. 

replication termini, restriction endonuclease mapping 3344. 

restriction endonuclease inhibitor genes, phage T4, lysogenization, cloning. 
mapping 4063. 

restriction endonuclease mapping, cloning, genes 6003. 

restriction endonuclease mapping, DNA, phage ) 4440. 

reviews, tryptophan operon, nucleotide sequence, characterization 1317 

ribonuclease D, purification, characterization 2009. 

ribonuclease D, substrate specificity 2006. 

ribonuclease E role rRNA 5S precursors processing 5249 

ribonuclease F, substrate specificity 6159 

ribonuclease III, association, phage T7 mutants, gene expression 2805 

ribonucleose E processing tRNA precursors 3568. 

ribose operon, mapping 4887. 

ribosomal protein .7/L12, ribosomal protein L10 fluorescence labelling, nbosomes 
reconstitution 4215. 

ribosomal protein L10, ribosomal protein L7/L12 mRNA translation, ribosomal 
protein L10 inhibition 3733. 

ribosomal protein L2 ribosomal protein L17 tRNA complex, tRNA binding 2709 

ribosomal protein S1 genes, DNA nucleotide sequence 3342. 

ribosomal protein S1, localization, characterization, neutron scattering, 
ribosomal subunit 30S 1650. 

ribosomal proteins, binding RNA, tRNA 5808. 

ribosomal proteins, crystallization 1651. 

ribosomal proteins, distribution, scanning electron microscopy 2146 

ribosomal proteins, elongation factors gene expression, elongation factor Tu, 
elongation factor G levels effects on 3203. 

ribosomal proteins genes, amber mutant, transcription regulation 2772, 

ribosomal proteins, mRNA binding sites, chemical modification 583. 

tibosomal proteins, physicochemical properties, comparison Streptomyces 
granaticolor 2703. 

ribosomal subunit 30S, binding tRNA Phe anticodon loop, yeasts 3728 

ribosomal subunit 30S, physicochemical properties 5245. 

ribosomal subunit 30S, ribosomal proteins cross-linking rRNA 16S. use 
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4-azido-2,3,5,6-tetrafluoropyridine. 4-azido-3,5-dichloro-2,6-difluoropynidine 
3715. 

ribosomal subunit 30S, ribosomal proteins, localization, characterization, 
neutron scattering 1649. 

ribosomal subunit 30S, ribosomal subunit 50S, interface, proteins identification 
4725. 

ribosomal subunit 30S, rRNA, ribosomal proteins isolation, characteriz46. 

ribosomal subunit 30S, rRNA 16S, topology 3187. 

ribosomal subunit 50S, assembly, reconstitution 5248. 

ribosomal subunit 50S, dimethylmaleic anhydride induction ribosomal proteins, 
dissociation 4727. 

ribosomal subunit 50S, ribosomal protein L7/L12. purification, characterization 
1648. 

ribosomal subunit 50S, rRNA 23S conformation 2752. 

ribosomal subunit SOS structure, models comparison X-ray scattering 3180. 

ribosomal subunits, deproteinization, sodium chloride, nbosomal proteins 81. 

ribosomal subunits interaction, thermodynamics 2710. 

ribosomal subunits, intermediates, characterization 2704. 

ribosomes, binding yeasts (RNA phe, kinetics, fluorescence 3199. 

ribosomes, elongation factor G, nbosomal protein $12, localization, interaction 
4722. 

ribosomes, initiation factor 3 cross-linking, characterization binding sites, 
effects on conformation, U.V. spectroscopy 5822. 

ribosomes, interaction (RNA Phe, Saccharomyces carlsbergensis, fluorescence 3198. 

ribosomes, localization ribosomal protein L7/L12, ribosomal protein L10, 
fluorescence energy transfer 4214. 

ribosomes, peptidyltransferase sites, aminoacyl-tRNA substrate specificity 5256. 

ribosomes, peptidyltransferase, substrate specificity, L-phenylalanylpuromycin 
analogs 1658. 

ribosomes, poly(lysine) biosynthesis 3179. 

ribosomes, proteins emergence domains 3718. 

ribosomes proteins release, dimethylmaleic anhydride induction, role, 
antibiotics, elongation factor G 5792. 

ribosomes release factors, purification, characterization, effects on translation 
1674 

ribosomes, ribosomal proteins, binding sites, cross-linkage, termination factor 2 
5268. 

ribosomes, ribosomal proteins, tRNA Phe derivatives phity labelling 5261. 

ribosomes, ribosomal subunit 30S, rRNA 16S topography, use Naja oxiana 
ribonuclease digestion 2151. 

ribosomes, rRNA conformational analysis, use acridine orange binding 1652. 

ribosomes structure, cross-linking ribosomal proteins rRNA 16S, rRNA 23S 585. 

ribosomes structure, rRNA 16S, isolation, nucleotide sequence fragments 2768. 

ribosomes, thermorubin binding, fluorescence 3722. 

ribosomes, tRNA Phe, interaction, phosphorus analogs, pA-(AcMetGly) 95. 

rifampicin RNA polymerase RNA complex, rifampicin inhibition transcription 693. 

RNA biosynthesis, enhancement, captan 169. 

RNA, characterization, isolation 604. 

RNA characterization, transposon Tn 10, tetracycline antibiotic resistance 1132. 

RNA polymerase, o factor binding DNA 3584. 

RNA polymerase B subunit genes, amber mutant suppressors efficiency, assays 
3206. 

RNA polymerase, B-subunit, o-subunit, binding, oligonucleotides 468. 

RNA polymerase, a-subunit, +DNA, 

RNA polymerase o-subunits, gramicidin interaction, Bacillus brevis 5121. 

RNA polymerase, affinity labelling nucleotides binding sites 3068. 

RNA polymerase binding, DNA, chloroplasts, Spinacea oleracea 299. 

RNA polymerase, binding DNA restriction fragments, phage A, phage T7 2549. 

RNA polymerase binding, DNA, RP4 plasmid 993. 

RNA polymerase, binding, transcription Proteus mirabilis phage SO06M genomes 
3580. 

RNA polymerase, bis-(3°-5")-cyclic dinucleotides inhibition 6172. 

RNA polymerase, components, purification, characterization 3066. 


RNA polymerase, DNA, chromatin, templates specificity, comparison RNA polymerase 


Il, Brassica oleracea, Pisum sativum 3076. 
RNA polymerase, DNA, heparin binding, effects on structure 4601. 
RNA polymerase interaction ATP, N.M.R. 3075. 
RNA polymerase kinetics, comparison purines, pyrimidines, transcription 994. 
RNA polymerase, lasers cross-linking 
RNA polymerase, mechanisms, C.D. nfampicin binding 4587. 
RNA polymerase, mechanisms rifampicin inhibition 5129. 
RNA polymerase, mechanisms transcription initiation, use phage T7 DNA 3063. 
RNA polymerase, phage TS gene products effects on 2551. 
RNA polymerase, phage T7 DNA, mRNA complex, stability 4590. 
RNA polymerase promoters substrate specificity, phage ®X174 DNA 5672. 
RNA polymerase, purification 4604. 
RNA polymerase regonition DNA, role promoters sites stability 4101. 
RNA polymerase, substrate specificity, DNA SV40 4102. 
RNA polymerase, subunit association, role transcription regulation 6175. 
ee subunits, amino acid sequence, nucleotide sequence comparison 
RNA polymerase termination, tryptophan operons, correlation models, 
characterization 3578. 


RNA polymerase, transcription chromatin mRNA, comparison RNA polymerase II wheat | 


germ 3073. 
RNA polymerase, transcription initiation sites, mice B-globin genes, gene 
mapping 2031. 
RNA polymerase, transcription, promoters, strands exchange 3072. 
RNA polymerase, trypsin digestion 5124 
RNA processing 4802. 
RNA processing, association, phage T7, phage A, genetics, reviews 4170. 
mRNA characterization, isolation, phages infection 3220. 
mRNA, translation initiation sites, comparison, characterization 3248. 
mRNA, translation initiation sites, computer programs determination 3249. 
a PS eres: nucleotide sequence, comparison Triticum cytosol, mitochondria 
tRNA biosynthesis, role, DNA gyrase 1199. 
tRNA gene, introns, nucleotide sequence, homology, Physarum polycephalum 134. 
tRNA operons, gene mapping 3439. 
tRNA operons mutation, erythromycin resistance 5802. 
tRNA structure, role magnesium, manganese, U.V. spectroscopy 1140. 
tRNA, undine 5'-phosphate dimers. radiation, correlation cross-linking ribosomal 
proteins 3183 
rRNA 16S 3°-terminus base stacking, N.M.R. 4254. 
tRNA 16S, homology, Aspergillus nidulans rRNA 15S 338. 
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tRNA 16S polarity, DNA hybridization, psoralen cross-linking 5294. 

rRNA 16S, secondary structure, use psoralen cross-linking, identification 
nucleotide sequence 3764. 

tRNA 238, isolation, nucleotide sequence, secondary structure comparison Zea 
mays, mice, man 1146. 


rRNA 23S, ribosomal protein L11 binding sites, nucleotide sequence 1702. 

tRNA 238, thermal stability, conformation, hydrodynamics, role magnesium ions 
4752. 

tRNA 26S, rRNA 19S, rRNA 5.8S genes, cloning, characterization 1491. 

TRNA 5S, N.M.R. conformational analysis 4754. 
- tRNA 5S, binding ribosomal protein L18, ribosomal protein L25 3186. 
rRNA 5S conformational analysis, endonuclease S! (Aspergillus), digestion 5283. 
TRNA 5S fragments, nucleotide sequence, interaction ribosomal protein L18, 
nibosomal protein L25 1697. 

rRNA SS interaction ribosomal proteins, affinity chromatography 5794. 

TRNA 5S, secondary structure, use phenyldiglyoxal cross-linking 1698. 

tRNA anticodon loop residues, 5-methylaminomethy|-2-thiouracil, role U.V. 
radiation induction guanosine 3’-diphosphate 5’-diphosphate synthesis 1625. 

tRNA binding, ribosomes 5260. 

tRNA binding ribosomes effects on elongation factor G 5264. 

tRNA binding ribosomes poly(U) complex, effects on structure 2161. 

tRNA binding ribosomes, ultracentrifugation 1661. 

tRNA binding sites localization, fluorescence, ribosomes 5259, 

tRNA binding sites, ribosomes, chloramphenicol effects on 1126. 

tRNA, conformational analysis, phosphorescence 3166. 

tRNA dimers effects on phenylalanine biosynthesis 94. 

tRNA fMet anticodon loop, cDNA synthesis 2681. 

tRNA fMet binding. Methionyl-tRNA synthetase 3169. 

tRNA fMet initiation mechanisms, ribosomes 5263. 

tRNA fMet, role anticodon loop methionyl-tRNA synthetase recognition 3170. 

tRNA fMet, unfolding, N.M.R. 2678. 

tRNA, fragments synthesis 48. 

tRNA Glu, +yeasts tRNA Phe complex structure, X-ray scattering 5777. 

tRNA Gly, suppressors, nucleotide sequence 566. 

tRNA, induction phosphoglycerate kinase aggregation, Turbatrix aceti, 
Saccharomyces cerevisiae, liver rats 2133. 

tRNA interaction elongation factor Tu ribosomes complex, GTP hydrolysis, 
aminoglycoside antibiotics effects on 1662. 

tRNAg¢ Met, synthesis, activity 550. 

tRNA, methylation, methylcobalamin, cyanocobalamin effects on 5782. 

tRNA nucleotide sequence mutants, function, maturation 69. 

tRNA Phe, conformation, ribosomes binding effects on, fluorescence 3163. 

tRNA phe conformational analysis, E.S.R. 1632. 

tRNA Phe cross-linking ribosomes 4228. 

tRNA Phe, role elongation factor Tu hydrolysis GTP 4229. 

tRNA, tertiary structure determination, use N-nitroso-N-ethylurea alkylation 
3168. 

tRNA thermal stability, differential scanning calorimetry 4708. 

tRNA Thr gene mapping 6021. 

tRNA Tyr aggregation tyrosyl-tRNA synthetase 4208. 

tRNA Tyr suppressors genes, construction, cloning 2523. 

Me gene, restriction endonuclease mapping, hybridization analysis 5988. 

mpoC gene, DNA nucleotide sequence 4423. , 

tpoC gene, DNA nucleotide sequence 5968. 

tpsA gene, DNA nucleotide sequence 4918. 

tmG locus, promoters regions, cDNA nucleotide sequence 3954. 

secA gene, characterization, gene mapping 3438. 

selection, allozymes, phosphogluconate dehydrogenase, genes, transduction 945. 

Signal peptides peptidase genes, genetic engineering 4543. 

spermidine role DNA gyrase, DNA topoisomerase I catenation DNA 4679. 

str operon, promoters 3646. 

strains, endodeoxyribonuclease. activity 4574. 

supercoiling, plasmid pBR322 supercoiling DNA, structure relationship activity 
3974. 

temperature effects, nucleoids 353. 

temperature-sensitive mutant, chloramphenicol, post-replication, DNA repair, U.V. 
radiation 904. 

temperature-sensitive mutant, deo operon gene expression 6149. 

termination factor rho, association promoters activity 4777. 

termination factor rho, oligomerization, interaction poly(C) 4675. 

termination factor rho, pyrophosphate effects on RNA binding, 
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Membrane fluidity, effects on DNA, RNA levels, Bombyx mori 934. 
liposomes, poly(A), poly(U), poly(dA), DNA effects on, fluorescence 4200. Metaphase, chit ; 
Membrane glycoproteins, chromosomes, proteins binding DNA, L cells, mice 3642. _ . 
genes, cDNA nucleotide sequence, rabies virus 4885. chromosomes, repeated sequence DNA hybridization analysis, Allium cepa 5476. 
Membrane permeability, Methanugenic bacteria, ; 
cations, role serum stimulation DNA biosynthesis, BALB/3T3 cells, mice 3996. ribosomal proteins fractionation 5800. 
pardaxin, Pardachirus marmoratus effects on, induction transcription vesicular Methionine, a ’ 
stomatitis virus 1717. effects on RNA polymerase I, RNA polymerase II activity, liver, rats 3078. 
Membrane proteins, Methionine sulfoximine, : 
biosynthesis, ribosomes, thylakoids, chloroplasts, cell cycle effects on, effects on methylation, guanine residues, rRNA, astrocytes, brain, rats 68. 
Chlamydomonas reinhardtii 2697. Pons Methiony!-tRNA, ‘ Mande : 
gene products, amino acid sequence, RNA nucleotide sequence, comparison influenza GTP, inhibition complex formation, mRNA, initiation factor 2, protein 
A virus, influenza B virus 4246. biosynthesis, reticulocytes, rabbits 5271. 
genes, cDNA, nucleotide sequence, influenza A virus 2418. ; Methionyl-tRNA fMet, , 
peptide mapping, comparison RNA nucleotide sequence, influenza virus 3767. GTP initiation factor 2 complex, magnesium effects on, eukaryotes 4736, 
Meal A inhibition initiation factor 2 -y-subunit GTP phosphorylation, liver, rats 
association DNA, isolation, characterization, Anacystis nidulans 6211. 4234. 
deoxyribonuclease activity, genetic control, gene 46, gene 47, phage T4 3052. Methionyl-tRNA synthetase, 
endoplasmic reticulum, alcohol effects on, rats 87. affinity labelling, liver, sheep 5235. 
polyribosomes, mRNA binding effects on casein biosynthesis, mice 4721. binding, NAD, Escherichia coli 1103. 
polyribosomes, protein biosynthesis, acetylcholine receptors, characterization, binding tRNA fMet, Escherichia coli 3169. 
cell lines, mice 2138. interaction tRNA fMet, Escherichia coli 2687. 
proteins, RNA, mRNA, nucleotide sequence correlation, influenza A virus 3229. protein biosynthesis, Triticum aestivum 5234. 
Saccharomyces cerevisiae, uracil permease genes, gene expression, cloning 3547. purification, characterization, Phaseolus aureus 2137. _ 
Streptomyces erythreus, role antibiotic resistance, erythromycin 4222. recognition tRNA fMet, role anticodon loop, Escherichia coli 3170. 
Mengovirus, tRNA binding sites, inactivation, Escherichia coli 574. 
double-stranded RNA, structure, electron microscopy 4276. Methodology, ; ’ 
infection, interferon effects on protein biosynthesis, L cells 5807. 5 adenovirus (simian) 7, adenovirus (human) 6 integration kidney cells, neonates, 
RNA, structure, electron microscopy 2749. rats 2539. j : Ute 
Meningovirus, affinity chromatography, RNA purification, viroids 3737. 
RNA, nucleotide sequence, binding ribosomes, initiation factor 2, L-929 cells sae sequence nucleotide sequence comparison, RNA 26S, Semliki Forest virus 
1185, 48. 
Mepacrine, analysis DNA nucleotide sequence, chromatin 3352. 
binding DNA, N.M.R. 1816. analysis, isolation plasmids DNA 2821. 
effects on chromatin, RNA biosynthesis, hepatocytes, rats 1745. psig mRNA methylation, caps structure, high-performance liquid chromatography 
Mephalan, 4268. 
effects on DNA repair, leukocytes, man 1438. analysis superhelical DNA, strands breakage, fluorescence 3984. 
6-Mercaptopurine, assays, dimethyl sulfate, DNA damage 5920. 
+ 6-thioguanine, inhibition xanthine oxidase 1057. assays, DNA biosynthesis, flow cytometry 3997. 
Mercuric chloride, benzyldimethylalkylammonium chloride, RNA localization, avian myeloblastosis 
cytotoxicity, effects on DNA replication, CHO cells 2295, virus 1684, 
Mercury, chemicals mutagenicity testing, inhibition DNA biosynthesis, testis, mice 5014. 
binding, polyd(A-T), N.M.R. 3674. chloroplasts DNA punfication, Triticum 3837. 
induction metallothionein-I genes transcription 2249. chromatin staining, spermatozoa, cattle 6219. 
levels, chromatin, relationship metallothionein protein biosynthesis, rats 6204. chromosomes structure, DNA replication, analysis, rats 5158. 
substituted RNA, fractionation, nuclei, liver, rats 608. cloning 3031. 
Meristems, cloning 3555. 
development, RNA biosynthesis characterization, Pteris cretica 167. cloning DNA, constrution gene libraries, histone H2A, histone H2B genes, 
DNA content, nuclei, mitosis index, Fucus spiralis 216. Saccharomyces cerevisiae 5565. 
roots, duration, inhibition DNA biosynthesis, Zea mays 400. cloning, eukaryotes 3026. 
& cloning insulin A chain genes, man 4064. 
purine nucleotides assays, erythrocytes 1604. conformational analysis double-stranded DNA, electron microscopy 3365. 
Meso-tetra(p-carboxyphenyl)porphine, construction chromosomes gene libraries, man 5098. 
induction DNA damage, photosensitization 1289. DEAP fluoranthene binding, DNA, lymphocytes, man 2843. 
Meso-tetra(p-sulfophenylporphine, deoxribonucleoside 5’-monophosphates synthesis 5755. 
induction DNA damage, photosensitization 1289. deoxyribonuclease assays 4571. 
Meso-tetra(4-N-methylpyridyl)porphine, detection cDNA genes 4342. 
induction DNA damage, photosensitization 1289. detection RNA association proteins, cross-linking 4122. 
Meta-phosphoric acid, determination DNA fragments length 4466. 
use RNA extraction, animals 612. 4'-6’-diamidino-2-phenylindole, mithramycin, staining, quantitation DNA, nuclei, 
Metabolism, chloroplasts, phage T4 2830. 
adenine, hypoxanthine, Ginko biloba, Acer buergerianum, Triticum aestivum 2623. directed mutagenesis 6156. 
aflatoxin B1, reviews 5924. directed mutagenesis 6157. 
benzo(a)pyrene, effects on DNA, carcinogenesis, breast, man 747. DNA assays 4344. 
cytosine arabinoside, liposomes effects on, distribution, lymph nodes 4181. DNA assays, cells, eukaryotes 2284. 
2’-fluoro-5-iodo-1-B-D-arabinofuranosylcytosine, mice, rats 1055. DNA assays, fluorometry 5907. 
metabolism, mice, rats 1055. DNA, assays, plasmids, gram-negative bacteria, gram-positive bacteria 4831. 
naphthalene, salicylate, role, plasmid pMWD-1, chromosomes, Pseudomonas putida DNA biosynthesis assays 890. 
303. DNA, cellulose, coupling 1297. 
N-nitrosodimethylamine, 7-methylguanine formation, rats 1825. DNA cloning 1997. 
nucleic acids, carcinoma cells, urinary bladder, man 5751. DNA cloning 2518. 
nucleic acids, titanocene dichloride, vanadocene dichloride inhibition, Ehrlich DNA cloning 3034. 
ascites tumor cells 1225. DNA content, kidney cells, rats 1779, 
purines, Lesch-Nyhan syndrome, man 1013. DNA content, testis, mice 2832. 
RNA, heart, rats 678. DNA double-stranded isolation, cell culture, tissue culture 218. 
RNA, role 3’-nucleotidase, 5’-nucleotidase, Bacillus subtilis 1530. DNA drugs fibers interaction, linear dichroism 4376. 
Rous sarcoma virus mRNA 719. DNA fractionation 736. 
Metaboiites, DNA hybridization 1780. 
glycolysis, nucleotides levels, phloem, Cucurbita pepo 542. DNA isolation 3846. 
Metallothionein, DNA isolation coordination DNA biosynthesis 4478. 
cloning, nucleotide sequence cDNA, liver, mice 3957. DNA isolation, mutation, Drosophila melanogaster 739. 
MT-I gene, mRNA nucleotide sequence, gene regulation, mice 122. DNA mutagenesis, tetracycline antibiotic resistance genes, plasmid pKB280 2316, 
protein biosynthesis, relationship mercury levels, chromatin, rats 6204. DNA nucleotide sequence 3346. 
mRNA biosynthesis, cadmium effects on, kidney, rats 2816. DNA nucleotide sequence analysis, y-globin 1325. 
mRNA, cloning, cDNA nucleotide sequence, HeLa cells, comparison mice 3777. DNA nucleotide sequence determination 3976. 
mRNA, copper chloride induction transcription, liver, rats 3287. DNA nucleotide sequence determination 4461. 
thymidine kinase, hybrids , inheritance, mice 5045, DNA nucleotide sequence determination 5377. 
Metallothionein I, DNA nucleotide sequence determination 5385. 
genes, gene amplification, glucocorticoids, cadmium, effects on gene regulation, DNA nucleotide sequence divergence, restriction endonuclease mapping 841. 
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DNA nucleotide sequence divergence, restriction endonuclease mapping 842. 

DNA nucleotide sequence, homology 1322. 

DNA oxidation, use, reviews 1085. 

DNA purification, aflatoxin B1 treatment, mammalian cells 5906. 

DNA purification, chromatography 4839. 

DNA purification, electrophoresis 5908. 

DNA purification, liver, rats 1242. 

DNA repair assays, lymphocytes sensitivity, X radiation, U.V. radiation, man 
6054. 

DNA, RNA analysis, electrophoresis 4343. 

DNA, RNA isolation 230. 

DNA staining, animals 737. 

DNA staining, use ethidium bromide, 4,6'-diamidino-2-phenylindole, comparison 
4851. 

DNA synthesis 3668. 

cDNA sites directed mutagenesis 4553. 

Escherichia coli, plasmids transformation, cold shock 6134. 

evolutionary genetics, RNA nucleotide sequence, tRNA Phe, rRNA 5S 1153. 

flow cytometry analysis DNA content 2831. 

flow cytometry, DNA content, embryo cells, Caenorhabditis elegans 2833. 

fractionation, RNA, high-performance liquid chromatography 4742. 

fractionation, tRNA 4704. 

gene amplification, cloning genes, Escherichia coli 2527. 

genes activity assays 3835. 

genes transfer 2502. 

genes, transfer, use analysis gene expression, SV40, polyoma virus 5041 

genetic engineering, genes transfer 5030. 

genetic engineering, use plasmids DNA, Rhizobium meliloti 4038. 

globin RNA isolation 601. 

hepatitis B virus DNA polymerase assays, man 2044. 

isolation double-stranded RNA 4240. 

isolation plasmids DNA 4829. R 

isolation, translation cell-free system, Saccharomyces cerevisiae 5238. 

isotopes dilution, mitochondria DNA levels, Saccharomyces cerevisiae 2818. 

mass spectroscopy, dinucleoside monophosphates, analysis 5756. 

measurements, thermodynamic properties, 2-aminoadenosine, 8-aminoadenosine 
binding, poly(U) 3673. 

molecular orbital studies, purines 5737. 

mutagenesis, genetic engineering, point mutation induction 6085. 

mutation, DNA 5560. 

N.M.R., oligonucleotides 3690. 

nucleoli isolation, ribosomes transcription complex, characterization, CHO cells 
223. 

nucleoproteins fractionation, chromatin 4133. 

nucleosides chlorination 2641. 

nucleotide sequence, DNA, determination 4938. 

nucleotides liquid chromatography 5754. 

oligodeoxyribonucleotides nucleotide sequence determination 4701. 

_ oligodeoxyribonucleotides synthesis 1608. 

oligodeoxyribonucleotides synthesis 3670. 

oligonucleotides fingerprinting, use thin-layer chromatography, fluorescence 
detection 5757. 

oligonucleotides fractionation 4185. 

oligonucleotides synthesis 3669. 

oligonucleotides synthesis, use protecting groups 5760. 

oligoribonucleotides synthesis 4186. 

plasmids DNA purification 4348. 

plasmids DNA purification, bacteria 3833. 

plasmids isolation, Pseudomonas 1233. 

polydeoxyribonucleotides, sonication DNA 2663. 

polyribosomes, isolation, Tetrahymena pyriformis 82. 

production closed circular superhelical DNA, use DNA topoisomerase wheat germ 
3986. 

propidium diiodide staining, DNA, RNA, quantitation 2841. 

protein biosynthesis, ribosomal protein L12, penicillinase, ribulosebisphosphate 
carboxylase genes 5236. 

purification, assays, DNA 1246. 

purification nucleoproteins complex, SV40 4118. 

purification, RNA+ DNA 5840. 

pyrimidine deoxyribonucleosides synthesis 2633. 

Pyrimidine nucleosides synthesis 1064. 

+y radiation use analysis viruses transcription, replication 4492. 

radioimmunoassay thymidine, uridine, deoxyuridine, deoxycytidine 4173. 

restriction endonuclease assays 4099. 

restriction endonuclease mapping, DNA genomes damage 3920. 

RNA, DNA localization, use gold labelled ribonuclease A, deoxyribonuclease I, 
electron microscopy 2273. 

RNA electrophoresis 5862. 

RNA isolation 2736. 

RNA isolation 4744. 

RNA isolation, Bacillus brevis, Bacillus subtilis, Escherichia coli 604. 

RNA nucleotide sequence determination, use N.M.R. 2207. 

RNA oligonucleotides mapping 5861. 

RNA pol: Il purification, wheat germ 5116. 

RNA punfication 3217. 

RNA secondary structure determination, rRNA, B-globin mRNA rabbits 1154 

mRNA, oligo(U), isolation, HeLa cells 1138. 

mRNA purification 5839. 

mRNA purification, Dictyostelium discoideum 3219. 

tRNA ribosomal proteins complex 1114. 

tRNA anticodons modification 4211 

tRNA purification 563. 

scanning electron microscopy, chromosomes structure, HeLa cells, lymphocytes, man 
5704. 

single-stranded DNA purification 4346. 

Sites directed mutagenesis 4554. 

spin-labelling lac-repressor, Escherichia coli 3121. 

staining, chromatin, thymocytes, hepatocytes nuclei 1553. 

staining DNA phosphate groups, use azure B 5909. 

staining DNA, RNA, use silver 2290 

superhelical level, closed circular DNA, plasmids 2935. 

synthesis DNA fragments 3146. 

synthesis hybridization analysis cDNA probes 5638 

synthesis oligodeoxyribonucleotides 2664. 

synthesis oligodeoxyribonucleotides, DNA polymerase | 4703 


Methodology, (continued) 
synthesis, 2-phenylaminoadenosine 1066. 
pei thermophila, Tetrahymena pyriformis, DNA, deoxyribonuclease, kinetics 
983. 
tritium detection, DNA, Aspergillus nidulans, cattle 5898. 
Methotrexate, 
resistance, DNA amplification, cell lines, mice 2356. 
Methoxsalen, 
photoinduction cross-linking, DNA repair, nuclei, mitochondria, Saccharomyces 
cerevisiae 5530. 
+radiation, effects on DNA, cross-linkage, phage \ 1794. 
+U.V. radiation, effects on DNA repair, cell lines, mice 4500. 
+ U.V. radiation, effects on DNA repair, epithelium, man 1446. 
+U.V radiation, effects on ornithine decarboxylase, DNA biosynthesis, epidermis, 
mice 288. 
+U.YV. radiation, mutagenesis, DNA repair, phage d, Escherichia coli 2314. 
+U.V. radiation, mutation, cross-linking DNA, Aspergillus nidulans 274. 
reaction, tRNA Phe, yeasts 5226. 
p-Methoxybenzyl chloride, 
reactions, guanosine, products structure 5746. 
5-Methoxypsoralen, 
binding DNA, oxygen production 1808. 
photosensitization, U.V. radiation chromosomes damage, CHO cells, ataxia 
telangiectasia, xeroderma pigmentosum cells, man 1255. 
8-Methoxypsoralen, 
binding DNA, U.V. radiation 4384. 
binding DNA, oxygen production 1808. 
DNA binding, photoinduction, calf thymus 778. 
photosensitization, U.V. radiation chromosomes damage, CHO cells, xeroderma 
pigmentosum cells, man 1255. 
Methyl bromide, 
mutagenesis, DNA alkylation, Escherichia coli, mice 1260. 
Methyl glyoxal, 
effects oo aa biosynthesis, RNA biosynthesis, protein biosynthesis, skin, guinea 
pigs 
2’-O-Methyl . 
synthesis, N.M.R. 1584. 
3’-O-Methy! guanosine, 
synthesis, N.M.R. 1584. 
Methyl iodide, 
2,24" ,6-tetramethoxy-4,5’-bipyrimidine, alkylation 17. 
6-Methyl mercaptopurine ribonucleoside, 
effects on U.V. radiation, ethyl methanesulfonate lethality, hypoxanthine-guanine 
phosphoribosyltransferase, CHO cells 394. 
Methyl methanesulfonate, 
DNA assays, CHO cells 379. 
+ U.V. radiation damage, DNA repair, cells, man 3484. 
Methyl! methansulfonate, 
analogs mutagenesis, DNA repair, fibroblasts, man 3479. 
2’-O-Methyl 2-aminoadenosine 
synthesis, N.M.R. 1584. 
3’-O-Methyl 2-aminoadenosine, 
synthesis, N.M.R. 1584. 
Methyl-B-chlorovinyl ketone, 
interaction purines 2615. 
N-Methyl-N’-nitro-N-nitrosoguanidine, 
DNA damage, DNA repair, tumor cells, man 782. 
effects on mutageaccharomyces cerevisiae 1254. 
speeophylline effects on DNArepair, poly(ADP-ribose) biosynthesis, fibroblasts, 
man ri 
N-Methyl-N’-nitrosoguanidine, 
methylation, DNA repair mechanisms, 3T6 cells, mice 5525. 
a-Methyl-D-L-phenylalanine, 
effects on protein biosynthesis, polyribosomes biosynthesis, brain, mice 89. 
N-Methyl-N-nitro-N-ni 7 
inhibition DNA methylation, Raji cells 1944. 
N-Methyl-N-nitrosourea, 
DNA binding, distamycin A inhibition, liver, rats 1267. 
effects on DNA biosynthesis, carcinogenesis, rats, hamsters 924. 
effects on DNA damage, 5-methylnicotinamide potentiation, L-1210 cells, mice 786. 
effects on DNA structure 243. 
2-Methyl-10-methoxy-7H-pyrido[4,3-c}carbazolium iodide, 
interaction, cytidylyl 3’-S'-guanosine, N.M.R. 4190. 
3’-Methyl-4-dimethylaminoazobenzene, 
induction endonuclease cleavage chromatin, tumors, liver, rats 5656. 
3’-Methyl-4-dinethylaminoazobenzene, 
effect on hnRNA, liver, rats 703. 
1-Methyl-5-nitrouracil, 
base stacking, water intercalation, X-ray crystallography 2606. 
Methyladenine, 
assays DNA methylation, Neisseria gonorrhoeae 3303. 
9-Methyladenine, 
X radiation effects on, E.S.R. 526. 
3-Methyladenine-DNA glycosylase, 
+stimulation factors, purification, characterization, lymphoblasts, man 3599. 
5-Methylaminomethyl-2-thiouracil, 
tRNA anticodon loop residues, role U.V. radiation induction guanosine 
3*-diphosphate 5’-diphosphate synthesis, Escherichia coli 1625. 
Methylangelicins, 
interactions DNA 1827 
Methylation, 
adenovirus (human) 12 DNA, hybridization analysis, restriction endonuclease 
mapping, sarcoma, hamsters 4840 
African swine fever virus RNA 637. 
capping, mRNA transcription, spring viremia of carp virus 675 
cytosine residues, DNA, relationship gene expression choriomammotropin, 
somatotropin genes, man 4509. 
DNA, 5-azacytidine inhibition, cffects on hemoglobin protein biosynthesis, 
baboons 5218. 
DNA, 5-azacytidine reactivation, role, inactivation X chromosome, cell lines, 
cell hybrids, man 5654 
DNA, 1,2-dimethylhydrazine, fetuses, tissues, rats 255 
DNA, assays, Stylonychia mytilus 4848 
DNA, association, latency, herpes simplex virus 5001 
DNA, BHK 21 HS S cells 2500 
DNA, comparison plants, animals 5989 
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Methylation, (continued) , : 

DNA, differentration relationship, embryos, rabbits 3308. ; 

DNA, effects on DNA cleavage, restriction endonuclease, Thermus thermophilus 
3569. 

DNA, effects on gene expression, SV40 6148. 59 

DNA, effects on, proviruses, expression, murine leukemia virus 5557. 

DNA, ethionine effects on, V79 cells 3485. 

DNA, fibroblasts, man 5896. 

DNA, function, Myxococcus xanthus 1767. 

DNA, genes activity, animal cells 2999. ; 

DNA, histones, estradiol, calcium effects on, age, brain, rats 484. 

DNA, hydrazine, mice 774. 

DNA, hydrazine, rats 1250. 

DNA, inheritance, Xenopus laevis 5554. 

DNA, J chain genes expression, lymphocytes B 977. 

DNA, L-ethionine effects on, P-815 cells 1287, 

DNA, lymphoid tissue, immune response, rats 430. 

DNA, methyladenine assays, Neisseria gonorrhoeae 3303. 

DNA, Mycobacterium tuberculosis, Mycobacterium smegmatis 1235. 

DNA, N-methyl-N-nitro-N-nitrosoguanidine inhibition, Raji cells 1944. 

DNA, N-nitroso-N-methyl-N’-nitroguanidine, DNA repair effects on, Salmonella 
typhimurium 3497. ; 

DNA, N-nitroso-N-methylurea, dimethyl! sulfate, sister chromatid exchange, 
chromosome aberrations, cell culture, hamsters 3613. % ; 
DNA, N-nitrosodimethylamine, catabolism 7-methylguanine, O°-methylguanine, 

rats 1283. 
DNA, N-nitrosodimethylamine, hepatocytes, rats 1284. 
DNA, nucleotide sequence, chickens 326. 
DNA, nucleotide sequence specificity, plants 3931. ; 

DNA precursors, N-nitroso-N-methylurea, relationship mutagenesis, C3H/10T 1/2 
cells 5367. F ; 
DNA, regulation gene expression, thymidine kinase genes herpes simplex virus, 

deficient mutant, L cells, mice 6146. 
DNA, relationship gene expression, fibroblasts, man 4084. : . 
DNA, relationship, gene expression, infectivity Moloney leukemia virus, mice 
2971. 
DNA, relationship gene expression, J chain genes, lymphocytes B 3020. 
DNA, relationship gene expression, polyoma virus 4016. 
DNA repeated sequence, Friend erythroleukemia cells comparison spleen mice, 
Physarum polycephalum 3844. 
DNA, RNA biosynthesis, polytene chromosomes, Sciara coprophila 5073. 
DNA, role gene regulation, reviews, eukaryotes 2512. 
DNA, role genomes activation, Moloney leukemia virus 4490. 
DNA, role regulation gene expression, Xenopus laevis oocytes, adenovirus (human) 
2 transformed cells 2529. 4 
DNA, role RNA biosynthesis, Xenopus laevis 2247. 
DNA, role viruses gene regulation, eukaryotes, reviews 5048. 
DNA, role, 1,2-dimethylhydrazine carcinogenicity, rats 5913. 
DNA, S-adenosylmethionine 3333. 
DNA, S-adenosylmethionine, necrosis, chemicals, liver, rats 3327. 
DNA, sequence, effects on restriction endonuclease, cleavage 463. 
DNA, streptozotocin, rats 3863, 
DNA, SV40 transformation effects on, fibroblasts, man 6079. 
effects on B-form Z-form conversion, DNA, C.D. 559 
effects on, gene expression, injection, mammalian cells, genes, herpes simplex 
virus, thymidine kinase, SV40, antigen T 5100. 
effects on tRNA structure, Thermus thermophilus 4206. 
elongation factor | a-subunit, Mucor racemosus 5266. 
Epstein-Barr virus DNA, Ramos cells 4833. 
a-globin, B-globin, genes, relationship chromatin structure, 
differentiation erythroleukemia cells, mice 5713. 
herpesvirus saimiri DNA, tumor cells 4871. 
histones; nonhistone proteins, age effects, adrenaline modulation, brain, rats 
1. 
histones, serotonin, radiation effects on, DNA 486. 
4-hydroxy-5-arylpyrimidines 528. 
levels, DNA, benzo(a)pyrene, 3-methylcholanthrene, transformed cells, cell lines, 
mice 4944. 
mammary tumor virus DNA, association tumorigenesis, mice 4852. 
tumor virus DNA, correlation tumorigenesis, mice 5022. 
po ayer sulfoximine effects on, guanine residues, rRNA, astrocytes, brain, 
rats 68. 
N-methyl-N’-nitrosoguanidine, DNA repair mechanisms, 3T6 cells, mice 5525. 
nitrosocimetidine, DNA, Raji cells 1256. 
nonhistone proteins, brain, liver, thymus, rats 1027. 
nonhistone proteins, brain, liver, thymus, rats 1537. 
promoters regions, relationship gene expression , adenovirus (human) 12 
transformed cells 4493. 
repeated sequence DNA, cortisol effects on, liver, rats 5987. 
ribonucleosides 533. 
ribosomal proteins, identification, Tetrahymena pyniformis 1112. 
RNA biosynthesis, polyribosomes, sangivamycin, xylosyladenine effects on, Ehrlich 
ascites tumor cells 1223. 
RNA biosynthesis, Semliki Forest virus 694, 
RNA, effects on packaging, RNA biosynthesis, avian sarcoma virus B77, chick 
embryos fibroblasts, infection 3795. 
mRNA, analysis, high-performance liquid chromatography 4268. 
ba interferon effects on, HeLa cells infection, yesicular stomatitis virus 
rRNA, growth, cell culture, Rosa rugosa 193, 
rRNA, rRNA (cytosine-5-)-methyltransferase, Ehrlich ascites tumor cells 3603. 
TRNA 5S genes, Linum 4960. 
tRNA, correlation tissues differentiation, Nicotiana tabacum 4709, 
tRNA, relationship differentiation, Nicotiana tabacum 2135. 
role, expression, proviruses ev-] gene, DNA structure, gene products 4007. 
satellite DNA, juveniles, cattle 2286. 
satellite DNA, restriction endonuclease mapping, nucleotide sequence, cloning, 
specificity tissues, cattle 4959. 
vesicular stomatitis virus mRNA, interferon treatment HeLa cells 1679. 
Methylazoxymethano! acetate, 
cycadaceae nuts, effects on sister chromatid exchange, lymphocytes cell culture, 
bone marrow cells, rats 4648. 
p-Methylbenzy! chloride, 
Teactions, guanosine, products structure 5746. 
3-Methyicholanthrene, 
effects on mRNA biosynthesis, cytochrome P-450, liver, rats 2799. 


3-Methylcholanthrene, (continued) 
effects on RNA polymerase, liver, rats 4607. 
transformed cells, methylation, levels, DNA, mice 4944. 
tumorigenesis, RNA nucleosides levels, urine, mice 2626. 
Methylcobalamin, 
effects on (RNA methylation, Escherichia coli 5782. 
5-Methylcytidine, 
conformational analysis, C.D. 5748. 
5-Methylcytosine, 
assays, DNA, man 2625. 
content, oligodeoxyribonucleotides, synthesis 51. 
distribution DNA, animals, plants 5352. 


Methylene, 

ATP analogs, pH, magnesium effects on N.M.R. 3666. 
Methylene blue, 

sensitization, effects on U.V. radiation breakage, purines, nucleosides 18. 
Methylene dimethanesulfonate, 

induction DNA cross-linking, formaldehyde role, Yoshida sarcoma, cells 4380. 
Methylene-blue, 

binding DNA, chromatin, light effects on, Drosophila melanogaster 1252. 
7-Methylguanine, 


catabolism, DNA methylation N-nitrosodimethylamine, rats 1283. 
formation, N-nitrosodimethylamine reaction DNA, rats 1825. 
induction queuine modification tRNA, cell lines, hamsters 3156. 
purification, N-nitrosdimethylamine treatment, mice 5742. 
1-Methylisoguanosine, 
analogs, synthesis 2635. 
Methyimercuric nitrate, 


binding calf thymus DNA, effects on B-form C-form transitions, Raman spectroscopy 


3864. 
Methylmercury, 
binding, effects on DNA biosynthesis, protein biosynthesis, HeLa $3 cells 285. 
effects on RNA biosynthesis, protein biosynthesis, brain, rats 2252. 
interaction cytosine, models DNA melting, N.M.R. 4177. 
ions, interaction, adenine 10. 
Methylmethane sulfonate, 
+cigarette smoke, 4-nitroquinoline-1!-oxide, effects on DNA biosynthesis, lung, 
mice 1941. 
Methylmethanesulfonate, 
alkylation, RNA, N.M.R., yeasts, 4245. 
chemical modification poly(C) 2669. 
effects on mutagenesis, Saccharomyces cerevisiae 1254. 
induction his gene reversion, Salmonella typhimurium, caffeine effects on 5357. 
mutagenesis, DNA, cell lines, hamsters 5447 
side effects, sister chromatid exchange, bromodeoxyuridine effects on, CHO cells 
1551. 
Methyimethanesulphonate, 
effects on nucleoids, DNA breaks, apurinic sites, mutants, Escherichia coli 749. 
1-Methyinicotinamide, 
effects on DNA biosynthesis, cell proliferation, Cell culture, liver, rats 4513. 
5-Methyinicotinamide, 
inhibition poly(ADP-ribose) biosynthesis, effects on X radiation DNA repair, cell 
culture 3491. 
potentiation N-methyl-N-nitrosourea effects on DNA damage, L-1210 cells, mice 
786. 


Methylophilus methylotrophus, 

al-interferon genes, synthesis, gene expression 5619. 
6-(Methylthio)-9-8-D-ribofuranosyl-9H-purine, 

synthesis, antiprotozoal activity Eimeria tenella 1075. 
2-Methyithio-ribosylzeatin, 

isolation, structure, cytokinin activity, (RNA, Phaseolus vulgaris 1059. 
Methylthiolation, 

tRNA, role gene regulation, Escherichia coli 2684. 
5-Methyluridine, 

conformational analysis, C.D, 5748, 
Metronidazole, 

mutagenicity testing, bacteria 2988. 


effects on DNA repair, radiation, lymphocytes 1815. 
U-251 MG cells, 
interferon effects on cell cycle, DNA biosynthesis 437. 
MG virus, 
DNA, restriction endonuclease mapping 798. 
MG-63 cells, 
interferon biosynthesis, poly (I-C)+calcium chloride induction 2254, 
Miamiensis avidus, 
DNA characterization 2280. 


actin genes, cDNA hybridization analysis 5967. 

adenocarcinoma, tumorigenicity, mammary gland, mammary tumor virus, DNA, 
nucleotide sequence 4412. 

adenovirus (human) 5 infection, DNA levels, hepatocytes 2960. 

adenovirus (simian) 7 transformed cells effects on adenovirus (murine) 
replication 2967. 

ADPribosyl transferase, inhibition, 3-aminobenzamide effects on, DNA repair, 
lymphoblastoid cell lines 3490. 

aging effects on RNA biosynthesis, brain 5882. 

AKR leukemia virus, proviruses, DNA, 3’-terminus, hybridization, gene 
amplification, leukemia 1502. 

a-amylase genes families, organization 5499. 

pees response, vaccines, hepatitis B virus, gene expression, Escherichia coli 
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B-casein genes, cDNA, rats 3350 
chymosin genes, stomach, juveniles, cattle 3527 
cleavage sites, DNA, SV40, DNA topoisomerase I, eukaryotes 3406 
cloning, lactose operon 2362. 
closed-cirucular RNA, comparison velvet tobacco motte virus. solanum nodiflorum 
motue virus 4749 
coat protein mRNA, brome mosaic virus, cowpea chlorotic mottle virus 2751 
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collagen genes, man 2938. 

comparison, cDNA, RNA, clinical isolates, animal isolates, fowl! plague virus 
3758. 

companson genomes RNA species , mice hepatitis A virus 3261. 

comparison, statistical analysis 1323. 

complexity. poly(A) RNA, carcinoma cells, mammary gland, man 2760. 

computer programs 1307. 

computer programs 1308. 

computer programs 1310. 

computer programs 1311 

computer programs analysis 4934. 

computer programs comparison 3383. 

conservation, araC gene, Escherichia coli 2899. 

conservation, DNA, role inverted repeat, chloroplasts, angiospermae, inverted 
repeat 4409. 

conservation, DNA, tuf gene, Escherichia coli 1841. 

conservation, mRNA, C-terminus, cell surface glycoproteins, Trypanosoma brucei 
3783. 

correlation, immunoglobulin G heavy chains, C57BL/6 cells, BALB/c cells, mice 
3231. 

correlation, MRNA, RNA, membranes proteins, influenza A virus 3229. 

corticotropin B-lipotropin precursors genes, placenta, man 3388. 

crp gene, Escherichia coli 1864. 

erp gene, Escherichia coli 1875. 

a-crystallin, B-crystallin, -y-crystallin, rats 958, 

cytochrome b genes, mitochondria, Aspergillus nidulans 2315. 

cytochrome ¢ genes, Schizosaccharomyces pombe 3420 

data banks 815. 

data banks 1221. 

data banks 3398. 

defective-interfering particles, RNA, pl gene, influenza virus 4765. 

deo operon transcription initiation sites, Escherichia coli 3391. 

deoC gene, Escherichia coli 5428 

determination, DNA, computer programs 871. 

determination, DNA, methodology 5377 

determination, DNA, reviews 2886. 

determination, plasmodia rRNA 5S, Physarum polycephalum 3255. 

determination, RNA, methodology, use N.M.R. 2207, 

discoidin I genes, Dictyostelium discoideum 1878. 

discoidin I genes, Dictyostelium discoideum 2371. 

divergence, DNA, restriction endonuclease mapping, methodology 841. 

divergence, DNA, restriction endonuclease mapping, methodology 842. 

DNA, 869. 

DNA, a-actin genes, chickens 3960. 

DNA, a-globin genes, ducks 3909. 

DNA, B-globin pseudogenes, goats 2375. 

DNA, 5’-terminus, transcription, deletion mutant, polyoma virus 4878. 

DNA, actin genes, gene libraries, skeletal muscle, rats 5943. 

DNA, actin genes, Strongylocentrotus purpuratus 4401 

DNA, adenosinetriphosphatase genes, Escherichia coli 4454. 

DNA, adenosinetriphosphatase subunits genes, comparion mitochondria, nuclei 
genomes, Neurospora crassa 5382. 

DNA, alanyl-tRNA synthetase genes, comparison amino acid sequence, Escherichia 
coli 2879. 

DNA, alkaline phosphatase genes, Escherichia coli 1831. 

DNA, Alu family corticotropin lipotropin precursors genes, man 1858. 

DNA, ampC gene, Escherichia coli 1373. 

DNA, analysis chromatin, methodology 3352. 

DNA, antigen T genes, defective mutant, SV40 3376. 

DNA, araB gene, araC gene, Salmonella typhimurium 2412. 

DNA, arabinose promoter promoters multiple forms, cloning, Escherichia coli 5443. 

DNA, aroG gene, Escherichia coli 4432. 

DNA, binding sites, netropsin, distamycin, actinomycin 6030. 

DNA, c-myc locus, comparison v-myc gene, avian leukosis virus 4979. 

DNA, calf thymus, nogalomycin, analogs interaction 357. 

DNA, cauliflower mosaic virus 1328. 

DNA, characterization, polyoma virus 334 

DNA, chloroplast, Euglena gracili, comparison Escherichia coli 1886. 

DNA, cistrons, phage T4 3907. 

DNA clones, complementary, RNA, nuclei 332 

DNA, clones, hepatitis B virus 294. 

DNA, cloning p-globin genes, developmental genetics, chick embryos 957. 

DNA, cob gene introns, mitochondria, Aspergillus nidulans 5983. 

DNA, colicin E! genes, Escherichia coli 5378. 

DNA, colicin E1 genes, location promoters, operators regions, Escherichia coli 
2903. 

DNA, collagen gene, Drosophila melanogaster 5390. 

DNA, comparison proteins amino acid sequence, adenovirus (human) 2 2867 

DNA, comparison proteins amino acid sequence, phage f] 2878. 

DNA, comparison RNA polymerase subunits amino acid sequence, Escherichia coli 
2877. 

DNA, computer programs 867 

DNA, computer programs 870 

DNA, computer programs 872 

DNA, computer programs 1299 

DNA, computer programs 1301 

DNA, computer programs 1304. 

DNA, computer programs 1305 

DNA, computer programs 1306 

DNA, computer programs 1314. 

DNA, computer programs 2916 

DNA, computer programs analysis, evolutionary genetics 858 

DNA, computer programs, genetic engineering 1300 

DNA, correlation, gene mapping, lacI gene mutation, Escherichia coli 5446 

DNA, corticotropin lipotropin precursors genes, cattle 1857 

DNA, coupling factor | B-subunit, €-subunit genes, chloroplasts, Zea mays 
4907 

DNA, cycl-11 gene. cytochrome c deficient mutant, Saccharomyces cerevisiae 1375 

DNA, cytochrome b genes, mitochondna, Saccharomyces cerevisiae 5974 

DNA, cytochrome c oxidase, adenosinetniphosphatase, (RNA genes, mitochondna, 
liver, rats 3927 

DNA, cytochrome c oxidase genes, Zea mays 2366 

DNA, data banks, computer programs 1298 

DNA, deletion, hybnds, plasmid pSC101, phage A 1893 

DNA, deletion mutant. insertion sequence |. R factor R100 5429 
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Nucleotide sequence, (continued) heat 

DNA, deletion mutants, cauliflower mosaic virus 852. 

DNA, deletion, mutants, cauliflower mosaic virus 1840. 

DNA, deletion, restriction sites 330. 

DNA, determination, gels, electrophoresis 228. 

DNA, determination methodology 4461 

DNA, determination, methodology 4938. . 

DNA, determination, methodology, glycoproteins genes cDNA, Trypanosoma bnucei 
3976. 

DNA, duplication, hybridization, fibroin, Bombyx mori, strongylocentratus 

tus 2891. ‘ 

DNA, effects on DNA polymerase I 4617. 

DNA, endodeoxyribonuclease HindIII repeated sequence, man 3914. 

DNA, F factor, homology replication origin Escherichia coli, Salmonella 
typhimunum 3452. 

DNA, fibroblasts interferon genes, man 2359. 

DNA, flanking regions, immunoglobulin C genes, myeloma cells 4462. 

DNA, frdA gene, Escherichia coli 5424. 

DNA, frog virus 3 1371. 

DNA, Fusarium graminearum 2370. 

DNA, gene cob, mitochondria, yeasts 4451. 

DNA, gene Q, phage A 3382. ; +, 

DNA, genes 5-subunit adenosinetriphosphatase, loci, gene mapping, Escherichia 
coli 5493. 

DNA, genes homology, transposition, Drosophila melanogaster 860. 

DNA, genes, parathyroid hormone, cattle 2925. 

DNA genomes, phage f1, comparison phage M13, phage fd 4978. 

DNA, hamsters 2363. 

DNA, heat shock genes, Drosophila melanogaster, Drosophila simulans 4965. 

DNA, heat shock proteins genes, Drosophila melanogaster, relationship 
a-crystallin, mammals 5486. 

DNA, heat shock proteins genes, Drosophila melanogaster 5492. 

DNA, hemagglutinins genes, comparison fow! plague virus, influenza virus 4256. 

DNA, hemagglutinins genes, fowl plague virus 4442. 

DNA, hemagglutinins genes, influenza A virus 4258. 

DNA, hemagglutinins, neuraminidase genes, influenza A virus 4257. 

DNA, herpes simplex virus, transfection, association thymidine kinase genes 4483. 

DNA, herpes simplex virus 1 1879. 

DNA, herpes simplex virus 1 5953. 

DNA, Herpesvirus saimiri, tumor cells 2323. 

DNA, his 3 gene, role promoters mutants, Saccharomyces cerevisiae 4886. 

DNA, histocompatibility antigen H-2 L determinants, mice 1842. 

DNA, histocompatibility gene H-2, K region, heavy chain, mice 6007. 

DNA, histone H2A genes, Saccharomyces cerevisiae 5388. 

DNA, histone H2A genes, transcription initiation sites, Psammechinus miliaris 
5489. 

DNA homology, Abelson leukemia virus, mice, characterization 4405. 

DNA, homology, algorithms 1303. 

DNA, homology, analysis, data banks 1324. 

DNA, homology, methodology 1322. 

DNA, hsp 70 gene, af gene, regulation, homology, Drosophila melanogaster 
450. 

DNA, hybridization analysis, homology, nuclear polyhedrosis virus, Autographa 
californica, Orgyia pseudotsugata 5951. 

DNA hybridization, proteins, K12 cells, hamsters 808. 

DNA, ilv gene, \ phage transduction Salmonella typhimurium, comparison 
Escherichia coli 861. 

DNA, immunoglobulin G constant region y-chain genes, man 5412. 

DNA, immunoglobulin G heavy-chains constant region a gene, man 4419. 

DNA, immunoglobulins heavy chains, switch regions repeated sequence, mice 3940. 

DNA, immunoglobulins heavy chains variable region genes, mice 2883. 

DNA, immunoglobulins heavy chains variable region genes 3939. 

DNA, immunoglobulins heavy chains variable region genes, mice 5413. 

DNA, immunoglobulins light chains comparison heavy chains genes 5497. 

DNA, immunoglobulins light chains genes, mice 5401. 

DNA, immunoglobulins variable region «-chain genes 5'-terminus, plasmacytoma 
cells 5958. 

inert Me dl-chain constant region genes, defective mutant, mice 
5396. 

DNA, influenza virus, cloning, double-stranded association, hemagglutinins genes 
4550. 

DNA, insertion sequence, attP gene, phage d, phage 343 3874. 

DNA, insertion sequence 5, Escherichia coli 5945. 

DNA, insertion sequence 5, phage 4921. 

DNA, insertion sequence 5, phage Mu 2411. 

DNA, insertion sequences, transposon Tn4 4433. 

DNA, insertion specificity, transposon Tn10, bacteria 1876. 

DNA, interferon genes, chromosome 9, leukocytes, man 3930. 

DNA, junctions, polyoma virus, transformed cells 4920. 

DNA, lamB gene, phage d receptors, Escherichia coli 1843. 

DNA, leucine operon, Escherichia coli 3447. 

DNA, localization tRNA Ile, tRNA Ala genes, Bacillus subtilis 1874. 

DNA, location introns, extrons, computer programs 868. 

DNA, lox locus, recombination, phage P1 4956. 

DNA, maltose operon, relationship function 4880. 

DNA, tumor virus, endodeoxyribonuclease EcoRI, mice 2342. 


DNA, mammary tumor virus, tumorigenicity, adenocarcinoma, mammary gland, mice 


4412. 
DNA, mapping, heterochromatin, Secale cereale 1345. 
DNA, Marek's disease virus, herpesvirus (turkey), repeated sequence, genomes 
4919. 
DNA, mating genes, Saccharomyces cerevisiae 2388. 
DNA, methodology, tRNA Tyr genes yeasts 3346. 
DNA mitochondna, genetics variation, comparison, apes, man 817. 
DNA, mitochondria genomes, Aspergillus nidulans 3946. 
DNA, mitochondria genomes, cattle, comparison man, evolution 3926. 
DNA, mitochondria tRNA genes, rats 3918. 
DNA, mitochondria, tRNA, genes, Saccharomyces cerevisiae 1365. 
DNA, models, hamsters 2390. 
DNA, Moloney leukemia virus 2345. 
DNA, moloney murine sarcoma virus 822. 
DNA, Moloney sarcoma virus mos gene, homology placenta, man 4953. 
DNA, monkeys, hybridization SV40 1380. 
DNA, mos gene, Moloney sarcoma virus 3374. 
DNA, mRNA linkage, Dictyostelium discoideum 832. 
DNA, murine leukemia virus 2351. 


Nucleotide sequence, (continued) 

DNA mutation, N-acetoxy-2-acetylaminofluorene induction, mechanisms 4854. 

DNA, neuraminidase genes, influenza A virus 2327. 

DNA, nucleosomes, SV40 5966. 

DNA, organization, genomes, reviews, vertebrates 5991 

DNA organization, reassociation kinetics, Oryza sativa 2421. 

DNA, ovalbumin loci Y gene, chickens 3961. 

DNA, papilloma virus 4529. 

DNA, papilloma virus (human)! 3414. 

DNA, penicillinase genes, Bacillus licheniformis 2413. 

DNA, penicillinase genes, Escherichia coli, comparison Pseudomonas aeruginosa, 
evolution 1357. 

DNA, penicillinase genes, Escherichia coli, comparison Pseudomonas aeruginosa 
2929. 

DNA, phage SPP1, Bacillus subtilis 3425. 

DNA, phage ®W-14 2403. 

DNA, phage ®X174, effects on complementary biosynthesis, Escherichia coli 
4000, 


DNA, phoA gene, Escherichia coli 3450. 

DNA, phosphoglycerate kinase genes promoters, Saccharomyces cerevisiae 2923. 

DNA, plasmid pBR325 2408. 

DNA, plasmid pC194 3436. 

DNA, plasmid pE194 3434 

DNA, plasmid pSN2 3415 

DNA, plasmid pT181 repC gene, Staphylococcus aureus 5438. 

DNA, polyoma virus mice hybrids genomes 4899 

DNA, prokaryotes, eukaryotes 788. 

DNA, promoters, histidine, arginine, transport operons, Salmonella typhimunum 
5434, 


DNA, promoters, RNA polymerase, phage T7 2863. 

DNA proteins coding regions, mathematical models 6032. 

DNA, pseudogenes, snRNA families, man 5500. 

DNA, recognition, restriction endonuclease sites, computer programs 1313. 

DNA, recombination, phage \ 4877. 

DNA, relationship conformation, plasmids 1348. 

DNA, relationship conformation, poly(dA-dT) 1356. 

DNA, relationship sister chromatid exchange, chromosomes, V79-E cells 4134. 

DNA repeated sequence, avian myeloblastosis virus 3373. 

DNA, repeated sequence, genomes, mice 4908. 

DNA, repeated sequence, phylogeny, Macropodidae 322. 

DNA repeated sequence, proviruses, spleen focus-forming virus 3947. 

DNA repeated sequence, reviews, retrovirus 3372. 

DNA, repeated sequence, Rous-associated virus 0 3883. 

DNA replication origin, Erwinia carotovora 2933. 

DNA, replication ongin, mitochondria genomes, Saccharomyces cerevisiae 5394. 

DNA replication origin, plasmid pT181 5431, 

DNA, replication regions, chromosomes, Saccharomyces cerevisiae 3911. 

DNA, restriction endonuclease mapping, hybridization analysis, alcohol 
dehydrogenase genes, genomes, Saccharomyces cerevisiae 5448. 

DNA, restriction endonuclease, sex differences, Drosophila 1892. 

DNA, reviews, Tetrahymena thermophila 4444. 

DNA, ribosomes, Allium cepa 296. 

DNA, ribulosebisphosphate carboxylase genes introns, chloroplasts, Nicotiana 
tabacum 4893. 

DNA, role kinetics, endodeoxyribonuclease 2547. 

DNA, role, termination, replication, DNA polymerase I, Drosophila melanogaster 
5136. 

DNA, rpoC gene, Escherichia coli 4423. 

DNA, rRNA genes, Aspergillus nidulans 5387. 

DNA, rRNA genes, Tetrahymena pigmentosa 4881. 

DNA, rRNA genes transcription initiation sites, HeLa cells 3959. 

DNA, rRNA I5S genes, mitochondria, yeasts 1872. 

DNA, rRNA 45S precursors genes introns, rats 4448. 

DNA, Saccharomyces cerevisiae 5385. 

DNA, specificity, frameshift mutation, Escherichia coli 5947, 

DNA, splice junctions 2410. 

DNA, structure, Triticum 347. 

DNA, SUF2 gene, Saccharomyces cerevisiae 5453. 

DNA, SV40, man 4879. 

DNA, tail fibers genes, phage T4 1844. 

DNA, termini rearrangement, host range mutants, melanoma cell lines, adenovirus 
(human) 12 4414, 

DNA, transcription initiation sites, immunoglobulins k-chain genes 5398. 

DNA, transcription initiation sites, phage T4 5962. 

DNA, transcription termination sites, rRNA genes, Tetrahymena thermophila 1884. 

DNA, transposon mdg3 repeated sequence, Drosophila melanogaster 6013. 

DNA, transposon Tn21, Escherichia coli 1351. 

DNA, transposons, Drosophila 2940, 

DNA, transposons, Drosophila melanogaster 859. 

DNA, tRNA His genes, mice 4891. 

DNA, tRNA Leu genes, introns, yeasts 979. 

DNA, tRNA Leu genes promoters regions, Xenopus laevis 4900. 

DNA, tRNA Pro tRNA Lys genes clusters, gene libraries, rats 6024. 

DNA, tRNA Val genes, chloroplasts, Zea mays 819. 

DNA, trpS gene, Escherichia coli 1498. 

DNA, uvrB gene, promoters, Escherichia coli 1341. 

DNA, woodchuck hepatitis virus 866. 

DNA, woodchuck hepatitis virus, comparison, hepatitis B virus 2330. 

DNA, Zea mays 298. 

DNA-binding protein genes, adenovirus (human) 2 4932. 

DNA-binding protein genes, Escherichia coli 2871. 

cDNA, y-crystallin, eye lens, Rana temporaria 5972. 

cDNA, a-globin genes, plasmid pHb 1003, chickens 2360. 

cDNA, f-giobin genes, thalassemia, man 4431. 

cDNA, 6-globin pseudogenes, comparison man, evolution, Lemuroidea 3928. 

cDNA, a-lactalbumin, rats 862. 

cDNA, 3’-terminus, hemagglutinins, neuraminidase genes, influenza virus 4265. 

cDNA, acetylcholine receptors genes, Torpedo califomica 5457. 

cDNA, actin genes, Glycine max, comparison, Drosophila, yeasts 5473. 

cDNA, adenovirus 2922. 

cDNA, alcohol dehydrogenase genes, Zea mays 5097. 

cDNA, amino acid sequence, preproenkephalin, pigs 5082. 

cDNA, analysis heterogeneity, influenza virus 2898. 

cDNA, antifreeze glycoproteins genes, Pseudopleuronectus americanus 4941. 

cDNA, al-antitrypsin, man, comparison ovalbumin, chickens 4403. 

cDNA, apolipoprotein II genes, gene libraries, chickens 4948. 
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cDNA, avian sarcoma virus 3360. 

cDNA, carboxy; i eae A genes, gene libraries, rats 3905 

_ cDNA, cell surface glycoproteins, comparison C-terminus amino acid sequence, 
Trypanosoma brucei 3421. 

cDNA, cell surface glycoproteins genes, comparison amino acid sequence, 
Trypanosoma bnucei 3902. 

cDNA, chorion genes, proteins, Bombyx mon 5487. 

cDNA, clones, whey acidic protein, mice 3535. 

cDNA, cloning, €-chain immunoglobulin E, rats 5450. 

cDNA, cloning, genes, cytochrome P-450, liver, rats 4969. 

cDNA, cloning, hybridization analysis, restriction endonuclease mapping, epoxide 
hydrolase genes, liver, rats 5652. 

cDNA, cloning RNA, influenza A virus 1859. 

cDNA, cloning, snRNA pseudogenes, gene libraries, man 5482. 

cDNA cloning, al-antitrypsin mRNA induction, activity 3553. 

cDNA, complement C3 genes, mice, man 5452. 

cDNA, conalbumin mRNA genes, chickens 5290. 

cDNA, factor B, major histocompatibility complex, man 5960. 

cDNA, gene libraries, whey phosphoproteins genes, mammary gland, rats 5474. 

cDNA, gene S7, phage T4 3456. 

cDNA, genomes, adenovirus 4936. 

cDNA, genomes, murine sarcoma virus 4435. 

cDNA, globin genes deletion mutant. relationship hematological diseases, man 
5456. 

cDNA, glycoproteins genes, rabies virus 5441. 

cDNA, glycoproteins, rats 3251. 

cDNA, hemagglutinins genes, homology influenza A virus, influenza B virus 4773. 

cDNA, histocompatibility gene H-2 L determinants 5395. 

cDNA, histocompatibility gene H-2, mice 3893. 

cDNA, histocompatibility gene HLA DR region, man 3898. 

cDNA, histone H3 genes, insertion sequences insertions sites, gene libraries, 

= la melanogaster 5477. 

cDNA, histone H3 genes, introns, chickens 4903. 

cDNA, histone H4, histone H3 genes, comparison Xenopus laevis, eae borealis 
4447. 

cDNA, hybridization analysis, restriction endonuclease mapping, kallikrein genes, 
gene libraries, mice 5462. 

cDNA, immunglobulins heavy chains switch regions, Drosophila 3978. 

cDNA, immunoglobulin A light chains k gene, $107 cells 4416. 

cDNA, immunoglobulin G y-chain genes, lymphoma, cell lines 5397. 

cDNA, immunoglobulins chain genes, mice cell lines 4430. 

cDNA, immunoglobulins y-chain genes families, organization, man 4909. 

cDNA, immunoglobulins x-chain genes, rabbits 4441. 

cDNA immunoglobulins constant region, \-chain, gene libraries, mice 5495. 

cDNA, immunoglobulins genes, heavy chain disease, man 3934. 

cDNA, immunoglobulins heavy chains constant region y gene, gene libraries, 
man 4457. 

cDNA, keratin, chickens 6028. 

cDNA, leghemoglobin genes families, gene libraries, Glycine max 5488 

cDNA, membrane proteins genes, influenza A virus 2418. 

cDNA, metallothionein, liver, mice 3957. 

cDNA, f2-microglobulin genes, mice 4910. 

cDNA, mitochondria, man, cattle $975. 

cDNA, mRNA genomes, influenza B virus 3256. 

cDNA, mRNA poly(A)-containing, hybridization analysis, processing, prolactin, 
cattle 4805. 4 

cDNA, myosin, heart, rats 4422. 

cDNA, myosin, skeletal muscle, chickens 6022. 

cDNA, neuraminidase genes, influenza A virus 4761. 

cDNA, neuraminidase genes, RNA, influenza virus 3781. 

cDNA, neuraminidase, influenza A virus 4263. 

cDNA, nucleoproteins genes, influenza A virus 1866. 

cDNA, poliovirus 3395. 

cDNA, pre-a-lactalbumin genes, man, guinea-pigs, comparison chickens 
prelysozyme genes, evolution 3925. 

cDNA, preproenkephalin genes, adrenal medulla, cattle 4894. 

cDNA, preproenkephalin genes, gene libraries, man 4906. 

cDNA, preprogastrin genes, cloning, pigs 5466. 

cDNA, procollagen genes, chickens 3906. 

cDNA, proglucagon genes, pancreas, Lophius piscatorius 5484. 

cDNA, promoters regions, rmG locus, Escherichia coli 3954. 

cDNA, repeated sequence+ gag gene inversion, baboon endogenous virus 4957. 

cDNA, RNA genomes, poliovirus 4271 

cDNA, RNA 26S, Sindbis virus 3901. 

cDNA, RNA 7S genes, mice 3779. 

cDNA, rRNA genes, Tetrahymena pyriformis 3970. 

cDNA, rRNA 18S genes flanking regions, Xenopus laevis 3353. 

cDNA, satellite DNA repeated sequence, Cercopithecus aethiops 4940. 

cDNA, structure analysis, association carcinoma, woodchuck hepatitis virus 4406. 

cDNA, thyroglobulin genes, cattle 5080. 

cDNA, transformation regions, simian sarcoma virus 3921. 

cDNA, tRNA Met genes, yeasts 3872. 

cDNA, uteroglobin genes, rabbits 5978. 

cDNA, YPI gene, YPII gene, comparison mRNA, Drosophila melanogaster 3867. 

dnaG gene, Escherichia coli 5455. 

double-stranded RNA, C.D. 121 

double-stranded RNA, Saccharomyces cerevisiae 1703. 

early nucleotide sequence, vaccinia virus 810. 

effects on RNA crystals structure 671. 

effects on secondary structure double-stranded DNA, deoxynbonuclease | substrate 
specificity analysis 3411. 

eny gene, genes, proviruses DNA, Moloney leukemia virus, cloning, mink cell 
focus-forming virus 4949. 

eny gene RNA, AKR leukemia virus 3245 

Epstein-Barr virus circular DNA, transformed cells 796. 

Epstein-Barr virus RNA, homology, adenovirus RNA 112 

Escherichia coli, phoA gene, promoters, signals proteins, amino acid sequence 
809. 

evolution, DNA, Strongylocentrotus purpuratus 1349. 

frd operon, ampC operon, Escherichia coli 5459 

frdB gene, Escherichia coli 5436. 

gene mapping, erf gene, phage P22 3979. 

gene mapping, nucleotide sequence, plasmids, recombinants, Escherichia coli 1335 

gene 32, phage T4 5992. 

genes, a-globin variants, hemoglobin M, erythrocytes, chick embryos 3381. 
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genes, DNA, plasma proteins, Drosophila 2379. 

genes, DNA-binding protein, phage Pfl, Pseudomonas aeruginosa, homology, phage 
fd, Escherichia coli 3379. 

genes, MRNA, yolk proteins, ecdysone effects on transcription 2900. 

genomes DNA, papilloma virus (bovine) 1 5952. 

genomes, phage A 2941. 

globin, fetuses, mice, plasmids, Escherichia coli 1981. 

a-globin gene, cDNA, ducks 3895. 

B-globin genes, embryos, mice 3410. 

B-globin genes, embryos, rabbits 1834. 

B-globin genes flanking regions, thalassemia effects on, man-3347. 

B-globin genes, man 1888. 

€-globin genes, man 1330. 

y-globin genes, man 2376. 

&-globin genes, thalassemia, normal subjects, man 6025. 

a-globin subtypes, chickens 2318. 

heavy chains genes, immunoglobulin A, cDNA, cloning, plasmid pBR322, mice 1894. 

heavy chains, immunoglobulins constant region genes, mice 2884. 

hemagglutinins gene products, comparison, influenza A virus, man 4267. 

hemagglutinins genes, antigenic characteristics, influenza virus 4259. 

hemagglutinins genes, influenza A virus 4771. 

herpes simplex virus 1, herpes simplex virus 2, DNA, comparison 802. 

herpes simplex virus | mRNA 4279. 

heterochromatin DNA, reviews 4896. 

histone HS genes, erythrocytes, chickens 3348. 

homology, chloroplasts, nuclei, restriction endonuclease mapping, Euglena 1853. 

homology, DNA, elongation factor Tu genes, Escherichia coli, chloroplasts, 
Chlamydomonas reinhardtii 5435. 

homology, DNA, mitochondria, Nicotiana tabacum, Zea mays, Phaseolus vulgaris 
3364, 

homology, DNA, SV40, polyoma virus, computer programs 4951. 

homology, relationship deletion mutant, Escherichia coli 4532. 

homology, role plasmids DNA transformation Streptococcus pneumoniae 3518. 

homology rRNA 5S genes, man mitochondna, bacteria 3392. 

homology, satellite DNA, cattle 1887. 

B hordein genes, endosperm, hordeum vulgare 1329. 

hybridization, DNA kinetoplasts, taxonomic significance, Leishmania tropica 
major, Leishmania aethiopica, Leishmania 325. 

ilvG gene, frameshift mutant, Escherichia coli 3358. 

immunoglobulin «-chain J gene, man 3407. 

immunoglobulin D heavy chains genes, mice 5409. 

immunoglobulin E genes, chromosome 9, man 5994. 

immunoglobulin E genes, immunoglobulin E , man 5956. 

immunoglobulins \ chains, man 3401. 

immunoglobulins heavy chains variable region genes, mice 3402. 

influenza A virus nucleoproteins genes 653. 

initiation factor 3 genes, Escherichia coli 3397, 

initiation sites, ribosomes binding sites, penicillinase genes, Staphylococcus 
aureus 2874. 

insertion sequences, adenovirus (human) 5 3341. 

insulin genes flanking regions, man 2943. 

interferon B; gene, gene mapping, man 804. 

interferon, leukocytes, man 831. 

late mRNA 5’-terminus, polyoma virus 628. 

leghemoglobin genes, Glycine max 2393. 

leghemoglobin genes, multiple forms, Glycine max 3922. 

lex A gene, transcription, Escherichia coli 1855, 

ligands interaction, kinetics 521. 

lysine tRNA Lys, characterization, anticodons, mitochondria, liver, rats 3167. 

lysozyme genes, mRNA, content, chickens 126. 

maltose operon, mal T gene, Escherichia coli 5944. 

mammary tumor virus DNA clones 3404 

membrane glycoproteins genes cDNA, rabies virus 4885. 

meningovirus, binding ribosomes, initiation factor 2,-L-929 cells 1185. 

methodology, cDNA, phage M13 5440. 

mitochondria DNA, genomes, Aspergillus nidulans 313 

mitochondria DNA, mice 2357 

mitochondria DNA, mice, man 884. 

mitochondria DNA, phylogeny, Mus musculus 1839. 

mitochondna DNA, rRNA, tRNA genes, Neurospora crassa 2402. 

mitochondria DNA, Zea mays 828. 

mitochondria genomes DNA, Aspergillus nidulans 5969. 

mitochondria rRNA 5S, Triticum aestivum 2753. 

mRMA, cytochrome c, Saccharomyces cerevisiae 1166. 

mutants, tRNA, function, maturation, Escherichia coli 69. 

mutation, B-globin, genes, thalassemia, man 2920. 

Mycoplasma, comparison, Acholeplasma 793. 

myeloma proteins, role, antigens binding specificity 4439. 

neuraminidase genes, 3° terminus, influenza A virus 5847. 

neuraminidase genes, influenza A virus 5849. 

nifD gene, comparison amino acid sequence nitrogenase subunits, Clostridum 
pasteunanum 1347. 

nifH gene, nitrogenase, characterization, Rhizobium meliloti 302. 

NS gene, influenza A virus 2203. 

oligodeoxynibonucleotides B-form DNA, effects on secondary structure 3149. 

oligodeox ynbonucleotides, determination 4701 

omph gene promoters, cyclic AMP-binding protein binding sites, Escherichia coli 
1319. 

ompA gene, Shigella dysenteriae, comparison Escherichia coli 2942 

organization, poly(A)-containing mRNA, lampbrush chromosomes, oocytes, Xenopus 
laevis 5285. 

ovalbumin genes, families, chickens 5480. 

palindromes, phage ®X174 2346 

penP gene, Bacillus licheniformis 4429. 

phage fl genes, intercistronic region 833 

poly(A)-containing mRNA 3° terminus, adenovirus (human) 2 4768 

poly(A)-containing mRNA, Xencpus laevis 5460 

polA gene DNA, Eschenchia coli 4438 

polyribosomes, mRNA, homology, developmental stages, Drosophila melanogaster 618 

preproenkephalin genes cDNA, adrenal medulla, cattle 3950 

prolactin DNA, pituitary, cattle 3258 

promoters, N-terminus, a-amylase genes, Bacillus amyloliquefaciens 2414 

promoters, phage SPO1, binding RNA polymerase + proteins, gene 28 2321 

promoters region, bactenocins operons, bacteniocinogenic factors 3345 

promoters, RNA polymerase association, Bacillus subtilis 469 
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Nucleotide sequence, (continued) 

promoters, SpoVC gene, interaction, o-subunit, RNA polymerase, Bacillus 
subtilis 321. 

protamine genes, Salmo gairdnerii 4961. 

protein biosynthesis initiation sites, RNA, poliovirus 3244. 

proteins genes, cDNA, cloning, adenovirus (human) 7 2328. 

proteins genes, DNA, cloning, adenovinis (human) 3 2329. 

proteins mRNA, vesicular stomatitis virus 1692. 

proviruses genomes repeated sequence, spleen necrosis virus 4970. 

psoralen cross-linking sites, probes secondary structure, Escherichia coli 3764. 

pyri gene, Escherichia coli 6143. 

Qa-2 gene, Qa-3 gene, Neurospora crassa 5389. 

rearangement, cDNA, interferon genes, mechanisms, fibroblasts, man 2904. 

recognition, endodeoxyribonuclease EcoRI, DNA 2011. 

recognition regulation proteins, models 1041. 

recombinants plasmids cDNA, protamine genes, testis, Salmo gairdneri 1342. 

relationship, Aeromonas hydrophila, Aeromonas caviae, Aeromonas sobria 311. 

repeated, evolutionary genetics, comparison, Pisum sativum, Vigna radiata 309. 

repeated sequence, differentiation, roots, Allium cepa 297. 

repeated sequence, DNA, Drosophila melanogaster 4913. 

repeated sequence DNA, Epstein-Barr virus 4926. 

repeated sequence, DNA, homology, man, monkeys 320. 

repeated sequence DNA, relationship Alu family, satellite DNA, man 3430. 

repeated sequence, DNA, spacers, 8 globin, B globin, man 323. 

repeated sequence, RNA, quantitation, separation, evolution genes 118. 

restriction endonuclease, electrophoresis, mitochondria DNA, population studies 
292. 

restriction endonuclease mapping, hybridization analysis, cDNA, gene libraries, 
histocompatibility gene HLA, man 5402. 

restriction endonuclease mapping, point mutation, DNA polymorphism, maternal 
inheritance, mitochondria, cattle 5445. 

restriction endonuclease recognition, computer programs predictions, Haemophilus 
influenzae 1510. 

ribosomal protein S1 genes, Escherichia coli 3342. 

ribosomes DNA, Tetrahymena thermophila 2352. 

ribulosebisphosphate carboxylase subunits genes, chloroplasts, Spinacea oleracea 
850. 

RNA 116. 

RNA, 5’-terminus, 3’-terminus, potato virus X 5854. 

RNA, 3’-terminus, influenza virus 4264. 

RNA, 3’-terminus, Pichinde virus 1174. 

RNA, 3’-terminus, Pichinde virus 4250. 

RNA, 3’-terminus, strains, southern bean mosaic virus 4249. 

RNA, adeno-associated virus 2 2191. 

RNA, attenuation, poliovirus 5856. 

RNA, avocado sunblotch viroid 622. 

RNA, brome mosaic virus 2188. 

RNA, C-type virus, mice 2192. 

RNA, cDNA hybridization analysis, brain, rats 5853. 

RNA, CHO cells 648. 

RNA, citrus exocortis viroid 4748. 

RNA, comparison, isolates, influenza A virus 5842. 

RNA, comparison nuclei cytoplasm, evolutionary genetics, Friend cells 646. 

RNA, comparison peptide mapping, membrane proteins influenza virus 3767. 

RNA, correlation, proteins, influenza B virus 1149. 

RNA, developmental stages, poly (A), DNA cloning, Xenopus laevis 123. 

RNA, Drosophila melanogaster 661. 

RNA, Epstein-Barr virus, adenovirus, comparison 2747. 

RNA, evolutionary genetics methodology, tRNA Phe, rRNA 5S 1153. 

RNA, galactose operon, Escherichia coli 2206. 

RNA, gene products, membrane proteins, amino acid sequence, comparison influenza 
A virus, influenza B virus 4246. 

RNA, genomes, alphavirus 5858. 

RNA genomes, cadang-cadang disease viroid 5848. 

RNA genomes, defective-interfering particles, Semliki Forest virus 3773. 

RNA genomes, Moloney leukemia virus 3260. 

RNA, genomes, Semliki Forest virus 4274. 

RNA homology, analysis, comparison phages genomes 1156, 

RNA, homology, computer programs 1144. 

RNA, influenza A virus 1151. 

RNA, influenza A virus 3232. 

RNA, influenza B virus, comparison influenza A virus 3243. 

RNA, interference particles, Sindbis virus 1159. 

RNA, Lamus isolates, influenza A virus 3238. 

RNA, mammary tumor virus 639. 

RNA, microhetereogeneity, placenta, man 657. 

RNA, neuraminidase genes, influenza A virus 4760. 

RNA, periodicity, tobacco mosaic virus 2190. 

RNA, phage T4 1701. 

RNA, poliovirus 1 2865. 

RNA polymerase (RNA-dependent) genes, influenza A virus 3230. 

RNA polymerase (RNA-dependent) genes, influenza virus 4757. 

Set einai subunits genes, transcription termination sites, Escherichia coli 

RNA, reverse transcription, simian sarcoma virus 2766. 

RNA, role, leukemia, C-type virus 1690. 

RNA, Rous sarcoma virus 2195. 

RNA 7S, cardiac muscle, chick embryos 1170. 

RNA 5S genes, Schizosaccharomyces pombe 2860. 

RNA 26S, Semliki Forest virus, comparison amino acid sequence methodology 2748. 

RNA, secondary structure, hepatoma 124. 

RNA, snowshoe hare virus 4751. 

RNA, southem bean mosaic virus, cowpea mosaic virus 1176. 

RNA termini, Germiston virus 5846. 

RNA termini, polyadenylation, West Nile virus 2763. 

RNA termini, reovirus 5843. 

RNA termini, reovirus 5845. 

RNA, tobacco mosaic virus 5855. 

RNA transcripts, 3’-terminus, 5'terminus, influenza virus 4247. 

RNA, transcripts, cauliflower mosaic virus 3765. 

RNA transcripts, comparison mRNA, influenza virus 2189. 

RNA, Zea mays 660. 

mRNA, 8-globin, coding, regions, monkeys 128. 

mRNA, 3’-terminus, herpes simplex virus 1 2746. 

mRNA, adenovirus (human) 2 1160. 

mRNA, ceruloplasmin, hnRNA, liver, rats 2170. 


Nucleotide sequence, (continued) 

mRNA, genes, antigen (tumor-specific), adenovirus (human) 3889. 

mRNA, matrix proteins, glycoproteins, vesicular stomatitis virus 2185. 

mRNA, mouse hepatitis virus 2202. 

mRNA, MT-I gene, gene regulation, mice 122. 

mRNA, promoters, collagen genes, chickens 641 

mRNA, relationship initiation, rlIB gene, phage T4 3208. 

mRNA ribosomes binding sites, reovirus 3237 

mRNA, Rous sarcoma virus 2193. 

mRNA, SV40 640. 

mRNA, thyrotropin subunits genes cloning, mice 818. 

tRNA 3’-terminus, comparison Triticum cytosol, mitochondria, Escherichia coli 
4252. 

rRNA, comparison eukaryotes, prokaryotes 1705. 

rRNA gene, introns, Physarum polycephalum, homology, Escherichia coli 134. 

tRNA gene, Paramecium primaurelia 337. 

rRNA genes, 5’-terminus, spacer regions, rats 5984. 

rRNA genes, chloroplasts, Nicotiana tabacum 331. 

tRNA genes, Dictyostelium discoideum 2526. 

tRNA genes introns, comparison Tetrahymena thermophilia, Tetrahymena pigmentosa 
3417. 

rRNA genes spacer regions, chloroplasts, Nicotiana tabacum 2906. 

rRNA, genes, Tetrahymena pyriformis 1358. 

rRNA, genes, Tetrahymena pyriformis 1359. 

tRNA genes transcription initiation sites, man, comparison mice, rats 3935. 

tRNA genes, transcription initiation sites, mitochondria, Saccharomyces 
cerevisiae 3971. 

rRNA, histones genes, Drosophila melanogaster 4947. 

TRNA precursors, Tetrahymena thermophila 3257. 

rRNA, restriction endonuclease sites, data banks, evolutionary genetics, 
Kineotplastidae 1155. 

rRNA, silk gland, Bombyx mon 1177. 

tRNA 15S genes, mitochondria, ochre mutant suppressors 5383. 

rRNA 16S 3’-terminus, Synechococcus, comparison chloroplasts, Zea mays 3766. 

TRNA 16S fragments, Escherichia coli 2768. 

tRNA 16S, Prochloron 3778. 

rRNA 18S, Crithidia fasciculata 1162. 

rRNA 18S, rabbits, phylogeny comparison Xenopus laevis, yeasts 3774. 

rRNA 23S, Escherichia coli, comparison Zea mays, mice, man 1146. 

rRNA 238 genes, chloroplasts, Nicotiana tabacum 5454. 

tRNA 23S ribosomal protein L11 binding sites, Escherichia coli 1702. 

tRNA 25S, Saccharomyces cerevisiae 1143. 

rRNA 26S, secondary structure, Saccharomyces carlsbergensis, comparison 
Escherichia coli 672. 

tRNA 288 5’-terminus, mice 5293. 

rRNA 28S 5’-terminus, mice, comparison yeasts, Xenopus laevis 4277. 

tRNA 28S genes, mice, comparison yeasts, Drosophila, Xenopus 3351. 

tRNA 5S, Acyrthosiphon magnoliae, comparison Bombyx, Drosophila 3233. 

tRNA 5S, chloroplasts, Dryopteris acuminata 5292. 

rRNA 4.58, chloroplasts, Dryopteris acuminata 2770. 

tRNA 4.58 chloroplasts Zea mays, rRNA 23S Escherichia coli, homology 1148. 

TRNA 5S, comparison Caenorhobditis briggsae, Caenorhabditis elegans 5852. 

tRNA 5S, comparison Paramecium tetraurelia, Tetrahymena thermophila, Blepharisma 
japonicum, phylogeny 3782. 

tRNA 5S, Escherichia coli 1697. 

tRNA 5S, Euglena gracilis, homology, Crithidia fasiculata 644. 

TRNA 5S gene, restriction endonuclease, hybridization analysis, 
Schizosaccharomyces pombe 339. 

tRNA 5S genes, Linum 4960. 

tRNA 5S genes, Notophthalmus vindescens 340. 

rRNA 5S, Lactobacillus viridescens 5282. 

rRNA 5S, Paracoccus denitrificans, Prochloron 3246. 

tRNA 5S, relationship insects evolution, Philosamia cynthia ricini 5797. 

TRNA 5S, rRNA 5.88 2211. 

rRNA 5S, rRNA 5.8S, Acanthamoeba castellanii, species comparison 1147. 

tRNA 5S, rRNA 5.8S, comparison eukaryotes, bacteria 4272. 

tRNA 5S, rRNA 5.8S, evolutionary genetics, Crypthecodinium cohnii 664. 

tRNA 5S, Saprolegnia ferax, Pythium hydnosporum, Blastocladiella simplex, 
Phlyctochytrium irregulare 5860. 

tRNA 5S, Schizosaccharomyces pombe 1164. 

tRNA 5S, Sulfolobus acidocaldarius. 1688. 

rRNA 5.8S, Artemia salina 3784, 

tRNA 5.88, Bombyx mori 3234. 

tRNA 5.88, Crithidia fasciculata 3235. 

tRNA 5.8S, Dictyostelium discoideum, comparison eukaryotes 3254. 

rRNA 5.88 genes, multiple forms, Schizosaccharomyces pombe, comparison 
Saccharomyces cerevisiae, Neuvospora crassa 3259. 

tRNA 5.88, rRNA 28S, Aphididae, Tetrahymena 5286. 

TRNA 5.88, silk gland, Philosamia cynthia ricini 5859. 

rRNA 5.88, Thermomyces lanuginosus 1709. 

snRNA, gene libraries, hybridization analysis, restriction endonuclease mapping, 
cDNA, mice 4945. 

snRNA genes cDNA, gene libraries, man 4901. 

snRNA, homology mRNA precursors splicing, models mRNA processing 2807. 

snRNA, ribonucleoproteins, HeLa cells 1706. 

tRNA 2128. 

tRNA Arg, mitochondria, hepatoma, rats 2131. 

tRNA Asp, liver, rabbits 4204. 

tRNA Asp, liver, rats, comparison rats ascites hepatoma 3161. 

tRNA Asp, tRNA Gly, tRNA Glu genes, pseudogenes, rats 3962. 

tRNA binding sites, rRNA 16S, Escherichia coli 3720. 

tRNA fMet, Euphausia sperba, comparison eukaryotes 2682. 

tRNA genes 2399. 

tRNA genes, mitochondria DNA, liver, rats 2927. 

tRNA Glu, liver, rats 4205. 

tRNA Glu, liver, rats 4707. 

tRNA Ile, chloroplasts, Zea mays, comparison Spinacea oleracea 1630. 

tRNA Leu genes, chloroplasts, Zea mays 3917. 

tRNA Lys, Drosophila melanogaster 5780. 

tRNA Lys isoacceptors, Bacillus subtilis 3704. 

tRNA Met, wheat germ 3703. 

tRNA Pro, Spinacea oleracea 2680. 

tRNA Ser, hepatoma cells, comparison liver, rats 1629. 

tRNA Ser, tRNA Arg, tRNA Val genes, Saccharomyces cerevisiae 3900. 

tRNA Typ genes, Dictyostelium discoideum 2428. 

tRNA tyr gene, Paramecium primaurelia 337. 
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sequence, (continued) 
“RNA Val, Bacillus subtilis 2679. 
tRNA Val binding sites, (RNA 16S, cross-linking, ribosomes, Escherichia coli 
/ SURG 
| tRNA Val, genes, Drosophila melanogaster 3363. 
tRNA val, modification chloroacetaldehyde, Drosophila melanogaster 2683. 
Rous sarcoma virus, DNA, src gene 4954. 
Rous sarcoma vinus proviruses DNA integration sites, rats transformed cells 3873 
Rous sarcoma virus RNA 638. 
) rpoC gene , Escherichia coli 5968. 
a gene, Escherichia coli 4918. 
q. RNA pseudogenes, Neurospora crassa 3405 
satellite DNA, Ascaris suum 3923. 
satellite DNA, cattle 327. 
Satellite DNA, cattle 1881. 
satellite DNA, cattle 2930. 
satellite DNA, cattle 4963. 
satellite DNA, comparison immunoglobulins heavy chains variable region genes, man 
5980. 
satellite DNA, Elaphe radiata 3932. 
satellite DNA, evolutionary genetics, primates 820. 
satellite DNA methylation, tissues specificity, cattle 4959 
satellite DNA, Zea mays 2917. 
selectivity, histones binding DNA 2593. 
serum albumin cDNA, man 3772. 
oe sarcoma virus, hybridization, role, sis gene, transformation, Lagothrix 
337. 
small nuclei RNA, Dictyostelium discoideum 1157. 
snowshoe hare virus, La Crosse virus, RNA 1158. 
somatostatin genes, cDNA, man 5461. 
somatotropin, rats 807. 
specificity, auromomycin, bleomycin, neocarzinostatin, DNA damage 3850 
specificity, deoxyribonuclease II, pancreas, Achatina fulica 3062. 
“specificity, DNA (cytosine-5-)-methyltransferase, mice ascites cells 4116. 
specificity, DNA methylation, plants 3931. 
specificity, endodeoxyribonuclease BamH1, Bacillus amyloliquefaciens 3057. 
Specificity, endodeoxyribonuclease BamH1, Bacillus amyloliquefaciens 3058 
specificity, endonuclease $1 cleavage phage ®X174 DNA 3054. 
eee gene A endodeoxyribonuclease, phage ®X174, comparison phages 
3570. 


specificity, ribonuclease, lysosomes, HeLa cells 3044. 
at transcription initiation, RNA polymerase [1, RNA polymerase III 
115. .: 
specificity, trinucleoside diphosphates binding coat protein, role coat protein 
self-assembly, tobacco mosaic virus 5207. 
sre gene, strains, Rous Sarcoma virus 1374. 
structure-activity relationships, moloney sarcoma virus 3357 
suppressor mutant tRNA 2130. 
suppressors, DNA replication, Bacillus subtilis 5444. 
_ suppressors, tRNA Gly, Escherichia coli 566. 
“suppressors tRNA Ser tryptophan anticodons, liver, cattle 1633 
SV40, effects on B-globin gene expression, clones, rabbits 1911 
$V40, mRNA, 5’-termini, transcription, role, antigen T, DNA, transformed cells 
1691. 
taxonomy, avian reticuloendotheliosis virus 2197. 
5'-terminus genomes, comparison, strains, poliovirus 2931. 
| 3’-terminus RNA genomes, comparison bunyavirus, nairovirus 4762. 
3'-terminus rRNA 12S, rRNA 16S, mitochondria, HeLa cells 3770 
Tetrahymena, DNA, cloning effects on 3317. 
\}) tmaA gene, Escherichia coli 305. 
% tobacco mosaic virus, homology potyvirus 3378. 
Torulopis glabrata, Kloeckera africana, rearrangement, mitochondria DNA, 
_ hybridization, Saccharomyces cerevisiae 3440. 
transcription, translation initiation sites, Bacillus subtilis 3444. 
transformation DNA, adenovirus (human) 12 800. 
transformation genes, murine leukemia virus 3031. 
transposon 412 repeated sequence, Drosophila melanogaster 6010. 
transposons, Drosophila melanogaster 816. 
trpE gene, Salmonella typhimunum, comparison Escherichia coli 5965 
tryptophan operon, reviews, Escherichia coli 1317. 
tryptophan synthase genes, Saccharomyces cerevisiae 3418. 
a-tubulin cDNA, brain, rats 3431. 
uteroglobin genes, hybridization mRNA, rabbits 1975. 
Vibrio anguillarum biotypes 875. 
' yitellogenin genes, comparison Xenopus tropicals, Xenopus laevis 1885 
__whey protein mRNA, comparison rats, mice 4278. 


analysis, poliovirus | RNA 623. 

binding elongation factor G, fluorescence polarization, tryptophan chemical 
modification, Escherichia coli 5821. 

binding histones, formaldehyde effects on 6227. 

binding, proteins 543. 

binding sites, elongation factor Tu, C.D., Escherichia coli 591. 

binding sites, RNA polymerase, affinity labelling, Escherichia coli 3068. 

chemical modification, vacuum U.V. radiation 1600. 

chlorpromazine, photochemistry, spectrofluorometry 253. 

conformational analysis 535. 

conformational analysis 2660. 

conformational analysis, mathematical models 5753. 

degradation, ozone 524. 

derivatives, 5-alkyuridine, synthesis 31. 

guanine, effects on central nervous system, neuropeptides receptors 544. 

guanine, interaction, Escherichia coli elongation factor G, thermodynamics 2719. 

guanine + progesterone inhibition adenylate cyclase, oocytes, Xenopus laevis 1603 

interaction dipeptides, chirality, enantiomers effects on 44. 

interaction, water 127. 

levels, metabolites, glycolysis, phloem, Cucurbita pepo 542 

ligands chromatography 1606. 

liquid chromatography, methodology 5754. 

proteins, streptozocin interaction, kidney, liver, pancreas, rats 109 

purification, high-performance liquid chromatography 1601. 

recognition, proteins, recA gene, Escherichia coli 986. 

regulation, mannose-|-phosphate guanyltransferase, Saccharomyces cerevisiae. 
mannans biosynthesis 1082. 

FRNA 15S, rRNA 21S, maturation, mitochondria, yeasts 620. 

selection, DNA polymerase, phage ®X174 mutants transversion 3589 
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Nucleotides, (continued) 
strands, structure 293. 
substitution, evolution 1333. 
uracil, cytosine, +nucleosides, fractionation, thin-layer chromatography 3653. 
Nucleotidyl(5’—N)-amino acid esters, 
hydrolysis, characterization 1607. 
Nucleotidy! (5’-N)-amino acid esters, 
hydrolysis mechanisms, N.M.R. analysis 5220. 
Nuclesomes, 
structure, C.D., thermal stability, histones interacuons, Saccharomyces 
cerevisiae, comparison cattle, chickens 4662. 
Nucleus, 
tRNA modification genes mutation, yeasts 6154. 
Nutrient availability, 
effects on, Bacillus subtilis, mutants, transcription, genes, sporulation 929. 
Nutrient concentrations, 
association, ribosomes biosynthesis, Saccharomyces cerevisiae 4218. 
effects on ribosomal proteins biosynthesis, Saccharomyces cerevisiae 4219. 
Nutrition, 
effects on DNA biosynthesis, liver, rats 1954. 
effects on RNA biosynthesis, brain development, rats 157. 


O,O’-Diacetyl-4-hydroxyaminoquinoline-l-oxide, 
Oh DNA, endonuclease $1, micrococcus luteus extracts effects on 3325. 
O°-Methyiguanine, 
catabolism, DNA methylation N-nitrosodimethylamine, rats 1283 
DNA repair, kinetics, cell lines, man 2474 
Occupational exposure, 
2,6-dichloropunne, contact dermatitis, case reports, man 2619. 
magnetic fields, electric fields, effects on chromosomes, sister chromatid 
exchange, man 507 
Ochratoxin A, 
valine analogy, inhibition valyl-tRNA synthetase, yeasts 2686. 
Ochre mutant, 
suppressors, nucleotide sequence rRNA 15S genes, mitochondria DNA, yeasts 5383. 
Octopine synthase, 
genes, location Agrobactenum tumefaciens Ti plasmid, gene expression, crown 
gall, Helianthus annuus 4091. 
Oerskovia turbata, 
oligonucleotides, rRNA derivatives, ribonuclease T| resistance 47. 
06-ethylguanine, 
DNA repair, Escherichia coli 2986. 
Oilgodeoxyribonucleotides, 
synthesis, protecting group removal 554. 
Okazaki fragments, 
initiation, role DNA biosynthesis 3473. 
Oligo(A), 
biosynthesis, hnRNA double-stranded regions promotor, HeLa cells 3290. 
inhibition protein biosynthesis, cells, mice 3193. 
synthesis 2662 
Oligo(T), 
analogs, synthesis, initiation DNA polymerase I, Escherichia coli, calf thymus 
3594. 
Oligo(U), 
+poly(A), N.M.R.. temperature dependence, conformational analysis, yeasts 3684. 
mRNA, isolation, methodology, HeLa cells 1138. 
mRNA, structure, comparison, poly(A), HeLa cells 1178. 
2’,5S’-Olligo(A), 
assays, nuclei, HeLa cells 4584. 
effects on vesicular stomatitis virus growth, L cells, mice 4201. 
synthesis, derivatives ADP-ribose, NAD+, diadenosine 3’-triphosphate 
5'-phosphate. inhibition protein biosynthesis. Ehrlich ascites tumor cells 5222. 
2’-5’-Oligo(A) polymerase, 
activity relationship growth, lymphoblastoid cell lines, man 5666. 
assays, nuclei, HeLa cells 4584. 
2’,5’-Oligo(A) synthetase, 
HeLa cells, protein biosynthesis inhibition, diadenosine 3°-triphosphate 
5’-phosphate, NAD+, ADP-ribose derivatives, 2’,5’-oligo(A) synthesis 5222. 
hydrocortisone cfiscts on, fibroblasts, chick embryos 4582. 
Oligo(dA), 
DNA-binding sexi binding, N.M.R., phage M13 5192. 
DNA-unwinding protein interaction, N. MR. phage M13 3641 
Oligo (A), 
synthesis, properties 2111 
(2’-5’) Oligoadenylate, 


production, association, reovirus infection, interferon treatment HeLa cells 
4097 


Oligoadenylates, 
synthesis, oligouridylates templates 551. 
(2’-5’)-Oligoadenylates, 
inhibition protein biosynthesis, structure-activity relationships, fibroblasts, 
man 3191. 
Oligodeoxyribonucleotides, 
conformational analysis, N.M.R. 2119. 
conformational analysis, N.M.R. 5765. 
conformational analysis, helix-coil transitions, N.M.R. 5764. 
conformational analysis, helix-coil transitions, N.M.R. 5769. 
DNA-binding protein interacuon, N.M.R., phage fd 4676. 
double-stranded, conformation, N.M.R., theories 5770. 


double-stranded, helix-coil transitions, base stacking, N.M.R., differential 
scanning calorimetry 3679 

double-stranded, helix-coil transitions, base stacking, N.M.R., differential 
scanning calonmetry 3680. 

double-stranded, helix-coil transitions, base stacking, N.M.R.. differential 
scanning calonmetry 3681. 

double-stranded, helix-coil transitions, base stacking, N.M.R., differential 


scanning calonmetry 3683. 
double-stranded, thermodynamics, comparison oligoribonucleotides 3153 
double-stranded, Z-form, conformational analysis 3677 
endodeoxynibonuclease EcoRI recognition sites, synthesis 4187 
Z-form, B-form, conformational analysis 4193 
B-form DNA, hydration role structure 3150 
B-form DNA, nucleotide sequence effects on secondary structure 3149 
A-form DNA, X-ray diffraction, conformational analysis 3154 
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Oligodeoxyribonucieotides, (continued) 
B-form structure, temperature effects on X-ray crystallography 5772. 
A-form, synthesis, structure, X-ray diffraction 5766. 
5-methylcytosine, content, synthesis 51. 
mutagenesis gene IX, amber mutant, phage M13 1939. 
nucleotide sequence oligodeoxyribonucleotides, methodology 4701. 
oligoribonucleotides complex, X-ray diffraction 1613, 
primers, cDNA biosynthesis, potato spindle tuber viroid RNA 1972. 
structure, N.M.R. 561. 
synthesis 2668. - 
synthesis, C.D. conformational analysis, B-form Z-form transitions 3693. 
synthesis, conformational analysis, C-D., N.M.R. 553. 
synthesis, DNA polymerase I, methodology 4703. 
synthesis, methodology 1608. 
synthesis, methodology 2664. 
synthesis, methodology 3670. 
synthesis, solid phase methods 5762. 
synthesis, use polyribonucleotide synthetase (ATP), phage T4 3597. 
U.V. spectroscopy, computer programs 1611. 

tion. 


9 
directed, poly(U) directed 3675. 
termination factor rho, poly(C) interaction, Escherichia coli 4675. 
Oligonucleotides, 
analysis, Tacaribe virus RNA 631. 
avian leukosis virus, RNA, 3’-terminus, role, osteopetrosis 1169. 
binding, RNA polymerase, B-subunit, o-subunit, Escherichia coli 468. 
brome mosaic virus RNA, characterization 633. 
conformational analysis 556. 
conformational analysis, mathematical models 5763. 
DNA, plasmids, restriction endonuclease, actinomycin D, ethidium bromide, 
proflavin, distamycin, netropsin effects on 1513. 
double-stranded, conformational analysis, C.D., netropsin binding, B-form A-form 
transitions 1616. 
effects on RNA polymerase (RNA-dependent) activity, RNA biosynthesis, influenza 
virus 2033. 
fingerprinting, use thin-layer chromatography, fluorescence detection 5757. 
fractionation methodology 4185. 
N gene mRNA, purification, characterization, vesicular stomatitis virus 4239. 
helix-coil transitions, conformational analysis, N.M.R. 2673. 
high-performance liquid chromatography 2110, 
+ interferon, effects on viruses infection cells 2123. 
ligands chromatography 1606. 
mapping, RNA, methodology 5861. 
N.M.R., methodology 3690. 
4-nitroquinoline-1-oxide binding, conformational analysis 562. 
protecting group removal, use bis(2,2,2-trichloroethyl) phosphorochloridite 1609. 
protecting groups effects on synthesis 5760. 
ribonuclease T] resistant, transcription mRNA, vaccinia virus 2784. 
mRNA, transcription, reovirus RNA polymerase (RNA-dependent) 2792. 
tRNA derivatives, ribonuclease Tj resistance, Oerskovia turbata, Actinoplanes 
philippinensis, Ampullariella regularis 47. 
synthesis 549. 
synthesis 1086, 
synthesis, characterization 547, 
synthesis, methodology 3669. 
synthesis, N. gene mRNA, regulation, vesicular stomatitis virus 4292. 
synthesis, use poly(C) templates 2666. 
synthesis, use poly (C) templates 2665. 
Oligoribonucleotide, 
synthesis 2667. 
Oligoribonucleotides, 
double-stranded, thermodynamics, comparison oligodeoxyribonucleotides 3153. 
hybridization, introns mRNA precursors 1704. 
N.M.R. 56. 
oligodeox yribonucleotides complex, X-ray diffraction 1613. 
purification, interaction acid phosphatase, leaves, Pinus silvestris 1620. 
sree: N.M.R. conformational analysis, relationship tRNA Phe anticodon loop 
95. 
Shera N.M.R. conformational analysis, relationship tRNA Phe variable loop 
3696. 
synthesis, anticodons tRNA fMet, Escherichia coli 50. 
synthesis, base pairs, base stacking 3147. 
synthesis, methodology 4186. 
synthesis, tobacco mosaic virus nucleation regions 4700. 
Oligouridylates, 
templates oligoadenylates synthesis 551. 
2’,5’-Oligo(A )synthetase, 
activity, regulation, interferon induction, fibroblasts, chick embryos 4581. 
luteus, 
chloroplasts DNA, isolation, characterization 1237. 
Olisthodiscus luteus, 
DNA, isolation, characterization, chloroplasts 1245. 


4 yideoxythymidine, y 
incorporation DNA, mutagenesis, V79 cells 3133. 


acceptors proteins, N-nitroso-N-methyl-N’-nitroguanidine DNA adducts induction, 
HeLa cells 5209. 

DNA repair, Escherichia coli 2986. 

N-nitrosodimethylamine induction formation, liver, rats 5526. 

purification, N-nitrosdimethylamine treatment, mice 5742. 


9 
calcium complex, stimulation DNA biosynthesis, rats liver cell lines 4511, 


9 
DNA polymerase, 1-B-D-arabinofuranosyluracil 5'-triphosphate derivatives, 
inhibition 4613. 
RNA, transciption, association, gestation, mice 3275. 
Ontogeny, 
poly (A) mRNA, embryogenesis, Caenorhabditis elegans 161. 


adenylate cyclase inhibition, progesterone + guanine nucleotides, Xenopus laevis 
1603. 


determination termination codons, mRNA, suppressors tRNA, yeasts, Xenopus laevis 


2767. 

difference capacity translation mRNA, polyribosomes, endoplasmic reticulum, 
cytoplasm, Xenopus 3292. 

DNA methylation role regulation gene expression, Xenopus laevis 2529. 


Oocytes, (continued) 
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histone H1, chromatin, Ehrlich ascites tumor cells 3619. 

puromycin analogs, ribosomes, Escherichia coli 5798. 

puromycin analogs, ribosomes, Escherichia coli 5799. 

ribosomes, puromycin, electron microscopy, Escherichia coli 4224. 

tRNA Phe derivatives, ribosomal proteins, ribosomes, Escherichia coli 5261. 


chlorpromazine, nucleotides, spectrofluorometry 253. 
DNA, 4,5’-dimethylangelicin, binding 284. 
oxygen, 6-thiopurine 1577. 
tRNA cross-linking, rRNA, ribosomal proteins 93. 
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purines, U.V. radiation, temperature effects on 5740. 
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typhimunum 3326. 
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cerevisiae 5530. 
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meso-tetra(4-N-methylpyridyl)porphine, induction DNA damage 1289. 
5-methoxypsoralen, psoralen, 8-methoxypsoralen, U.V. radiation chromosomes 


damage, CHO cells, ataxia telangiectasia, xeroderma pigmentosum cells, man 1255. 
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3-alkoxyuracil derivatives, inhibitors, chloroplasts, Pisum sativum 3, 
Phototoxicity, 

angelicin derivatives, guinea-pigs 5374. 

chlorpromazine, DNA, cell membranes, mechanisms 4862. 
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Physarum polycephalum, (continued) 
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ribosomal proteins, fractionation, characterization 4729. 

mRNA, polyadenylation, age effects on 1734. 

rRNA gene, introns, nucleotide sequence, homology, Escherichia coli 134. 
rRNA genes, cross-linking, trioxsalen effects on 3422. 
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gene libraries, major histocompatibility complex genes, transformation, gene 
expression, mice L cells 5572. 
nucleoli ultrastructure, RNA biosynthesis, oocytes 175. 
preproenkephalin, cDNA nucleotide sequence, amino acid sequence 5082. 
preprogastrin genes, cDNA, cloning, nucleotide sequence 5466. 
ben DNA nucleotidylexotransferase isoenzymes, purification, characterization 
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chloroplasts, DNA restriction mapping, rRNA 23S gene, rRNA 16S gene 824. 
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1211. 
leghemoglobin genes, organization, gene expression 4460. 
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ribosomal subunits, scanning electron microscopy, N°,N°-dimethyladenosine 
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RNA polymerase H, DNA, chromatin templates specificity, comparison Pisum 
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cyclic AMP analogs effects on prolactin mRNA levels, cell culture, rats 5307 
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follitropin mRNA translation, cell-free system, rats, sheep 5894. 
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mRNA biosynthesis, nuclei, tumor cells, rats 138. 
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choriomammotropin mRNA, translation cell-free system, man 2267 
development, mRNA transcription, man 4784. 
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DNA absorption, U.V. radiation, man 268. 
DNA biosynthesis inhibitors, cattle, receptors binding, tumor cells 3506. 
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man, DNA nucleotide sequence homology mos gene, Moloney sarcoma virus 4953 
man, gonadotropin subunits precursors mRNA, wheat germ cell-free system 
translation 3298. 
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chromosomes, recombination, reviews 968. 
interspecific, chromosomes, exchange 969 
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DNA repair, chromosomes, cell cycle 393. 
double-stranded RNA, immunochemistry 594. 
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infection, tobacco mosaic virus, cowpea mottle virus, characterization 
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DNA, assays, correlation, systemic lupus erythematosus, man 1784. 
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transformed cells, adenovirus (human) 2 antigens, immunoprecipitation, 
purification, peptide mapping, mRNA translation, man, rats, hamsters 3299 
transformed cells, adenovirus (human) 2 antigens, immunoprecipitation, 
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2907. 

analysis, DNA, isolation, methodology 2821. 

Aspergillus nidulans rRNA 5S, enzymes mapping. cloning 3526 
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Col El, DNA, purification, electron microscopy 3305. 
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DNA, characterization, Thiobacillus ferrooxidans 221. 

DNA cloning, methodology 1997. 

DNA, crown gall, correlation tumongenesis, Agrobactenum tumefaciens, Nicotiana 
tabacum 3366. 
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complex, Drosophila melanogaster 2053. 
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dam gene DNA methyltransferase, Escherichia coli 4621. 

deoxyribonuclease, Bacillus cereus 990. 

deoxyribonuclease I, epidermis, guinea-pigs 3049. 
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DNA (adenosine-6-)-methyltransferase, Haemophilus parainfluenzae 6190. 

DNA biosynthesis factors, cell lines, rats 5021. 

DNA biosynthesis, inhibitors, epithelium, pigs 1952. 

DNA biosynthesis stimulation factors, thymocytes, guinea-pigs 3504. 

DNA, calf thymus 2427. 

DNA, chromatography, methodology 4839. 

DNA (cytosine-5-)-methyltransferase, Arthrobacter luteus 6189. 

DNA (cytosine-S-)-methyltransferase, Escherichia coli 5145. 

DNA (cytosine-5-)-methyltransferase isoenzymes, Bacillus subtilis 3096. 

DNA, Marek’s disease virus 1766. 
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DNA polymerase II, Escherichia coli 6179. 

DNA polymerase II stimulation factors proteins, calf thymus 4110. 
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endodeoxyribonuclease Cfrl, Citrobacter freundii 6169. 
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endodeoxyribonuclease, Escherichia coli 3572. 
endodeoxyribonuclease Hinel, Haemophilus influenzae 4098. 
endodeoxyribonuclease, Pisum sativum 3048. 
endodeoxyribonuclease sall, Streptomyces albus 5661. 
endodeoxyribonuclease Scel, Saccharomyces cerevisiae 3573. 
endodeoxyribonuclease SciNI, spiroplasma citri 5113. 
endodeoxyribonuclease Sdul, Streptococcus durans 3574. 
endodeoxyribonuclease, Synechocystis 6166. 
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endodeoxyribonuclease V, phage T4 4573. 
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exodeoxyribonuclease V, Caulobacter crescentus 3053. 
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istone acetyltransferase, Drosophila melanogaster 4117. 
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initiation factor 1, initiation factor 2, initiation factor 3, Escherichia coli 
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methionyl-tRNA synthetase, Phaseolus aureus 2137. 
methodology, DNA 1246. 
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nonhistone proteins, chromatin, Trichoplusia ni 4644. 
nuclease, endoplasmic reticulum, characterization, liver, rats 2001. 
nucleocapsids, RNA analysis, RNA 28S, RNA SOS, mumps virus 3735. 
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nucleoproteins complex, phage Pfl 5149. 
nucleoproteins complex, phage Pfl 5150. 
nucleoproteins complex, Pseudomonas aeruginosa 2054. 
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pepsinogen mRNA, cattle 1982. 
peptide mapping, homology, DNA polymerase I isoenzymes, calf thymus 2035. 
phenylalanyl-tRNA synthetase, mitochondria, liver, chickens 4714. 
plasmid pBR322 DNA 4348. 
plasmids DNA, methodology, bacteria 3833. 
poly(A) polymerase, embryos, Artemia 3069. 
poly(ADP-ribose) synthetase, liver, rats 2572. 
poliovirus, RNA polymerase (RNA-dependent), transcription 5126. 
polyribosomes, Tetrahymena thermophila 3185. 
prephenate dehydrogenase, use plasmids, Escherichia coli 6086. 
procollagen a-chain mRNA, chick embryos 1753. 
protein kinase, adenovirus (human) 5 2049. 
protein kinase, histone H1 specificity, RPC-5 cells 2048. 
protein kinase, protamine kinase, polyribosomes, RPC-S cells 2046. 
protein (lysine) methyltransferase, calf thymus, lymphocytes, cattle 2573. 
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(human) 2 2867. 
proteins inhibitors translation, reticulocytes, rabbits 3192. 
proteins, N-€-trimethy! lysine, repression transcription chromatin, wheat 
germ 3615. 
proteins, nuclei, liver, amphibians, inhibition, neurons mRNA 3108. 
proteins, regulation protein biosynthesis, mitochondria, Saccharomyces cerevisiae 
1643. 
Pseudomonas aeruginosa DNA-binding protein, comparison Escherichia coli 3116. 
psoralen derivatives DNA adducts, fluorescence 5931. 
purification 2150. 
ribitol dehydrogenase mRNA, Klebsiella aerogenes 5274. 
ribonuclease, Aspergillus candidus 5655. 
ribonuclease, characterization, Entamoeba invadens 3046. 
ribonuclease, comparison, Cryptococcus laurentii, Tremella foliacea 3567. 
ribonuclease D, Escherichia coli 2009. 
ribonuclease, eggs, Cyprinus carpio 2008. 
ribonuclease [I isoenzymes, skeletal muscle, mice 2543 
ribonuclease P, Schizosaccharomyces pombe 5107. 
ribonuclease, Petunia hybrida 459. 
ribonuclease, rabbits 2002. 
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gairdnen 4635. 
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ribosomal protein L8 ribosomal protein L13 complex, Bacillus stearothermophilus 
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rifampicin resistance RNA polymerase, Clostridium acidiurici 5117. 
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RNA, cucumber mosaic virus, Prunus domestica isolates, role, infection 614. 

RNA, genomes, Bluegill virus 3754. 
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RNA, inhibition, mRNA translation, muscles, chick embryos~1750. 

RNA, methodology 3217. 
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RNA polymerase, Archaebacteria 5667. 
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Bacillus thuringiensis 3583. 

RNA polymerase, Escherichia coli 4604. 
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RNA, Stylonychia mytilus 2740. 

hnRNA, Friend erythroleukemia cells 3216. 

mRNA, adenovirus (human) 2 1109. 

mRNA, elongation factor Tu, Artemia salina 3741. 

mRNA, glyceraldehyde-3-phosphate dehydrogenase, chick embryos 1729. 

mRNA, lectins, seeds, trypsin inhibitor (Kunitz), Glycine max 1227. 

mRNA, methodology 5839. 

mRNA, methodology, Dictyostelium discoideum 3219. 

mRNA, polyribosomes, age effects on, Glycine max 3736. 

rRNA (cytosine-5-)-methyltransferase, Ehrlich ascites tumor cells 3603. 

snRNA, characterization, ribonucleoproteins, Hela cells 3224. 

tRNA, ascites hepatoma cells, hepatocytes, rats 1101. 

tRNA Glu, selenium content, Clostridium sticklandii 5223. 

tRNA (guanine-2-)-methyltransferase, Thermus thermophilus 4206. 
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max 1623. 
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tRNA Met multiple forms, Scenedesmus obliquus 2675. 
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tRNA pseudouridine synthase, cattle 4711. 

RNA(nucleoside-2’-)-methyltransferase, HeLa cells 2570. 

satellite DNA chromatin, complex, mice 1777. 

satellite DNA, man 2435. 

satellite DNA, Pisum sativum 1785. 

single stranded DNA 1789. 

single-stranded DNA activation adenosinetriphosphatase, HeLa cells 3517. 

single-stranded DNA, methodology 4346. 

Streptomyces aureofaciens plasmids DNA 3306. 

superhelical DNA, Campoletis sonorensis viruses 5340. 

superhelical plasmids ColE1 DNA, liquid chromatography 4356. 

termination factor rho, Salmonella typhimurium 4231. 

transposase, transposon Tn3 5141. 

transposon Tn2101, Enterobacter cloacae 3314. 

triiodothyronine receptors, nuclei, liver, rats 2601. 

5-triphospho-2'5'-oligo(A) dependent endoribonuclease 6161. 

uracil-DNA glycosylase, thymocytes, cattle 3601. 

uvrA gene proteins, Escherichia coli 5191. 

valyltRNA synthetase, Mycobacterium tuberculosis 1640. 
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Purine nucleotides, 
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binding, ribonuclease A, N.M.R., pancreas, cattle 6160. 
comparison pyrimidines, RNA polymerase kinetics, transcription, Escherichia coli 
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degradation, ozone 524. 
derivatives, sodium chemical modification 2616. 
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isotopes, hydrogen exchange 2613. 
metabolism, Lesch-Nyhan syndrome, man 1013. 
molecular orbital studies, methodology 5737. 
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analogs, photoaffinity labelling, ribosomes, Escherichia coli 5798. 
analogs, phowoaffinity labelling, ribosomes, Escherichia coli 5799 
detergents, effects on proteins release, ribosomes, liver, rats 1130. 
effects on ribosomes binding thylakoid membrames, electron microscopy, 
chloroplasts, Pisum sativum 1653. 
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2 
+5-azacytidine, treatment leukemia, acute toxicity, man 34. 
Pyrazolo [1,5-a] pyrimidines, ¥ } 
anthelmintic agents, synthesis, effects on Schistosoma mansoni 2097. 
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2-amino-4-(5-nitro-2-furyl)thiazole, metabolism, binding tRNA, DNA 2299. 
antibody response, vaccines, hepatitis B surface antigen, gene expression, 
Escherichia coli plasmids 5582. 
antisera, use, proteins characterization, vesicular stomatitis virus 4304. 
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translation 5818. 
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leukemia, daunorubicin+cytosine arabinoside +6-thioguanine, acute toxicity, man 
23: 
leukemia, pyrazofurin+5-azacytidine, acute toxicity, man 34, 
Tremeila foliacea, 
ribonuclease, purification, characterization, comparison, Cryptococcus laurentii 
3567. 
Treponema pallidum, ‘ 
DNA, plasmids, antibiotic resistance 3039. 
2',3,5'Fri-O-eestyl-1-methylisoguanosine, 
pH effects on, N.M.R. 2104. 
Triamcinolone diacetate, 
effects on collagen biosynthesis, fibroblasts, lung, dermis, neonates, rats 1754. 
Triamcinolone hexacetonide, 


effects on growth, DNA biosynthesis, RNA biosynthesis, protein biosynthesis, 
liver, neonates, rats 1936. 
1,1,2-Trichloroethane, 
DNA binding, calf thymus 5921. 
Trichloroethylene, 
DNA binding, calf thymus 5921. 
metabolites interaction DNA, liver, rats, mice 5912. 
Trichoplax adhzerens, 
eggs, nuclei, DNA, replication, levels 927. 
Trichoplusia ni, 
cell culture, replication, Autographa californica nuclear polyhedrosis virus 
4486. 
chromatin, nonhistone proteins, purification, characterization 4644. 
nuclear polyhedrosis virus, DNA, infectivity 1479. 
nuclear polyhedrosis virus induction DNA polymerase 1524. 
Trichothecium roseum, 
virus-like particles, double-stranded RNA, antiviral activity, tobacco mosaic 
virus, infection, Nicotiana glutinosa 2262 
N-Trifluoroacetyl doxorubicin-14-valerate, 
uptake, DNA damage, leukemia cells, man 2312. 
Trifluoromethy! pyrimidines, 
synthesis 1046. 
Trifluorothymidine, 
antiviral activity, cytomegalovirus, cytomegalovirus (murine) 540. 
hydrolysis 534. 
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size, chromatin, liver, rats 3618. 
Triiodothyronine. 
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agglutinins effects on mRNA translation, cell-free system 5333. 
chloroplasts DNA, purification, analysis 3837. 
cytoplasm DNA characterization 1350. 
DNA structure, nucleotide sequence 347. 
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Triticum, (continued) 
radioactive labelling, DNA, seedlings 217. 
RNA polymerase III, purification, subunit structure 2027. 
rRNA 3'-terminus, nucleotide sequence, comparison cytosol, mitochondria, 
Escherichia coli 4252. 
rRNA 5S, homology, prokaryotes 647, 
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banding, chromosomes 248. 
chloroplasts genomes, ribulosebisphosphate carboxylase genes, DNA organization, 
hybridization analysis 5470. 
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DNA damage, dosimetry, statistical analysis, oocytes, man 2847. 
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chromatophores, DNA, inverted repeat, rRNA 23S, rRNA 16S, localization 1851. 
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cloning filaments proteins genes, mice 5631. 
DNA polymerase II role DNA biosynthesis, yolk sac, embryos, rats 4615. 
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7 genes cloning, gene libraries, Cotumnix cotumix 5104. 
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genes cloning, gene libraries, Coturnix coturix 5104. 
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prothidium bromide, intercalation DNA, linear dichroism, X-ray diffraction 4379. 
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antigens genes, cloning, rearrangement 1994. 
cell surface glycoproteins, cDNA nucleotide sequence, comparison C-terminus amino 
acid sequence 3421. 
cell surface glycoproteins genes, cDNA nucleotide sequence, comparison, amino 
acid sequence 3902. 
gene expression, cell surface antigens, mRNA biosynthesis 4302. 
gene mapping cell surface glycoproteins genes 2859. 
glycoproteins genes, cDNA nucleotide sequence 3976. 
kinetoplasts DNA, restriction endonuclease analysis 1315. 
sas re nucleotide sequence conservation, C-terminus, cell surface glycoproteins 
Trypanosoma brucei gambiense, 
antigens genes, hybridization analysis, gene expression 3945. 
Trypanosoma cruzi, 
chromatin, nucleosomes, characterization, ethidium bromide effects on 510. 
DNA, kinetoplasts, enzymes characterization 1870. 
DNA levels, flow cytometry 4847. 
kinetoplasts DNA, DNA gyrase analysis 3973. 
kinetoplasts, DNA proteins complex, purification, characterization 3312. 
nuclei, kinetoplasts, DNA, mRNA, characterization 1848. 
rRNA, breaks, genomes 120. 
Trypanosoma equinum, 
kinetoplasts, DNA, ultrastructure, characterization, fluorescent probes 726. 
Trypanosoma equiperdum, 
kinetoplasts, DNA, homology, characterization 1850. 
Trypanosoma gambiense, 
kinetoplasts, DNA, homology, characterization 1850. 
Trypanosoma rangeli, 
DNA, kinetoplasts, enzymes characterization 1870. 
Trypanosoma rhodesiense, 
infection mice, 5'-chloropuromycin inhibition protein biosynthesis 2105. 
Trypsin, 
digestion, RNA polymerase, Escherichia coli 5124. 
effects on rotavirus infectivity 1193. 
hydrolysis, release, DNA, histones, characterization, lymphocytes, man 1804. 
peocelyis initiation factor 2, effects on activity, reticulocytes, rabbits 
202. 
Trypsin inhibitor (Kunitz), 
mRNA, purification, characterization, Glycine max 1227. 
Trypsin inhibitors, 
effects on RNA biosynthesis, DNA biosynthesis, pancreas, rats 183. 
Tryptophan, 
anticodons suppressors tRNA Ser, nucleotide sequence, biological properties, 
liver, cattle 1633. 
operons, construction cloning vectors, plasmid pBR313 2534. 
operons, RNA polymerase termination, Escherichia coli, correlation models, 
characterization 3578. 
pyrolysis products, 3-hydroxyamino- |-methyl-5H-pyrido(4,3-6)indole, ascorbic acid 
effects on DNA damage, mutagenicity 4368. 
Tryptophan synthase, 
genes, DNA nucleotide sequence, Saccharomyces cerevisiae 3418. 
Tryptophanyl-tRNA synthetase, 
interactions Brown MX-SBR dyes, inhibition kinetics, Bacillus stearothermophilus 
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5785. 
@) phosphate labelling 1638. 
ish TsAF8 cells, 
i temperature-sensitive mutant, RNA polymerase II activity 2557. 
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_ derivatives, effects on protein biosynthesis, bacteria cell-free system 5251. 


to incorporation poly(A), effects on base pairs poly(U), hydrolysis 1617. 
%)_ phospholipids analogs, stability, cytotoxicity, tumor cells, mice 3665. 
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: deoxyribonuclease, ribonuclease levels, Solanum tuberosum 989. 


genes, restriction endonuclease gene mapping, Chlamydomonas reinhardtii 1877. 
inhibition poly(ADP-ribose) polymerase endoribonuclease IV complex, calf thymus 
4580. 
mRNA levels, cell cycle effects on, Chlamydomonas reinhardtii 5835. 
‘) =mRNA, protein biosynthesis, regulation 1752. 
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genes, cDNA hybridization analysis, Lytechnius pictus 4400. 
genes, cloning, cDNA hybrization chromosome 3, Drosophila melanogaster 4073. 
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!| adenovirus (avian), DNA, hybridization, chromosomes, gene mapping, rats 1382. 

adenovirus (human) 12, mutants, DNA, nucleotide sequence, gene amplification 
1372. 
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comparison transformation genes, DNA transfection, mice, man 4051. 

DNA cloning, genes transformation, man 5092. 

DNA, transcription, Shope papilloma virus 4527. 

IAP gene, cDNA hybridization analysis 3443. 

isolation, Herpesvirus saimiri, Herpesvirus ateles, DNA, genomes, structure 4850. 

man, Sendai virus, Newcastle disease virus infection, B-interferon, MRNA, 
biosynthesis, hypertonicity salts effects on 4306. 

| mice, hybridization analysis, chromosomes gene amplification 5342. 

) rats, hybridization analysis, adenovirus (avian) DNA 4884. 

| Tumor cells, 

}, 1-B-D-arabinofuranosylcytosine, 9-B-D-arabinofuranosyladenine, tubercidin 
phospholipids analogs stability, cytotoxicity, mice 3665. 

DNA content, stomach, small intestine, man 2825. 

DNA, nucleotide sequence, Herpesvirus saimiri 2323. 

genomes, bovine leukemia virus DNA integration, cattle 6096. 

herpesvirus saimiri DNA methylation 4871. 

immunoglobulin D secretion, relationship light chains, mRNA translation, mice 
4315. 

mammary tumor virus infection, dexamethasone induction, RNA, proteins 1726. 

man, adenovirus (human) 2, DNA repair, detection 913. 
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Marek’s disease virus DNA gene expression, hybridization 2962. 
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mi 


au li 


9 

Agrobacterium tumefaciens, correlation DNA plasmids, crown gall, Nicotiana 
tabacum 3366. 

avian erythroblastosis virus, loci, mapping 4939. 

7,12-dimethylbenz(a)anthracene, effects on RNA biosynthesis, mammary gland, rats 
1216. 
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pregnancy, rats 421. 
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DNA transfection, theories 942. 

effects on tRNA Phe anticodons post-transcription modification, mice 5781. 

mammary tumor virus effects on, mice 1247. 

3-methylcholanthrene, RNA nucleosides levels, urine, mice 2626. 

mice, association mammary tumor virus DNA, methylation 4852. 

mice, correlation methylation mammary tumor virus DNA 5022. 


polyoma virus deletion mutant, mlt gene effects on 5077. 


adenocarcinoma, mammary gland, mammary tumor virus, DNA, nucleotide sequence, 
mice 4412. 
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lymphoid cells, tumors antigens+RNA, mice 2258. 

role, nucleotide sequence, taxonomy, avian reticuloendotheliosis virus 2197. 
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antigens, +RNA, lymphoid cells, immunotherapy, colon carcinoma, mice 2259. 

antigens, +RNA, lymphoid cells tumorigenicity, mice 2258. 
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brain, detection, SV40 genomes, man 733. 

breast, chromatin, in vitro transcription characteristics, man 493 

cervix, RNA detection, herpes simplex virus 2, adenovirus (human) 2, man 2172. 

comparison ploidy, DNA content, flow cytometry, dogs 1782. 
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DNA, synchronization, assays 1774. 

DNA-binding protein, purification, characterization, man, mice 5188. 

gene expression, avian leucosis virus RNA proviruses integration enhancement 
3804. 

hamsters, papilloma virus transcription 3271. 

induction, expression, antigen T, polyoma virus transformed cells 2446. 

induction, Shope papilloma virus, association, DNA characterization, rabbits 
4835. 
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ie 


plasmids, Agrobacterium rhizogenes, Agrobacterium tumefaciens, DNA homology 2907. 
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murine leukemia yirus, proviruses genomes, chromatin conformation, mice 4154. 

papilloma virus (bovine) 1, DNA characterization, hamsters 2908. 

pituitary, DNA levels, correlation, 

promoters, proteins, 12-O-tetradecanoyl-phorbol-13-acetate, gene expression 
regulation, myeloid leukemia, mice 699. 

Se factor, effects on DNA biosynthesis, DNA polymerase activity, mice 
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temperature, Actinomycin D effects on RNA biosynthesis, children, man 1741. 

transformed cells, plasma membranes, association, antigen T, BK virus, DNA, 
hamsters 2445. 

Tunicamycin, 
effects on fat body protein biosynthesis, Galleria mellonella 4223. 


effects on morphology, erythrocytes, rabbits, cell adhesion embryo cells, Limnaea 
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Tupia, 
immunoglobulins heayy chains variable region genes, comparison mice 3838. 
Turbatrix aceti, 
tRNA, induction phosphoglycerate kinase aggregation 2133. 
Turlock virus, 
genomes RNA, characterization 4837 
Turnip crinkle virus, 
RNA, translation 718. 
RNA, translation products, in vitro, Brassica rapa infection association 4313. 
Turnip rosette virus, 
RNA, translation 717. 
RNA, turnip rosette virus infection, liposomes mediation 4285. 
Turnip yellow mosaic virus, 
pH effects on RNA release 4632. 
RNA, 3’-terminus, secondary structure, comparison tRNA 3242. 
RNA characterization, proteins coding, 3°-terminus 3827. 
3'-terminus RNA, secondary structure, comparison tRNA 2769. 
3'-terminus RNA, tRNA activity, adenylation, aminoacylation, Escherichia coli 
cell-free system 2771. 
Tyrosine, 
acceptors, RNA, aminoacylation, barley stripe mosaic virus 2182. 
residues, histones, spin labelling, DNA interaction, nucleosomes reconstitution, 
E.S.R., erythrocytes, chickens 4138. 
suppressors (RNA genes, cloning, amber mutant, Escherichia coli 972. 
Tyrosine aminotransferase, 
mRNA transcription, dibutyryl cyclic AMP, hydrocortisone acetate induction, 
development, liver, rats 4799. 
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genes, cloning, cell lines, rats 4072. 
TyrosyltRNA synthetase, 
aggregation, tRNA Tyr, Escherichia coli 4208. 
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damage, DNA, photoreactivation induction DNA repair, Haemophilus influenzae 5519. 

damage, DNA repair, CHO cells 5527. 
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damage, 9-aminoacridine, interaction, DNA 763. 
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dimers formation, DNA, Escherichia coli 1822. 
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DNA damage 1266. 
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DNA damage, effects on DNA polymerase I coding properties, Escherichia coli 4109. 

DNA damage, Escherichia coli 1273. 

DNA damage, fibroblasts, skin, man 271. 

DNA damage, inactivation fibroblasts, man 2301. 

DNA damage. mutagenesis, phage M13 3862. 

DNA, dimers, assays, characterization 1823 

DNA double stranded breakage. , cell culture, DNA repair 1927 

DNA repair, caffeine effects on, cell culture, hamsters 259 

DNA repair, cell culture 1924 

DNA repair, characterization, Escherichia coli 909. 

DNA repair, chloramphenicol effects on, Escherichia coli 1932 

DNA repair, damage, assays, herpes simplex virus | infection Epstein-Barr virus 
transformed cells 1919 

DNA repair, dark light effects on, fibroblasts, chick embryos 1428 

DNA repair, DNA damage, CHO-K1 cells 2304 

DNA repair, excision, pyrimidines dimers, epidermis, man 391 
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DNA repair, reductone effects on, Escherichia coli 1807. 
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mutagenesis, DNA repair, Escherichia coli 1423. 
photodegradation, purines, temperature effects on 5740. 
photoreactivation a-amanitin inhibition RNA polymerase II, wheat germ 4600. 
photosensitivity, role rel gene, 4-thiouridine, Escherichia coli 3658. 
polyploidy effects on radiosenstitivity, Micrococcus radiodurans 1271. 
post-replication DNA repair, caffeine effects on, BHK-21 cells 377. 
post-replication, DNA repair, temperature-sensitive mutant, chloramphenicol, 
Escherichia coli 904. 
psoralen photosensitization, DNA, Escherichia coli 239. 
reactivation, minute virus of mice, DNA replication 395. 
recombinants plasmids sensitivity, DNA repair, Escherichia coli 1431. 
RNA dimers, photoreactivation, embryos, Smittia 1687. 
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